
Table S1. All Quantified Phosphopeptides. 

In the Sequence column, pS indicates phosphoserine and pT indicates phosphothreonine. In Phosphosites column, number followinf S or T indicate the position of serine or threonine in the protein. In the Evidence column, NEW mean that this phosphosite is not identified neither in Phospho ELM database nor in Swissprot database. In any column, "-" means this phospopeptide is not identified in the experiment at the particular time point.

PTM score Mascot scores Peptide logratio (log2) Prot. logratio (log2) PTM score Mascot scores Peptide logratio (log2) Prot. logratio (log2) PTM score Mascot scores Peptide logratio (log2) Prot. logratio (log2) PTM score Mascot scores Peptide logratio (log2) Prot. logratio (log2)

1433E_HUMAN YWHAE AAFDDAIAELDTLpSEESYK S210 Swissprot - - - - 191.05 101 0.17 -0.26 - - - - - - - -
1433Z_HUMAN YWHAZ TAFDEAIAELDTLpSEESYK S207 NEW 138.22 92 0.55 0.34 163.84 97 -0.02 -0.24 - - - - - - - -

1B44_HUMAN HLA-B GGSYSQAACSDSAQGSDVpSLTA S359 NEW - - - - 196.45 124 -0.98 -0.29 - - - - - - - -

2A5D_HUMAN PPP2R5D QSpSpSRFNLSK S89, S90 NEW, NEW 97.24 41 1.07 2.59 59.27 32 0.31 -0.16 - - - - - - - -

3BP5_HUMAN SH3BP5 SQSSTpSPEGQALENR S421 ELM+Swissprot_similarity- - - - - - - - - - - - 206.2 62 -1.35 -1.21

3BP5L_HUMAN SH3BP5L GLSDHVpSLDGQELGTR S362 NEW 63.88 69 0.09 0.24 23.41 58 0.11 0.03 - - - - - - - -

3BP5L_HUMAN SH3BP5L GLpSDHVSLDGQELGTR S358 NEW - - - - 23.41 44 0.28 0.03 - - - - - - - -
3BP5L_HUMAN SH3BP5L TVApSDLQK S343 NEW - - - - - - - - - - - - 98.15 41 0.45 0.59

4EBP1_HUMAN EIF4EBP1 DLPTIPGVTSPSSDEPPMEApSQSHLRNSPEDKS94 Swissprot - - - - 58.73 36 0.21 -0.07 - - - - - - - -
4EBP1_HUMAN EIF4EBP1 DLPTIPGVTSPSSDEPPMEASQpSHLRNSPEDKS96 NEW - - - - 58.73 36 0.21 -0.07 - - - - - - - -

4EBP1_HUMAN EIF4EBP1 NpSPVTKpTPPR S65, T70 ELM+Swissprot, ELM+Swissprot- - - - 81.51 44 -0.68 -0.07 - - - - - - - -

4EBP1_HUMAN EIF4EBP1 pTPPRDLPTIPGVTSPSSDEPPMEASQSHLRT70 ELM+Swissprot - - - - 83.7 57 0.35 -0.07 - - - - - - - -

4EBP1_HUMAN EIF4EBP1 DLPTIPGVTSPSSDEPPMEASQSHLRNpSPEDKS101 ELM+Swissprot - - - - 58.73 36 0.21 -0.07 - - - - - - - -

4ET_HUMAN EIF4ENIF1 APpSPPLSQVFQTR S564 NEW - - - - 71.8 44 -0.31 -1.05 95.76 33 -0.16 -0.08 - - - -

4ET_HUMAN EIF4ENIF1 SSpSPVGLAK S951 NEW - - - - 67.2 38 -0.29 -1.05 67.2 45 0.13 -0.08 - - - -
4ET_HUMAN EIF4ENIF1 SSCSpTPLSQANR T769 NEW - - - - - - - - 116.7 50 -1.02 -0.08 - - - -

4ET_HUMAN EIF4ENIF1 SpSSPVGLAK S950 NEW - - - - - - - - 67.2 42 0.19 -0.08 - - - -

AAK1_HUMAN AAK1 VGSLpTPPpSSPK T620, S623 ELM+Swissprot, Swissprot_similarity92.11 47 0.20 0.31 92.11 50 0.05 0.42 92.11 57 0.14 -0.12 28.71 39 0.36 0.02

AAK1_HUMAN AAK1 VGSLpTPPSpSPK T620, S624 ELM+Swissprot, ELM92.11 47 0.20 0.31 92.11 50 0.05 0.42 92.11 57 0.14 -0.12 28.71 39 0.36 0.02

AAK1_HUMAN AAK1 VQTpTPPPAVQGQK T606 ELM+Swissprot 70.15 47 0.11 0.31 62.3 54 -0.42 0.42 67.31 44 -0.33 -0.12 49.23 43 -0.44 0.02

AAK1_HUMAN AAK1 VQpTTPPPAVQGQK T605 NEW - - - - 62.3 34 -0.18 0.42 - - - - 49.23 43 -0.44 0.02

AAK1_HUMAN AAK1 AGQTQPNPGILPIQPALpTPR T389 ELM+Swissprot - - - - 112.44 64 -0.22 0.42 - - - - - - - -

AAK1_HUMAN AAK1 SATTTPpSGSPR S676 ELM+Swissprot - - - - - - - - 92.11 58 -0.24 -0.12 - - - -
AAK1_HUMAN AAK1 SATTTPSGpSPR S678 ELM - - - - - - - - 92.11 58 -0.24 -0.12 - - - -

AAKB1_HUMAN PRKAB1 ILMDpSPEDADLFHSEEIK S40 NEW - - - - 130.1 55 -0.67 -0.26 - - - - - - - -

AAKB1_HUMAN PRKAB1 pSHNNFVAILDLPEGEHQYK S108 ELM+Swissprot - - - - 79.77 48 0.25 -0.26 - - - - - - - -

AAKB1_HUMAN PRKAB1 CSDVSELSpSSPPGPYHQEPYVCKPEER S181 NEW - - - - - - - - 82.62 40 -0.51 -0.49 - - - -

AAKB1_HUMAN PRKAB1 CSDVSELSSpSPPGPYHQEPYVCKPEER S182 ELM+Swissprot_similarity- - - - - - - - 82.62 40 -0.51 -0.49 - - - -

AAKB2_HUMAN PRKAB2 pSHNDFVAILDLPEGEHQYK S108 Swissprot 36.85 34 0.54 0.25 62.3 50 0.16 -0.06 - - - - - - - -
AAPK1_HUMAN PRKAA1 SIDDEITEAKpSGpTATPQR S477, T479 NEW, NEW 69.06 37 -0.11 0.06 42.9 41 -0.21 -0.12 - - - - - - - -

AAPK1_HUMAN PRKAA1 SIDDEIpTEAKSGTApTPQR T473, T481 NEW, NEW - - - - 53.05 41 -0.21 -0.12 - - - - - - - -
AAPK1_HUMAN PRKAA1 SIDDEITEAKpSGTApTPQR S477, T481 NEW, NEW - - - - 53.05 41 -0.21 -0.12 - - - - - - - -

AAPK1_HUMAN PRKAA1 SIDDEIpTEAKSGpTATPQR T473, T479 NEW, NEW - - - - 53.05 41 -0.21 -0.12 - - - - - - - -

AAPK1_HUMAN PRKAA1 SGpSVSNYR S487 ELM+Swissprot - - - - 86.47 46 0.23 -0.12 - - - - - - - -

AAPK1_HUMAN PRKAA1 pSIDDEITEAKSGpTATPQR S467, T479 NEW, NEW - - - - - - - - - - - - 33.78 31 -0.74 -0.03

AATF_HUMAN AATF YLVDGTKPNAGpSEEIpSpSEDDELVEEK S316, S320, S321ELM+Swissprot, ELM+Swissprot, ELM+Swissprot41.99 40 0.74 0.88 64.1 51 0.29 0.23 23.55 42 -0.24 -0.23 - - - -

AATF_HUMAN AATF YLVDGTKPNAGpSEEISpSEDDELVEEK S316, S321 ELM+Swissprot, ELM+Swissprot- - - - 35.73 47 0.27 0.23 - - - - - - - -
AATF_HUMAN AATF YLVDGTKPNAGpSEEIpSSEDDELVEEK S316, S320 ELM+Swissprot, ELM+Swissprot- - - - 35.73 47 0.27 0.23 - - - - - - - -

AATF_HUMAN AATF YLVDGTKPNAGSEEIpSpSEDDELVEEK S320, S321 ELM+Swissprot, ELM+Swissprot- - - - 35.73 47 0.27 0.23 - - - - 110.71 73 0.39 0.56

ABCA6_HUMAN ABCA6 VAIMVpSGRLR S1488 NEW - - - - - - - - 48.2 34 1.71 1.72 - - - -

ABCCB_HUMAN ABCC11 ENILMGGApYDKAR Y598 NEW 35.78 34 2.95 3.09 - - - - - - - - - - - -

ABCF1_HUMAN ABCF1 GGNVFAALIQDQpSEEEEEEEK S140 Swissprot 205.25 103 0.47 0.45 205.25 103 0.20 -0.04 191.05 102 -0.25 -0.11 166.38 105 0.22 0.28

ABCF1_HUMAN ABCF1 QQPPEPEWIGDGEpSTSPSDK S20 NEW 95.03 62 -0.02 0.45 104.54 65 -0.38 -0.04 106.28 74 -0.17 -0.11 - - - -

ABCF1_HUMAN ABCF1 KLpSVPpTpSDEEDEVPAPKPR S105, T108, S109ELM+Swissprot, ELM+Swissprot, ELM+Swissprot78.04 55 0.23 0.45 103.82 50 0.20 -0.04 54.79 50 0.02 -0.11 84.24 41 0.10 0.28

ABCF1_HUMAN ABCF1 KLSVPpTpSDEEDEVPAPKPR T108, S109 ELM+Swissprot, ELM+Swissprot55.83 53 0.15 0.45 119.94 54 0.07 -0.04 106.28 59 -0.29 -0.11 - - - -
ABCF1_HUMAN ABCF1 LSVPpTpSDEEDEVPAPKPR T108, S109 ELM+Swissprot, ELM+Swissprot101.78 58 0.03 0.45 50.46 72 -0.01 -0.04 76.39 85 -0.05 -0.11 81.03 59 0.11 0.28

ABCF1_HUMAN ABCF1 KLSVPTpSDEEDEVPAPKPR S109 ELM+Swissprot 81.42 43 0.25 0.45 65.28 49 -0.06 -0.04 119.94 38 -0.49 -0.11 - - - -

ABCF1_HUMAN ABCF1 KLSVPpTSDEEDEVPAPKPR T108 ELM+Swissprot 81.42 43 0.25 0.45 65.28 49 -0.06 -0.04 119.94 38 -0.49 -0.11 - - - -

ABCF1_HUMAN ABCF1 LSVPTpSDEEDEVPAPKPR S109 ELM+Swissprot 109.94 42 0.25 0.45 85.98 50 0.04 -0.04 76.39 38 0.14 -0.11 - - - -

ABCF1_HUMAN ABCF1 LSVPpTSDEEDEVPAPKPR T108 ELM+Swissprot 109.94 42 0.25 0.45 - - - - 76.39 38 0.14 -0.11 - - - -

ABCF1_HUMAN ABCF1 AEQGpSEEEGEGEEEEEEGGESKADDPYAHLSKS228 ELM+Swissprot 177.78 97 0.36 0.45 128.31 102 0.11 -0.04 106.05 75 -0.23 -0.11 - - - -
ABCF1_HUMAN ABCF1 QQPPEPEWIGDGESTpSPSDK S22 NEW - - - - - - - - - - - - 101.22 55 -0.71 0.28

ABCF1_HUMAN ABCF1 QQPPEPEWIGDGESpTSPSDK T21 NEW - - - - - - - - - - - - 101.22 55 -0.71 0.28
ABI2_HUMAN ABI2 NMAPpSQQSPVR S224 NEW 54.51 38 -0.02 -0.28 - - - - - - - - - - - -

ABI2_HUMAN ABI2 NMAPSQQpSPVR S227 NEW 92.11 38 -0.02 -0.28 89.76 46 -0.41 -0.46 79.35 42 -0.22 -0.24 92.11 37 -0.57 0.10

ABL2_HUMAN ABL2 GAQASSGpSPALPR S620 NEW 98.01 64 0.76 0.91 122.16 65 -1.09 -1.25 133.28 69 -0.11 -0.17 - - - -

ABL2_HUMAN ABL2 VPVLISPpTLK T938 NEW - - - - - - - - 48.2 35 -0.45 -0.17 - - - -

ABL2_HUMAN ABL2 VPVLIpSPTLK S936 ELM+Swissprot - - - - - - - - 48.2 35 -0.45 -0.17 - - - -

ABL2_HUMAN ABL2 GAQASpSGSPALPR S618 NEW - - - - - - - - - - - - 32.89 36 -0.31 -0.06
ABLM1_HUMAN ABLIM1 STpSQGpSINSPVYSR S452, S455 ELM+Swissprot, NEW111.19 57 0.25 0.16 114.49 69 0.31 -0.28 - - - - - - - -

ABLM1_HUMAN ABLIM1 TLpSPTPpSAEGYQDVR S431, S435 ELM+Swissprot, ELM+Swissprot35.34 41 0.32 0.16 68.56 70 -0.41 -0.28 118.12 68 -0.08 -0.06 35.34 32 -0.53 -0.05
ABLM1_HUMAN ABLIM1 TLpSPTPSAEGYQDVR S431 ELM+Swissprot 144.27 91 -0.07 0.16 144.27 63 -0.27 -0.28 144.27 83 -0.06 -0.06 51.94 43 -0.67 -0.05

ABLM1_HUMAN ABLIM1 STpSQGSINSPVYSR S452 ELM+Swissprot 152.78 91 0.21 0.16 127.75 83 0.12 -0.28 167.38 106 0.51 -0.06 141.55 92 -0.03 -0.05

ABLM1_HUMAN ABLIM1 TApSLPGYGR S655 ELM+Swissprot 94.8 39 0.22 0.16 109.99 40 0.04 -0.28 94.8 44 0.15 -0.06 54.78 35 0.02 -0.05

ABLM1_HUMAN ABLIM1 DCLCQLCAQPMSSpSPK S216 Swissprot_similarity - - - - 107.82 52 -0.89 -0.28 - - - - 92.17 44 -1.13 -0.05

ABLM1_HUMAN ABLIM1 pTSSESIYSRPGSSIPGSPGHTIpYAK T351, Y373 NEW, ELM+Swissprot- - - - 11.24 36 -0.31 -0.28 - - - - - - - -

ABLM1_HUMAN ABLIM1 TpSSESIYSRPGSSIPGSPGHTIpYAK S352, Y373 NEW, ELM+Swissprot- - - - 11.24 36 -0.31 -0.28 - - - - - - - -
ABLM1_HUMAN ABLIM1 DCLCQLCAQPMSpSSPK S215 NEW - - - - 107.82 52 -0.89 -0.28 - - - - - - - -

ABLM1_HUMAN ABLIM1 DCLCQLCAQPMpSSSPK S214 NEW - - - - 107.82 52 -0.89 -0.28 - - - - - - - -

ABLM1_HUMAN ABLIM1 GVpSMPNMLEPK S706 ELM+Swissprot - - - - 134.56 65 0.33 -0.28 - - - - - - - -

ABLM1_HUMAN ABLIM1 STSQGpSINpSPVYSR S455, S458 NEW, Swissprot - - - - - - - - 141.55 85 -0.91 -0.06 - - - -

ABLM1_HUMAN ABLIM1 QSLGEpSPRpTLSPTPSAEGYQDVR S426, T429 NEW, NEW - - - - - - - - 52.82 44 -1.09 -0.06 - - - -

ABLM1_HUMAN ABLIM1 QSLGEpSPRTLpSPTPSAEGYQDVR S426, S431 NEW, ELM+Swissprot- - - - - - - - 52.82 44 -1.09 -0.06 - - - -
ABLM3_HUMAN ABLIM3 ASpSPGYIDSPTYSR S373 ELM+Swissprot - - - - 114.49 63 -0.03 -0.17 - - - - - - - -

ABT1_HUMAN ABT1 NLLSApYGEVGR Y69 NEW 65.55 34 4.03 5.14 - - - - - - - - - - - -
ACACA_HUMAN ACACA IFDEVMGCFSDpSPPQpSPTFPEAGHTSLYDEDKS1259, S1263 NEW, ELM+Swissprot68.56 71 0.21 1.21 - - - - - - - - - - - -

ACD_HUMAN ACD ELILGSETPSpSPR S111 NEW 103.96 71 -0.29 -0.15 116.92 74 -0.22 -0.38 130.44 61 -0.31 -0.30 - - - -

ACINU_HUMAN ACIN1 RLpSQPEpSAEK S710, S714 ELM+Swissprot, Swissprot48.2 47 0.21 1.06 46.8 42 -1.04 -0.24 57.59 46 -0.93 -0.01 48.2 47 -2.26 0.37

ACINU_HUMAN ACIN1 SSSISEEKGDpSDDEKPR S216 ELM+Swissprot 61.59 53 0.27 1.06 56.67 44 -0.03 -0.24 61.59 67 -0.72 -0.01 64.21 48 0.42 0.37

ACINU_HUMAN ACIN1 SLpSPGVSR S657 ELM+Swissprot 74.99 32 -0.13 1.06 72.16 40 -0.09 -0.24 105.9 46 0.12 -0.01 89.88 38 0.18 0.37

ACINU_HUMAN ACIN1 RLpSQPESAEK S710 ELM+Swissprot 40.47 36 -0.06 1.06 73.26 54 -0.09 -0.24 48.2 50 -0.18 -0.01 - - - -
ACINU_HUMAN ACIN1 TAQVPpSPPR S1004 ELM+Swissprot 77.93 47 0.02 1.06 41.85 58 0.00 -0.24 91.73 48 0.26 -0.01 65 55 -0.03 0.37

ACINU_HUMAN ACIN1 TpTSPLEEEEREIK T364 NEW - - - - 83.47 33 0.13 -0.24 - - - - - - - -
ACINU_HUMAN ACIN1 AAKLpSEGpSQPAEEEEDQETPSR S240, S243 ELM+Swissprot, ELM+Swissprot- - - - 87.24 64 0.01 -0.24 - - - - 72.63 52 -0.05 0.37

ACINU_HUMAN ACIN1 TTpSPLEEEEREIK S365 ELM+Swissprot - - - - 83.47 33 0.13 -0.24 - - - - - - - -

ACINU_HUMAN ACIN1 GVPAGNpSDTEGGQPGR S838 Swissprot - - - - - - - - 146.98 91 -0.20 -0.01 - - - -

ACINU_HUMAN ACIN1 GVPAGNpSDTEGGQPGRK S838 Swissprot - - - - - - - - 76.62 42 -0.26 -0.01 - - - -

ACINU_HUMAN ACIN1 AAKLSEGpSQPAEEEEDQEpTPSR S243, T254 ELM+Swissprot, ELM+Swissprot- - - - - - - - 98.36 71 -1.53 -0.01 - - - -
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ACINU_HUMAN ACIN1 AAKLpSEGSQPAEEEEDQEpTPSR S240, T254 ELM+Swissprot, ELM+Swissprot- - - - - - - - 98.36 71 -1.53 -0.01 - - - -

ACINU_HUMAN ACIN1 AEpSPAEKVPEESVLPLVQK S490 ELM+Swissprot - - - - - - - - 43.85 53 0.05 -0.01 - - - -

ACINU_HUMAN ACIN1 DPSSGQEVApTPPVPQLQVCEPK T682 ELM+Swissprot - - - - - - - - 65.7 48 -0.43 -0.01 - - - -

ACINU_HUMAN ACIN1 SSSIpSEEKGDSDDEKPR S210 NEW - - - - - - - - - - - - 100.11 48 0.42 0.37

ACL6A_HUMAN ACTL6A EGpSPANWK S233 ELM+Swissprot 83.38 36 0.89 0.53 98.15 42 0.56 0.00 86.47 45 0.90 0.11 - - - -
ACLY_HUMAN ACLY TApSFSESR S455 ELM+Swissprot 44.9 39 0.05 0.30 69.57 35 -0.10 -0.13 - - - - 24.46 37 0.81 0.29

ACLY_HUMAN ACLY TApSFSESRADEVAPAK S455 ELM+Swissprot - - - - - - - - 107.82 47 -0.01 0.03 - - - -

ACOD_HUMAN SCD EKGpSTLDLSDLEAEK S198 NEW 136.01 70 0.21 0.28 149.82 78 0.22 -0.14 - - - - - - - -

ACOD_HUMAN SCD EKGSpTLDLSDLEAEK T199 NEW 136.01 70 0.21 0.28 149.82 78 0.22 -0.14 - - - - - - - -

ACON_HUMAN ACO2 LNRPLTLpSEK S66 NEW - - - - - - - - - - - - 4.97 35 -5.25 0.01

ACON_HUMAN ACO2 LNRPLpTLSEK T64 NEW - - - - - - - - - - - - 4.97 35 -5.25 0.01
ACOX2_HUMAN ACOX2 LSGLPpSLVTK S425 NEW - - - - 29.65 33 -4.76 -4.92 - - - - - - - -

ACPH_HUMAN APEH ALDVSApSDDEIAR S187 NEW 106.25 74 -0.05 0.23 182.22 83 -0.25 0.19 85.46 49 -0.31 0.03 - - - -
ACPH_HUMAN APEH ALDVpSASDDEIAR S185 NEW - - - - - - - - 85.46 58 -0.24 0.03 - - - -

ACSA_HUMAN ACSS2 SWpSPPPEVSR S30 ELM+Swissprot 103.12 40 -0.32 0.19 80.54 47 -0.01 -0.17 103.12 50 0.12 0.27 62.96 43 -0.17 -0.04

ACSF4_HUMAN AASDH GLNpSPVLIGK S724 NEW - - - - - - - - 114.67 56 -0.91 -0.87 - - - -

ACSM1_HUMAN ACSM1 TLDPMVIFFTpSGTTGFPK S227 NEW - - - - - - - - - - - - 27.82 32 -3.69 -3.56

ACTB_HUMAN ACTB SpYELPDGQVITIGNER Y240 NEW 79.51 34 0.12 0.64 - - - - - - - - - - - -

ACTB_HUMAN ACTB EITALAPpSTMK S323 NEW - - - - 45.48 43 -0.14 0.67 69.17 34 -1.52 -0.08 - - - -
ACTB_HUMAN ACTB EITALAPSpTMK T324 NEW - - - - - - - - 69.17 34 -1.52 -0.08 - - - -

ADA19_HUMAN ADAM19 VINpTPEILR T780 NEW - - - - - - - - 106.41 43 -0.44 -0.32 - - - -

ADCY3_HUMAN ADCY3 SSpSPALIETK S525 NEW - - - - 83.81 34 -0.05 -0.21 - - - - - - - -

ADDA_HUMAN ADD1 SPGpSPVGEGTGSPPK S358 ELM+Swissprot 109.95 101 0.07 0.21 64.21 76 -0.11 -0.48 - - - - 76.39 87 -0.20 -0.30

ADDA_HUMAN ADD1 SRpSPGpSPVGEGTGSPPK S355, S358 ELM+Swissprot, ELM+Swissprot- - - - 60.35 43 -0.57 -0.48 - - - - 84.26 51 -0.71 -0.30

ADDA_HUMAN ADD1 SRSPGpSPVGEGTGSPPK S358 ELM+Swissprot - - - - - - - - 59.35 52 -0.11 0.16 - - - -

ADDA_HUMAN ADD1 SRpSPGSPVGEGTGSPPK S355 ELM+Swissprot - - - - - - - - 59.35 52 -0.11 0.16 - - - -

ADDG_HUMAN ADD3 IEEVLSPEGpSPSKpSPSK S677, S681 ELM+Swissprot, ELM+Swissprot49.23 43 0.19 0.27 56.67 33 0.14 -0.28 - - - - 38.85 31 0.10 0.24
ADDG_HUMAN ADD3 IEEVLSPEGpSPpSKSPSK S677, S679 ELM+Swissprot, ELM49.23 43 0.19 0.27 65.6 37 0.01 -0.28 - - - - 38.85 31 0.10 0.24

ADDG_HUMAN ADD3 IEEVLSPEGpSPSK S677 ELM+Swissprot 68.56 55 0.06 0.27 79.77 59 -0.26 -0.28 - - - - - - - -

ADDG_HUMAN ADD3 IEEVLpSPEGpSPSK S673, S677 ELM+Swissprot, ELM+Swissprot- - - - 57.98 33 -0.39 -0.28 - - - - - - - -

ADIP_HUMAN SSX2IP pSFTEAAIRLGLER S452 NEW - - - - 87.55 39 -6.22 -6.38 - - - - 68.56 33 -6.20 -6.06

ADIP_HUMAN SSX2IP SFpTEAAIRLGLER T454 NEW - - - - - - - - - - - - 68.56 33 -6.20 -6.06

ADNP_HUMAN ADNP LMHNApSDpSEVDQDDVVEWK S953, S955 ELM+Swissprot, ELM+Swissprot62.87 49 0.38 0.42 - - - - - - - - 51.94 48 0.20 0.27
ADNP_HUMAN ADNP LMHNApSDSEVDQDDVVEWK S953 ELM+Swissprot 84.26 59 0.15 0.42 65.6 51 0.14 0.00 - - - - - - - -

ADNP_HUMAN ADNP NVHpSEDFENR S98 ELM+Swissprot - - - - 114.67 41 -1.06 0.00 - - - - - - - -
ADNP_HUMAN ADNP LMHNASDpSEVDQDDVVEWK S955 ELM+Swissprot - - - - 65.6 51 0.14 0.00 - - - - - - - -

ADNP_HUMAN ADNP KpSMGLPPR S280 NEW - - - - - - - - 16.76 38 6.03 3.78 - - - -

ADNP_HUMAN ADNP pSPSLSQSQASR S409 NEW - - - - - - - - 34.76 38 -0.87 3.78 - - - -

ADNP_HUMAN ADNP LNQpSPSLAPVK S709 NEW - - - - - - - - 122.92 70 -0.52 3.78 - - - -

ADRM1_HUMAN ADRM1 SQSAAVpTPSpSTTSSTR T217, S220 NEW, NEW 93.94 53 -0.63 0.13 115.96 75 -1.58 -0.40 105.78 72 -0.80 -0.24 - - - -

ADRM1_HUMAN ADRM1 SQSAAVpTPpSSTTSSTR T217, S219 NEW, NEW 93.94 53 -0.63 0.13 115.96 75 -1.58 -0.40 105.78 72 -0.80 -0.24 - - - -
ADRM1_HUMAN ADRM1 SQSAAVpTPSSTTSSTR T217 NEW 139.18 77 0.15 0.13 139.18 104 -1.16 -0.40 139.18 99 -0.90 -0.24 139.18 89 -2.52 -0.76

AEBP2_HUMAN AEBP2 LSPLPPGpSPGSAAR S24 Swissprot - - - - - - - - - - - - 39.82 38 0.28 0.42

AEBP2_HUMAN AEBP2 LSPLPPGSPGpSAAR S27 Swissprot - - - - - - - - - - - - 39.82 38 0.28 0.42

AFAD_HUMAN MLLT4 TQVLpSPDSLFTAK S1704 NEW 59.35 32 0.02 0.47 70.15 42 -0.91 -0.40 162.63 77 -0.58 -0.23 - - - -

AFAD_HUMAN MLLT4 SSPNVANQPPpSPGGK S1165 ELM+Swissprot 136.01 105 -0.05 0.47 136.01 104 -0.01 -0.40 136.01 108 0.16 -0.23 122.72 104 0.22 0.16

AFAD_HUMAN MLLT4 TIpSNPEVVMK S215 NEW - - - - 97.24 46 0.05 -0.40 - - - - - - - -

AFAD_HUMAN MLLT4 SVpTPASTLTK T1313 Swissprot_similarity - - - - - - - - 100.07 58 -0.38 -0.23 - - - -

AFAD_HUMAN MLLT4 SpSPNVANQPPpSPGGK S1156, S1165 ELM+Swissprot, ELM+Swissprot- - - - - - - - 107.82 61 -0.62 -0.23 - - - -
AFAD_HUMAN MLLT4 pSSPNVANQPPpSPGGK S1155, S1165 ELM+Swissprot, ELM+Swissprot- - - - - - - - 107.82 61 -0.62 -0.23 - - - -

AFAP1_HUMAN AFAP1 SGTSSPQpSPVFR S668 ELM+Swissprot 89.76 58 0.02 0.23 77.31 66 0.21 -0.29 89.76 52 0.33 0.34 89.76 69 0.34 0.48

AFAP1_HUMAN AFAP1 SGTSpSPQpSPVFR S665, S668 Swissprot, ELM+Swissprot- - - - 89.76 38 -0.58 -0.29 - - - - - - - -

AFAP1_HUMAN AFAP1 SGTSpSPQSPVFR S665 Swissprot - - - - - - - - - - - - 89.76 69 0.34 0.48

AFF4_HUMAN AFF4 AVGMPpSPVSPK S1055 NEW - - - - 54.51 39 0.04 -0.18 - - - - - - - -

AFF4_HUMAN AFF4 NSYNNSQAPpSPGLGSK S1043 ELM - - - - 118.12 118 -0.24 -0.18 103.82 99 -0.25 -0.21 - - - -
AFF4_HUMAN AFF4 AVGMPSPVpSPK S1058 ELM - - - - 54.51 39 0.04 -0.18 - - - - - - - -

AFTIN_HUMAN AFTPH TDENIDTPGpTPK T617 ELM+Swissprot - - - - - - - - 62.3 42 -0.81 -0.33 - - - -
AHDC1_HUMAN AHDC1 TEAACLSAPHLApSPPApTPK S1507, T1511 NEW, NEW - - - - - - - - 64.1 41 -0.11 -0.10 - - - -

AHNK_HUMAN AHNAK SSKApSLGpSLEGEAEAEASpSPK S5749, S5752, S5763Swissprot, Swissprot, Swissprot35.73 42 0.69 0.26 - - - - - - - - - - - -

AHNK_HUMAN AHNAK SSKApSLGpSLEGEAEAEASSPK S5749, S5752 Swissprot, Swissprot102.85 64 0.30 0.26 79.51 68 0.19 -0.06 79.51 44 0.48 0.20 169.01 104 0.42 0.20

AHNK_HUMAN AHNAK ASLGpSLEGEAEAEASpSPKGK S5752, S5763 Swissprot, Swissprot81.42 59 -0.35 0.26 96.6 97 -0.38 -0.06 78.04 90 -0.11 0.20 - - - -

AHNK_HUMAN AHNAK ApSLGSLEGEAEAEASpSPK S5749, S5763 Swissprot, Swissprot84.24 77 -0.31 0.26 - - - - - - - - - - - -

AHNK_HUMAN AHNAK ASLGpSLEGEAEAEASpSPK S5752, S5763 Swissprot, Swissprot84.24 89 -0.32 0.26 113.88 69 -0.15 -0.06 147.4 70 -0.16 0.20 - - - -
AHNK_HUMAN AHNAK ApSLGSLEGEAEAEApSSPK S5749, S5762 Swissprot, NEW 84.24 77 -0.31 0.26 - - - - - - - - - - - -

AHNK_HUMAN AHNAK ASLGpSLEGEAEAEApSSPK S5752, S5762 Swissprot, NEW 84.24 89 -0.32 0.26 70.42 63 -0.04 -0.06 147.4 70 -0.16 0.20 - - - -
AHNK_HUMAN AHNAK ASLGpSLEGEAEAEApSSPKGK S5752, S5762 Swissprot, NEW 81.42 59 -0.35 0.26 85.72 97 -0.38 -0.06 78.04 90 -0.11 0.20 - - - -

AHNK_HUMAN AHNAK AEAPLPpSPK S5110 Swissprot 52.96 41 0.23 0.26 54.78 56 -0.14 -0.06 106.41 62 -0.21 0.20 52.96 46 -0.14 0.20

AHNK_HUMAN AHNAK GGVTGpSPEASISGSK S5731 Swissprot 114.49 112 -0.05 0.26 114.49 118 -0.14 -0.06 112.17 115 0.07 0.20 125.18 101 -0.06 0.20

AHNK_HUMAN AHNAK ASLGSLEGEAEAEASpSPKGK S5763 Swissprot 147.4 78 -0.61 0.26 109.94 50 -0.71 -0.06 - - - - - - - -

AHNK_HUMAN AHNAK ASLGpSLEGEAEAEASSPK S5752 Swissprot 208.39 158 -0.51 0.26 166.38 127 0.00 -0.06 - - - - - - - -

AHNK_HUMAN AHNAK GHYEVTGpSDDETGK S5841 Swissprot 55.41 76 0.24 0.26 162.63 82 -0.01 -0.06 159.17 88 -0.30 0.20 119.47 63 -0.07 0.20
AHNK_HUMAN AHNAK LPSGpSGAASPpTGSAVDIR S212, T218 NEW, NEW 114.22 89 0.39 0.26 - - - - - - - - - - - -

AHNK_HUMAN AHNAK LPSGpSGAApSPTGSAVDIR S212, S216 NEW, NEW 114.22 89 0.39 0.26 - - - - 93.44 57 -0.07 0.20 82.8 63 -0.46 0.20

AHNK_HUMAN AHNAK LKpSEDGVEGDLGETQSR S135 NEW 191.99 90 1.13 0.26 163.49 97 1.19 -0.06 - - - - 210.49 97 0.36 0.20

AHNK_HUMAN AHNAK DIDISpSPEFK S177 NEW 97.24 40 0.00 0.26 111.42 34 -0.41 -0.06 138.18 47 2.17 0.20 - - - -

AHNK_HUMAN AHNAK LPpSGSGAASPTGSAVDIR S210 NEW 114.22 111 0.25 0.26 102.85 114 0.31 -0.06 - - - - 37.14 74 0.38 0.20

AHNK_HUMAN AHNAK LPSGSGAApSPTGSAVDIR S216 NEW 45.17 50 0.02 0.26 126.01 118 -0.23 -0.06 61.85 113 -0.29 0.20 116.07 100 -0.55 0.20
AHNK_HUMAN AHNAK SSKApSLGpSLEGEAEAEApSSPK S5749, S5752, S5762Swissprot, Swissprot, NEW- - - - 74.81 52 0.39 -0.06 110.71 47 0.11 0.20 - - - -

AHNK_HUMAN AHNAK GGVTGpSPEASISGpSKGDLK S5731, S5739 Swissprot, Swissprot- - - - 40.26 34 0.20 -0.06 59.74 84 0.22 0.20 34.54 36 0.36 0.20
AHNK_HUMAN AHNAK GGVTGpSPEASIpSGSKGDLK S5731, S5737 Swissprot, NEW - - - - 40.26 34 0.20 -0.06 59.74 84 0.22 0.20 34.54 36 0.36 0.20

AHNK_HUMAN AHNAK DDGVFVQEVTQNpSPAAR S41 Swissprot - - - - 124.1 83 -0.99 -0.06 149.91 112 -0.65 0.20 88.83 41 -1.88 0.20

AHNK_HUMAN AHNAK ISMQDVDLSLGpSPK S511 Swissprot - - - - 155.9 74 -0.65 -0.06 16.15 41 -1.59 0.20 6.54 31 -1.41 0.20

AHNK_HUMAN AHNAK IpSAPNVDFNLEGPK S5448 Swissprot - - - - 112.17 65 0.39 -0.06 - - - - - - - -

AHNK_HUMAN AHNAK GPAFNMApSPESDFGINLK S5552 Swissprot - - - - 242.19 110 -0.96 -0.06 - - - - 142.65 54 -2.18 0.20

AHNK_HUMAN AHNAK ASLGSLEGEAEAEASpSPK S5763 Swissprot - - - - 177.25 124 -0.72 -0.06 126.01 112 -0.55 0.20 81.42 52 -0.91 0.20
AHNK_HUMAN AHNAK GHYEVTGpSDDETGKLQGSGVSLASK S5841 Swissprot - - - - 67.76 44 0.30 -0.06 - - - - - - - -

AHNK_HUMAN AHNAK LQGpSGVSLASK S5851 Swissprot - - - - 46.8 43 0.03 -0.06 - - - - - - - -
AHNK_HUMAN AHNAK pSSKApSLGSLEGEAEAEASpSPK S5745, S5749, S5763NEW, Swissprot, Swissprot- - - - 76.62 42 0.45 -0.06 - - - - - - - -

AHNK_HUMAN AHNAK pSpSKASLGSLEGEAEAEASpSPK S5745, S5746, S5763NEW, NEW, Swissprot- - - - 76.62 42 0.45 -0.06 - - - - - - - -

AHNK_HUMAN AHNAK LPpSGSGAASPpTGSAVDIR S210, T218 NEW, NEW - - - - 116.07 85 0.12 -0.06 - - - - - - - -

AHNK_HUMAN AHNAK LPpSGSGAApSPTGSAVDIR S210, S216 NEW, NEW - - - - 116.07 85 0.12 -0.06 93.44 57 -0.07 0.20 82.8 63 -0.46 0.20

AHNK_HUMAN AHNAK ISMQDVDLpSLGSPK S508 NEW - - - - 30.4 46 -0.65 -0.06 16.15 41 -1.59 0.20 6.54 31 -1.41 0.20



AHNK_HUMAN AHNAK ADIDVpSGPK S4812 NEW - - - - 91.73 34 -2.29 -0.06 - - - - - - - -

AHNK_HUMAN AHNAK ADIDVpSGPKVDVDVPDVNIEGPDAK S4684 NEW - - - - 21.68 34 -2.47 -0.06 - - - - - - - -

AHNK_HUMAN AHNAK GHYEVpTGSDDETGKLQGSGVSLASK T5839 NEW - - - - 67.76 44 0.30 -0.06 - - - - - - - -

AHNK_HUMAN AHNAK GGVTGpSPEApSISGSKGDLK S5731, S5735 Swissprot, NEW - - - - - - - - 59.74 84 0.22 0.20 - - - -

AHNK_HUMAN AHNAK pSSKApSLGSLEGEAEAEASSPK S5745, S5749 NEW, Swissprot - - - - - - - - 60.35 41 0.34 0.20 - - - -
AHNK_HUMAN AHNAK SpSKApSLGSLEGEAEAEASSPK S5746, S5749 NEW, Swissprot - - - - - - - - 60.35 41 0.34 0.20 - - - -

AHNK_HUMAN AHNAK TVIRLPpSGpSGAASPTGSAVDIR S210, S212 NEW, NEW - - - - - - - - 19.18 42 0.54 0.20 - - - -

AHNK_HUMAN AHNAK ASLGSLEGEAEAEApSSPK S5762 NEW - - - - - - - - 126.01 87 -0.19 0.20 - - - -

AHNK_HUMAN AHNAK FGTFGGLGpSK S5830 NEW - - - - - - - - 37.98 33 -0.42 0.20 - - - -

AHNK_HUMAN AHNAK GGVpTGSPEASISGpSKGDLK T5729, S5739 NEW, Swissprot - - - - - - - - - - - - 34.54 36 0.36 0.20

AHNK_HUMAN AHNAK GGVpTGSPEASIpSGSKGDLK T5729, S5737 NEW, NEW - - - - - - - - - - - - 34.54 36 0.36 0.20
AHNK_HUMAN AHNAK LPSGpSGAASPTGSAVDIR S212 NEW - - - - - - - - - - - - 37.14 74 0.38 0.20

AHNK2_HUMAN AHNAK2 SHpSSSEAYEPR S280 NEW 92.11 38 0.05 0.06 119.71 52 -0.35 -0.37 - - - - - - - -
AHNK2_HUMAN AHNAK2 DAHDVpSPTSTDTEAQLTVER S294 NEW 81.03 51 0.01 0.06 78.04 59 -0.13 -0.37 - - - - 54.79 36 -0.07 -0.02

AHNK2_HUMAN AHNAK2 IPSLGWpSPSK S593 NEW - - - - - - - - 36.85 46 -0.17 0.44 - - - -

AHTF1_HUMAN AHCTF1 STPLASPSPpSPGRpSPQR S1227, S1231 ELM+Swissprot, Swissprot46.94 42 -0.03 0.06 43.85 41 0.06 -0.24 - - - - - - - -

AHTF1_HUMAN AHCTF1 GpSPQAISR S1169 NEW - - - - 89.88 47 -0.17 -0.24 - - - - - - - -

AHTF1_HUMAN AHCTF1 LIpSPLApSPADGVK S2231, S2235 ELM+Swissprot, ELM+Swissprot- - - - 95.76 45 -1.17 -0.24 119.47 57 0.11 -0.42 - - - -

AHTF1_HUMAN AHCTF1 CLVAGLLpSPR S537 ELM+Swissprot - - - - 57.59 61 -0.21 -0.24 122.92 68 -0.52 -0.42 - - - -
AHTF1_HUMAN AHCTF1 GLSQNQQIPQNSVpTPR T1817 Swissprot - - - - - - - - 69.06 86 -0.57 -0.42 - - - -

AHTF1_HUMAN AHCTF1 VSTVpTSPSR T1906 NEW - - - - - - - - 77.93 43 -0.73 -0.42 - - - -

AHTF1_HUMAN AHCTF1 VSTVTpSPSR S1907 NEW - - - - - - - - 77.93 43 -0.73 -0.42 - - - -

AHTF1_HUMAN AHCTF1 ESAWpSPPPIEIR S2221 ELM+Swissprot - - - - - - - - 124.99 54 -0.90 -0.42 - - - -

AIFM1_HUMAN AIFM1 SLpSAIDR S268 NEW - - - - - - - - 93.69 41 -0.35 -0.35 - - - -

AKA10_HUMAN AKAP10 QSSLAEPVpSPSK S187 NEW 73.55 62 0.10 1.44 - - - - 40.85 42 0.06 0.19 - - - -

AKA10_HUMAN AKAP10 QpSSLAEPVSPSK S180 NEW - - - - 18.07 33 0.03 -0.13 - - - - - - - -

AKA10_HUMAN AKAP10 QSSLAEPVSPpSK S189 NEW - - - - - - - - 40.85 42 0.06 0.19 - - - -
AKA11_HUMAN AKAP11 SVpSPTFLNPSDENLK S1242 NEW - - - - - - - - 85.98 58 -1.46 -1.45 - - - -

AKA12_HUMAN AKAP12 SPPpSPVER S1331 Swissprot 86.47 53 -0.06 0.27 35.44 54 -0.23 -0.28 72.16 47 -0.04 0.07 25.44 60 0.10 0.12

AKA12_HUMAN AKAP12 SATLpSSpTESTASEMQEEMK S644, T646 NEW, Swissprot_similarity121.98 52 -0.34 0.27 64.21 51 -0.23 -0.28 - - - - - - - -

AKA12_HUMAN AKAP12 SATLpSpSTESTASEMQEEMK S644, S645 NEW, Swissprot_similarity121.98 52 -0.34 0.27 64.21 51 -0.23 -0.28 - - - - - - - -

AKA12_HUMAN AKAP12 SAESPTpSPVTSETGSTFK S286 ELM+Swissprot 116.07 93 0.07 0.27 140.4 119 -0.27 -0.28 155.62 122 -0.01 0.07 62.95 51 -0.59 0.12

AKA12_HUMAN AKAP12 GLAEVQQDGEAEEGATpSDGEK S598 ELM+Swissprot 156.71 87 0.07 0.27 146.35 104 0.06 -0.28 167.19 114 0.34 0.07 164.87 123 0.00 0.12
AKA12_HUMAN AKAP12 ETCVSGEDPTQGADLpSPDEK S483 Swissprot_similarity - - - - 88.98 108 -0.36 -0.28 228.02 41 -0.32 0.07 134.07 77 -1.06 0.12

AKA12_HUMAN AKAP12 SAEpSPpTSPVTSETGSTFK S283, T285 Swissprot, NEW - - - - 117.97 102 -0.50 -0.28 - - - - - - - -
AKA12_HUMAN AKAP12 SAEpSPTpSPVTSETGSTFK S283, S286 Swissprot, ELM+Swissprot- - - - 117.97 102 -0.50 -0.28 116.07 91 -0.18 0.07 104.54 78 -1.57 0.12

AKA12_HUMAN AKAP12 EQpSHAEISPPAESGQAVEECKEEGEEK S248 NEW - - - - 53.23 67 0.47 -0.28 - - - - - - - -

AKA12_HUMAN AKAP12 VVGQTpTPESFEK T1116 NEW - - - - 53.09 50 -0.33 -0.28 - - - - - - - -

AKA12_HUMAN AKAP12 SpTPVIVSATTK T1484 NEW - - - - 79.35 50 -0.91 -0.28 122.92 77 -0.72 0.07 - - - -

AKA12_HUMAN AKAP12 EVSSLEGpSPPPCLGQEEAVCTK S1395 ELM - - - - 172.05 48 -0.59 -0.28 78.04 130 -0.39 0.07 196.45 141 -1.00 0.12

AKA12_HUMAN AKAP12 SAEpSPpTSPVTSETGSTFKK S283, T285 Swissprot, NEW - - - - - - - - - - - - 21.11 31 -1.42 0.12
AKA12_HUMAN AKAP12 SAEpSPTpSPVTSETGSTFKK S283, S286 Swissprot, ELM+Swissprot- - - - - - - - - - - - 21.11 31 -1.42 0.12

AKA12_HUMAN AKAP12 SAESPTSPVpTSETGSTFK T289 NEW - - - - - - - - - - - - 62.95 37 -0.59 0.12

AKA12_HUMAN AKAP12 SAESPTSPVTpSETGSTFK S290 NEW - - - - - - - - - - - - 62.95 37 -0.59 0.12

AKA12_HUMAN AKAP12 SAESPpTSPVTSETGSTFK T285 NEW - - - - - - - - - - - - 62.95 37 -0.59 0.12

AKA12_HUMAN AKAP12 pSPPSPVER S1328 NEW - - - - - - - - - - - - 25.44 42 0.22 0.12

AKAP1_HUMAN AKAP1 SLLpSSPTK S444 NEW 58.87 34 0.13 1.81 46.61 35 -0.05 -0.25 58.87 41 -0.06 -0.24 - - - -

AKAP1_HUMAN AKAP1 SLLSpSPTK S445 NEW 58.87 34 0.13 1.81 46.61 35 -0.05 -0.25 86.47 41 -0.06 -0.24 - - - -

AKAP1_HUMAN AKAP1 SLLSSPpTK T447 NEW 58.87 34 0.13 1.81 46.61 39 -0.04 -0.25 58.87 41 -0.06 -0.24 - - - -
AKAP1_HUMAN AKAP1 SEpSSGILPNTTDMR S107 Swissprot_similarity - - - - 30.4 33 0.23 -0.25 - - - - - - - -

AKAP1_HUMAN AKAP1 SESpSGILPNTTDMR S108 NEW - - - - 30.4 33 0.23 -0.25 - - - - - - - -

AKAP1_HUMAN AKAP1 SIPLECPLSpSPK S151 NEW - - - - 51.74 34 -0.74 -0.25 124.99 51 -0.64 -0.24 - - - -

AKAP1_HUMAN AKAP1 VVpSTPPSVTEPPEK S69 NEW - - - - - - - - 56.67 54 -0.27 -0.24 - - - -

AKAP1_HUMAN AKAP1 VVSpTPPSVTEPPEK T70 NEW - - - - - - - - 56.67 54 -0.27 -0.24 - - - -

AKAP2_HUMAN AKAP2 DALGDSLQVPVpSPSSTTSSR S152 ELM+Swissprot 90.42 92 0.14 1.05 67.05 58 0.10 -0.16 114.22 99 -0.01 -0.10 - - - -
AKAP2_HUMAN AKAP2 QVLQSTQpSPR S748 ELM 97.24 54 0.70 1.05 111.42 37 -0.44 -0.16 83.81 42 -0.34 -0.10 100.07 54 -1.42 -0.07

AKAP2_HUMAN AKAP2 pSPGALETPSAAGSQGNTASQGK S393 Swissprot - - - - 65.7 93 0.06 -0.16 107.47 170 0.06 -0.10 98.51 131 -0.74 -0.07
AKAP2_HUMAN AKAP2 SPGALETPpSAAGSQGNTASQGK S401 NEW - - - - 87.24 40 -0.27 -0.16 - - - - - - - -

AKAP2_HUMAN AKAP2 QVLQpSTQSPR S745 NEW - - - - 69.17 37 -0.44 -0.16 - - - - - - - -

AKAP2_HUMAN AKAP2 QVLQSpTQSPR T746 NEW - - - - 69.17 37 -0.44 -0.16 83.81 48 -0.33 -0.10 100.07 54 -1.42 -0.07

AKAP2_HUMAN AKAP2 VKPPPpSPTTEGPSLQPDLAPEEAAGTQRPKS778 ELM - - - - 65.28 48 0.10 -0.16 - - - - - - - -

AKAP2_HUMAN AKAP2 VKPPPSPTpTEGPSLQPDLAPEEAAGTQRPKT781 NEW - - - - - - - - 24.57 52 -0.15 -0.10 - - - -

AKAP8_HUMAN AKAP8 pSGDEEFKGEDELCDSGR S339 ELM+Swissprot 81.57 34 0.64 0.38 26.98 33 -0.07 -0.09 - - - - - - - -
AKIB1_HUMAN ANKIB1 GVAPADpSPEAPR S737 ELM+Swissprot 87.55 49 -0.08 0.06 124.99 40 -0.12 -0.23 124.99 71 0.06 -0.64 - - - -

AKIB1_HUMAN ANKIB1 QGSNTpSGSDTLSFPLLR S441 NEW - - - - - - - - 49.83 62 -2.14 -0.64 - - - -
AKP13_HUMAN AKAP13 ALQLSNpSPGASSAFLK S983 ELM+Swissprot - - - - 93.94 53 -0.67 -0.48 141.67 104 -0.08 0.15 - - - -

AKP13_HUMAN AKAP13 SGSLDSELSVpSPK S2728 ELM+Swissprot - - - - 71.8 75 -0.03 -0.48 71.8 97 0.09 0.15 - - - -

AKP13_HUMAN AKAP13 SGSLDSELpSVSPK S2726 NEW - - - - - - - - 71.8 74 0.36 0.15 - - - -

AKT1_HUMAN AKT1 SGpSPSDNpSGAEEMEVSLAKPK S124, S129 ELM+Swissprot, ELM+Swissprot100.11 51 0.26 0.40 70.19 37 0.13 -0.03 - - - - - - - -

ALDOA_HUMAN ALDOA LQpSIGTENTEENR S46 ELM+Swissprot - - - - 103.96 79 0.28 -0.07 - - - - - - - -

ALDOA_HUMAN ALDOA GILAADEpSTGSIAK S36 Swissprot_similarity - - - - - - - - 48.06 40 -0.69 -0.11 - - - -
ALDOA_HUMAN ALDOA GILAADESTGpSIAK S39 Swissprot_similarity - - - - - - - - 48.06 40 -0.69 -0.11 - - - -

ALDOA_HUMAN ALDOA GILAADESpTGSIAK T37 NEW - - - - - - - - 48.06 40 -0.69 -0.11 - - - -

ALEX_HUMAN GNAS LLRPGQPMpSPQLR S425 NEW - - - - - - - - 17.06 34 -3.67 -3.66 - - - -

ALG3_HUMAN ALG3 SGpSAAQAEGLCK S13 NEW 85.46 68 -0.26 -0.12 124.99 87 -0.21 -0.35 186.52 99 -0.15 -0.12 113.87 86 0.19 0.33

ALKB5_HUMAN ALKBH5 YQEDpSDPERSDYEEQQLQK S64 NEW 55.41 40 -0.28 -0.13 62.87 36 -0.23 -0.11 - - - - 69.06 40 -0.10 0.21

ALKB5_HUMAN ALKBH5 YQEDpSDPERpSDYEEQQLQK S64, S69 NEW, NEW - - - - 84.26 47 0.28 -0.11 - - - - 92.11 44 0.23 0.21
ALPK3_HUMAN ALPK3 GPGSSGTDSpTRKPApSAVGTPDK T588, S593 NEW, NEW - - - - 11.24 35 -6.63 -6.80 - - - - - - - -

ALPK3_HUMAN ALPK3 GPGSSGTDpSTRKPApSAVGTPDK S587, S593 NEW, NEW - - - - 11.24 35 -6.63 -6.80 - - - - - - - -
ALPK3_HUMAN ALPK3 GPGSSGTDpSpTRKPASAVGTPDK S587, T588 NEW, NEW - - - - 11.24 35 -6.63 -6.80 - - - - - - - -

ALS2_HUMAN ALS2 SSpSLVDIREEETEGGSR S466 NEW 102.9 41 0.57 0.50 75.38 42 -0.13 -0.05 - - - - - - - -

AMERL_HUMAN AMMECR1L ENVSDLTLGPGNpSPITR S74 NEW - - - - 246.1 111 -0.54 -0.70 - - - - - - - -

AMOL1_HUMAN AMOTL1 VGGGPpSPAQPAGK S295 NEW - - - - - - - - 95.76 57 -0.98 -0.97 - - - -

AMOL2_HUMAN AMOTL2 AApSLDSVATSR S759 NEW - - - - 97.24 68 0.33 0.17 108.39 49 0.32 0.10 - - - -

AMOL2_HUMAN AMOTL2 QAGAPGGSSGSGGpSPELSALR S540 NEW - - - - - - - - 134.43 88 -0.19 0.10 - - - -
AMPD2_HUMAN AMPD2 QDFLKTDpSDSDLQLYK S190 ELM+Swissprot 73.55 36 -0.45 -0.03 46.94 40 0.33 0.16 75.38 75 0.23 -0.14 - - - -

AMPD2_HUMAN AMPD2 TDpSDSDLQLYKEQGEGQGDR S190 ELM+Swissprot 125.18 34 0.15 -0.03 61.85 44 0.22 0.16 - - - - - - - -
AMPD2_HUMAN AMPD2 TDpSDSDLQLYK S190 ELM+Swissprot 183.5 66 0.14 -0.03 166.42 73 0.21 0.16 166.42 78 -0.11 -0.14 166.42 69 0.00 0.46

AMPD2_HUMAN AMPD2 QDFLKTDSDpSDLQLYK S192 Swissprot_similarity - - - - 46.94 40 0.33 0.16 - - - - - - - -

AMPD2_HUMAN AMPD2 QIpSQDVK S168 Swissprot - - - - 78.12 31 0.15 0.16 - - - - - - - -

AMRA1_HUMAN AMBRA1 LELSSpSASPQEER S637 NEW - - - - 91.57 56 -0.10 -0.25 - - - - - - - -

AMRA1_HUMAN AMBRA1 LELSSSApSPQEER S639 NEW - - - - 79.77 56 -0.10 -0.25 116.92 50 -0.11 -0.07 - - - -



AN13D_HUMAN ANKRD13D GPGpSPPRpTPPAPGPPSFEEQLR S465, T469 ELM+Swissprot, ELM+Swissprot- - - - - - - - 150.83 67 0.10 0.11 - - - -

AN30A_HUMAN ANKRD30A VSIPpTK T858 NEW - - - - 31.97 34 -5.05 -5.21 - - - - - - - -

ANC2_HUMAN ANAPC2 LLQpSPLCAGCSSDK S218 ELM+Swissprot - - - - 170.79 66 -0.66 -1.07 138.72 82 -0.61 -0.53 - - - -

ANK2_HUMAN ANK2 ICDGHGCEAMSPSSSARPVSSGLQpSPpTGDDVDEQPVIYKS2762, T2764 NEW, NEW 6.45 32 1.39 1.54 - - - - - - - - - - - -

ANK2_HUMAN ANK2 AMIVPpSSPSK S3759 NEW - - - - 83.81 37 -5.41 -1.25 71.15 35 -0.14 -0.13 - - - -
ANK2_HUMAN ANK2 AMIVPSpSPSK S3760 NEW - - - - 83.81 37 -5.41 -1.25 71.15 35 -0.14 -0.13 - - - -

ANK3_HUMAN ANK3 TVVpSQSPpYNIQVpSSGTLARAPAVTEATPLKS1586, Y1590, S1595NEW, NEW, NEW - - - - 9.94 35 0.45 0.29 - - - - - - - -

ANK3_HUMAN ANK3 TVVpSQSPpYNIQVSpSGTLARAPAVTEATPLKS1586, Y1590, S1596NEW, NEW, NEW - - - - 9.94 35 0.45 0.29 - - - - - - - -

ANK3_HUMAN ANK3 TVVSQpSPpYNIQVSpSGTLARAPAVTEATPLKS1588, Y1590, S1596NEW, NEW, NEW - - - - 9.94 35 0.45 0.29 - - - - - - - -

ANK3_HUMAN ANK3 TVVSQpSPpYNIQVpSSGTLARAPAVTEATPLKS1588, Y1590, S1595NEW, NEW, NEW - - - - 9.94 35 0.45 0.29 - - - - - - - -

ANK3_HUMAN ANK3 TVVSQpSPpYNIQVSSGpTLARAPAVTEATPLKS1588, Y1590, T1598NEW, NEW, NEW - - - - 9.94 35 0.45 0.29 - - - - - - - -
ANK3_HUMAN ANK3 TVVpSQSPpYNIQVSSGpTLARAPAVTEATPLKS1586, Y1590, T1598NEW, NEW, NEW - - - - 9.94 35 0.45 0.29 - - - - - - - -

ANKH1_HUMAN ANKHD1 TGpSKLGIpSPLMLAAMNGHVPAVK S1187, S1192 NEW, NEW - - - - 33.8 35 4.09 1.29 - - - - - - - -
ANKH1_HUMAN ANKHD1 TVSLPLpSSPNIK S1669 NEW - - - - 54.51 40 -0.49 1.29 - - - - - - - -

ANKH1_HUMAN ANKHD1 TVSLPLSpSPNIK S1670 NEW - - - - 54.51 40 -0.49 1.29 100.39 40 -0.76 -0.16 - - - -

ANKH1_HUMAN ANKHD1 LEGEVpTPNSLSTSYK T1653 NEW - - - - - - - - 118.12 83 -0.47 -0.16 - - - -

ANKL2_HUMAN ANKLE2 AFAGPLpSPAK S528 Swissprot - - - - 28.71 46 -1.00 -0.64 71.15 40 -0.56 -0.30 - - - -

ANKL2_HUMAN ANKLE2 TSLPLpSPVK S268 NEW - - - - 52.96 44 -0.44 -0.64 91.73 44 -0.46 -0.30 - - - -

ANKL2_HUMAN ANKLE2 NNSPPpTVGAFGHTR T665 NEW - - - - 69.17 50 -0.38 -0.64 - - - - - - - -
ANKL2_HUMAN ANKLE2 GICDYFPpSPSK S259 Swissprot - - - - - - - - 138.18 66 -0.41 -0.30 - - - -

ANKL2_HUMAN ANKLE2 SAVLCYpSPSDR S866 NEW - - - - - - - - 154.2 55 -0.77 -0.30 - - - -

ANKR1_HUMAN ANKRD1 ENSpYKTSR Y311 NEW - - - - 67.2 32 5.90 5.74 - - - - - - - -

ANKZ1_HUMAN ANKZF1 AQVPGPLpTPEMEAR T607 ELM+Swissprot - - - - 152.78 84 -0.51 -0.67 87.76 46 -0.35 -0.32 - - - -

ANLN_HUMAN ANLN AApSPPRPLLSNASATPVGR S182 Swissprot 78.04 57 0.09 0.40 103.96 70 0.12 -0.16 56.67 50 0.43 -0.02 70.42 37 0.13 0.20

ANLN_HUMAN ANLN SCEGQNPELLPKpTPIpSPLK T320, S323 ELM+Swissprot, ELM+Swissprot97.7 43 0.94 0.40 108.08 38 -0.34 -0.16 95.78 56 -0.31 -0.02 - - - -

ANLN_HUMAN ANLN TQpSLPVTEK S485 ELM+Swissprot 41.85 32 0.72 0.40 77.93 42 0.38 -0.16 77.93 46 0.24 -0.02 - - - -

ANLN_HUMAN ANLN AApSPPRPLLSNApSATPVGR S182, S192 Swissprot, NEW - - - - 43.85 47 -0.33 -0.16 62.87 61 -3.16 -0.02 - - - -
ANLN_HUMAN ANLN QPLSEASNQQPLpSGGEEK S54 NEW - - - - 126.01 96 0.10 -0.16 138.22 117 0.17 -0.02 126.01 126 -0.34 0.20

ANLN_HUMAN ANLN GNIWpSAEK S449 ELM+Swissprot - - - - 56.74 50 -0.51 -0.16 113.91 51 -0.84 -0.02 - - - -

ANR17_HUMAN ANKRD17 NSPLDCGSApSPNK S2067 Swissprot 59.35 56 0.08 0.43 103.96 73 0.20 0.06 81.57 82 0.16 0.25 106.25 65 0.34 0.21

ANR17_HUMAN ANKRD17 SGPpSPLSpSPNGK S1696, S1700 NEW, NEW 81.51 36 0.29 0.43 75.38 47 0.09 0.06 92.11 47 0.18 0.25 87.55 38 -0.12 0.21

ANR17_HUMAN ANKRD17 SGPpSPLpSSPNGK S1696, S1699 NEW, NEW 81.51 36 0.29 0.43 75.38 47 0.09 0.06 92.11 47 0.18 0.25 87.55 38 -0.12 0.21

ANR17_HUMAN ANKRD17 NpSPLDCGSApSPNK S2059, S2067 Swissprot, Swissprot- - - - 49.23 46 0.49 0.06 - - - - 48.06 45 0.32 0.21
ANR17_HUMAN ANKRD17 LTVApSPK S1709 NEW - - - - 50.52 37 0.07 0.06 50.52 47 0.36 0.25 - - - -

ANR17_HUMAN ANKRD17 NpSPLDCGpSASPNK S2059, S2065 Swissprot, ELM - - - - - - - - - - - - 48.06 45 0.32 0.21
ANR42_HUMAN ANKRD42 MpSSApTQVLK S188, T191 NEW, NEW 30.65 32 -0.54 -0.39 - - - - - - - - - - - -

ANR54_HUMAN ANKRD54 ASGGAQpSPLR S63 NEW 83.81 54 0.17 0.31 59.27 32 -0.20 -0.36 - - - - - - - -

ANR57_HUMAN ANKRD57 SVCPGGpSSPGSSSGGGR S225 NEW 111.87 88 -0.01 -0.13 - - - - - - - - - - - -

ANR57_HUMAN ANKRD57 SVCPGGSpSPGSSSGGGR S226 ELM+Swissprot 111.87 88 -0.01 -0.13 126.3 79 -0.24 -0.35 111.87 69 -0.32 -0.45 61.59 48 -0.30 0.21

ANR57_HUMAN ANKRD57 DLVMGSpSPQLK S213 NEW - - - - - - - - 79.35 43 -0.32 -0.45 - - - -

ANR57_HUMAN ANKRD57 DLVMGpSSPQLK S212 NEW - - - - - - - - 79.35 43 -0.32 -0.45 - - - -
ANR57_HUMAN ANKRD57 RSVCPGGSpSPGpSSSGGGR S226, S229 ELM+Swissprot, NEW- - - - - - - - 118.12 43 -0.77 -0.45 - - - -

ANR57_HUMAN ANKRD57 RSVCPGGSpSPGSpSSGGGR S226, S230 ELM+Swissprot, NEW- - - - - - - - 118.12 43 -0.77 -0.45 - - - -

ANTR2_HUMAN ANTXR2 VpSPVGEpTpYIHEGLKLANEQIQK S113, T118, Y119NEW, NEW, NEW - - - - 49.83 36 0.03 -0.13 - - - - - - - -

ANXA2_HUMAN ANXA2 LSLEGDHSpTPPSAYGSVK T19 ELM+Swissprot 70.15 49 0.29 0.07 79.51 103 -0.72 -0.10 - - - - 95.03 89 -2.30 0.07

ANXA2_HUMAN ANXA2 LSLEGDHpSTPPSAYGSVK S18 ELM+Swissprot - - - - - - - - 130.1 101 0.05 0.13 - - - -

AP2A1_HUMAN AP2A1 ApTIQGVLR T558 NEW - - - - 36.89 34 5.97 2.95 - - - - - - - -

AP3B1_HUMAN AP3B1 NFYEpSDDDQKEK S276 ELM+Swissprot 100.07 56 0.32 0.43 138.18 48 0.08 -0.14 - - - - 71.15 41 0.30 0.61

AP3B1_HUMAN AP3B1 NFYEpSDDDQK S276 ELM+Swissprot 73.26 37 0.01 0.43 - - - - 86.27 37 -0.24 -0.13 - - - -
AP3D1_HUMAN AP3D1 HRPpSEADEEELAR S658 Swissprot 63.88 50 1.83 2.97 - - - - - - - - - - - -

APBB2_HUMAN APBB2 NAPHPDDDDSCpSINpSDPEAK S409, S412 NEW, NEW - - - - 64.21 34 0.25 -0.46 64.21 36 -0.14 -1.09 84.26 38 0.26 0.33

APBB2_HUMAN APBB2 NSPApTPPNTLNLR T34 NEW - - - - 48.06 47 -0.43 -0.46 - - - - - - - -

APBB2_HUMAN APBB2 SpSHNELLNAEIK S44 NEW - - - - 43.04 32 -4.67 -0.46 25.44 37 -5.33 -1.09 - - - -

APBB2_HUMAN APBB2 NLpSPTAVINITSEK S123 NEW - - - - 67.05 39 -0.09 -0.46 - - - - - - - -

APBB2_HUMAN APBB2 NAPHPDDDDSCSINpSDPEAK S412 NEW - - - - 89.63 44 0.10 -0.46 - - - - - - - -
APC_HUMAN APC SELpSPVAR S2283 ELM+Swissprot 58.87 36 0.08 0.22 86.47 36 -0.31 -1.46 86.47 38 -0.38 -0.33 - - - -

APC_HUMAN APC VTPFNYNPpSPR S2789 Swissprot - - - - - - - - 46.8 45 -0.77 -0.33 - - - -
APC_HUMAN APC EAPpSPTLR S2449 NEW - - - - - - - - 56.74 37 -0.14 -0.33 - - - -

APC_HUMAN APC TPASKpSPSEGQTATTpSPR S2260, S2270 NEW, NEW - - - - - - - - - - - - 58.01 34 -1.03 -0.89

APC1_HUMAN ANAPC1 NFDFEGpSLSPVIAPK S686 ELM+Swissprot 61.59 32 0.14 2.64 - - - - - - - - - - - -

APC1_HUMAN ANAPC1 NFDFEGSLpSPVIAPK S688 ELM+Swissprot 61.59 32 0.14 2.64 97.7 77 0.22 -0.84 82.62 51 0.10 -0.44 - - - -

APC1_HUMAN ANAPC1 FNIpSpSHNQSPK S372, S373 NEW, ELM+Swissprot- - - - 35.78 34 -3.46 -0.84 - - - - - - - -

APC1_HUMAN ANAPC1 FNIpSSHNQpSPK S372, S377 NEW, ELM+Swissprot- - - - - - - - 56.01 41 -4.15 -0.44 - - - -
APC2_HUMAN APC2 NVSpSLVApTR S609, T613 NEW, NEW - - - - - - - - - - - - 31.72 31 -6.20 -6.06

APLP2_HUMAN APLP2 SQVMpTHLHVIEER T531 NEW - - - - - - - - 83.47 44 -3.93 -3.92 - - - -
APOL2_HUMAN APOL2 IpSAEGGEQVER S250 NEW - - - - 56.01 31 -1.23 -0.58 - - - - - - - -

APRG1_HUMAN C3orf35 GCNGApSHLVR S131 NEW 37.98 33 6.16 6.30 - - - - - - - - - - - -

APTX_HUMAN APTX RSGNSDpSIER S137 NEW - - - - - - - - 57.59 38 -5.46 -5.44 - - - -

AR6P6_HUMAN ARL6IP6 AEFSAGAWpSEPR S65 NEW - - - - - - - - 50.46 61 -0.60 -0.56 - - - -

ARAF_HUMAN ARAF SApSEPSLHR S582 ELM+Swissprot - - - - 67.2 36 0.02 -0.97 - - - - - - - -

ARAF_HUMAN ARAF GpSPSPASVSSGR S257 ELM+Swissprot - - - - - - - - 87.55 77 -0.26 -0.24 - - - -
ARAF_HUMAN ARAF GGSDGpTPRGpSPSPASVSSGR T253, S257 NEW, ELM+Swissprot- - - - - - - - - - - - 71.82 58 -1.93 -1.80

ARD1A_HUMAN ARD1A GNpSPPSSGEACR S186 ELM+Swissprot - - - - 142.76 77 -0.39 -0.61 - - - - 116.7 64 -0.55 -0.10

ARD1A_HUMAN ARD1A GNpSPPSSGEACREEK S186 ELM+Swissprot - - - - - - - - - - - - 85.98 35 -0.72 -0.10

ARFG1_HUMAN ARFGAP1 pSPSSDSWTCADTSTER S343 Swissprot_similarity78.04 84 0.42 0.24 121.98 104 0.08 -0.37 - - - - - - - -

ARFG1_HUMAN ARFGAP1 RSpSDSWEVWGSASTNR S361 Swissprot_similarity - - - - 92.17 41 -0.14 -0.37 - - - - - - - -

ARFG1_HUMAN ARFGAP1 RSSDpSWEVWGSASTNR S363 NEW - - - - 92.17 41 -0.14 -0.37 - - - - - - - -
ARFG1_HUMAN ARFGAP1 YVGFGNpTPPPQK T189 ELM+Swissprot - - - - 85.46 36 -0.72 -0.37 139.42 85 -0.40 0.07 - - - -

ARFG1_HUMAN ARFGAP1 SPpSSDpSWTCADTSTER S345, S348 Swissprot_similarity, Swissprot_similarity- - - - - - - - 79.51 68 -0.08 0.07 - - - -
ARFG1_HUMAN ARFGAP1 SPSSDpSWTCADTSTER S348 Swissprot_similarity - - - - - - - - 79.51 121 0.12 0.07 - - - -

ARFG1_HUMAN ARFGAP1 SPSpSDpSWTCADTSTER S346, S348 NEW, Swissprot_similarity- - - - - - - - 79.51 68 -0.08 0.07 - - - -

ARFG1_HUMAN ARFGAP1 VSGQPQSVTApSSDK S159 NEW - - - - - - - - 138.72 79 -1.19 0.07 - - - -

ARFG1_HUMAN ARFGAP1 SPSSDSWpTCADTSTER T350 NEW - - - - - - - - 79.51 121 0.12 0.07 - - - -

ARFG1_HUMAN ARFGAP1 SPSpSDSWTCADTSTER S346 NEW - - - - - - - - - - - - 79.51 36 -0.07 0.25

ARFG2_HUMAN ARFGAP2 HGTDLWIDNMSSAVPNHpSPEKK S146 ELM+Swissprot 109.95 32 -4.75 0.02 - - - - - - - - 64.1 37 1.11 0.76
ARFG2_HUMAN ARFGAP2 VSSQpSFSEIER S240 NEW - - - - - - - - 81.51 49 -0.74 -0.36 - - - -

ARFG2_HUMAN ARFGAP2 VSpSQSFSEIER S238 NEW - - - - - - - - 48.2 38 -0.71 -0.36 - - - -
ARGL1_HUMAN ARGLU1 ASpSPPDRIDIFGR S77 ELM+Swissprot 63.88 38 -0.28 -0.14 100.39 39 -0.04 -0.20 69.17 39 0.40 0.41 - - - -

ARGL1_HUMAN ARGLU1 ApSSPPDRIDIFGR S76 NEW - - - - 100.39 39 -0.04 -0.20 69.17 39 0.40 0.41 - - - -

ARHG2_HUMAN ARHGEF2 LQDSSDPDTGSEEEGSSRLpSPPHpSPR S956, S960 NEW, Swissprot 56.67 50 0.28 0.58 - - - - - - - - - - - -

ARHG2_HUMAN ARHGEF2 LQDpSSDPDTGSEEEGSSRLpSPPHpSPR S940, S956, S960NEW, NEW, Swissprot37.91 48 0.40 0.58 - - - - - - - - - - - -

ARHG2_HUMAN ARHGEF2 LQDSpSDPDTGSEEEGSSRLpSPPHpSPR S941, S956, S960NEW, NEW, Swissprot37.91 48 0.40 0.58 - - - - - - - - - - - -



ARHG2_HUMAN ARHGEF2 LQDSSDPDTGSEEEGpSpSRLSPPHSPR S952, S953 NEW, NEW 56.67 50 0.28 0.58 - - - - - - - - - - - -

ARHG2_HUMAN ARHGEF2 ILSQpSTDSLNMR S174 NEW - - - - 73.55 50 0.46 0.30 - - - - - - - -

ARHG6_HUMAN ARHGEF6 MpSGFIYQGK S488 ELM+Swissprot - - - - 134.08 37 0.81 0.65 - - - - - - - -

ARHGB_HUMAN ARHGEF11 SLGGEpSSGGTpTPVGSFHTEAAR S1457, T1462 NEW, NEW - - - - 100.11 60 -0.07 0.00 74.81 56 -0.29 -0.28 - - - -

ARHGB_HUMAN ARHGEF11 SLGGEpSSGGpTTPVGSFHTEAAR S1457, T1461 NEW, NEW - - - - 100.11 60 -0.07 0.00 74.81 56 -0.29 -0.28 - - - -
ARHGB_HUMAN ARHGEF11 SLGGESpSGGTpTPVGSFHTEAAR S1458, T1462 NEW, NEW - - - - 100.11 60 -0.07 0.00 74.81 56 -0.29 -0.28 - - - -

ARHGB_HUMAN ARHGEF11 SLGGESpSGGpTTPVGSFHTEAAR S1458, T1461 NEW, NEW - - - - 100.11 60 -0.07 0.00 74.81 56 -0.29 -0.28 - - - -

ARHGB_HUMAN ARHGEF11 NSVLSDPGLDpSPRpTSPVIMAR S251, T254 ELM, NEW - - - - 64.21 33 0.36 0.00 - - - - - - - -

ARHGB_HUMAN ARHGEF11 NSVLSDPGLDpSPRTpSPVIMAR S251, S255 ELM, NEW - - - - 64.21 33 0.36 0.00 - - - - - - - -

ARHGB_HUMAN ARHGEF11 SLGGESSGGpTpTPVGSFHTEAAR T1461, T1462 NEW, NEW - - - - - - - - 74.81 56 -0.29 -0.28 - - - -

ARHGB_HUMAN ARHGEF11 SLGGEpSpSGGTTPVGSFHTEAAR S1457, S1458 NEW, NEW - - - - - - - - 74.81 56 -0.29 -0.28 - - - -
ARHGC_HUMAN ARHGEF12 TDCSSGDASRPSSDNADpSPK S309 NEW - - - - - - - - - - - - 43.51 57 0.18 0.10

ARHGC_HUMAN ARHGEF12 TDCSSGDASRPSpSDNADSPK S304 NEW - - - - - - - - - - - - 42.72 39 0.08 0.10
ARHGC_HUMAN ARHGEF12 TDCSSGDASRPpSSDNADSPK S303 NEW - - - - - - - - - - - - 42.72 39 0.08 0.10

ARHGH_HUMAN ARHGEF17 LADILpSPR S914 NEW - - - - - - - - 44.9 44 -0.58 -0.56 - - - -

ARHGI_HUMAN ARHGEF18 SLpSPILPGR S1103 Swissprot - - - - 126.13 63 -0.21 -0.39 126.13 59 0.16 0.04 - - - -

ARHGI_HUMAN ARHGEF18 GPPNpSPDLK S760 NEW - - - - 65 32 -0.27 -0.39 91.73 40 -0.37 0.04 - - - -

ARI1A_HUMAN ARID1A SHHAPMpSPGSSGGGGQPLAR S363 ELM+Swissprot 95.78 38 2.21 1.20 - - - - - - - - - - - -

ARI1A_HUMAN ARID1A GPpSPSPVGSPASVAQSR S696 ELM+Swissprot 121.98 100 -0.01 1.20 98.36 109 0.08 -0.19 98.36 97 0.18 -0.09 100.11 91 0.30 0.09
ARI1A_HUMAN ARID1A SAYPPPAPAYALpSSPR S232 NEW - - - - - - - - 69.06 47 -0.45 -0.09 - - - -

ARI1A_HUMAN ARID1A SAYPPPAPAYALSpSPR S233 NEW - - - - - - - - 69.06 47 -0.45 -0.09 - - - -

ARI1A_HUMAN ARID1A GPSPpSPVGSPASVAQSR S698 NEW - - - - - - - - 98.36 97 0.18 -0.09 - - - -

ARI1A_HUMAN ARID1A TPQPSpSPMDQMGK S382 NEW - - - - - - - - - - - - 50.46 36 -0.69 0.09

ARI1A_HUMAN ARID1A TPQPpSSPMDQMGK S381 NEW - - - - - - - - - - - - 50.46 36 -0.69 0.09

ARI1B_HUMAN ARID1B EMpSMALLSNLAQGDALAAR S2118 NEW - - - - 12.6 39 5.27 5.11 - - - - - - - -

ARI4A_HUMAN ARID4A SSLPVTEDEKEEEpSpSEEEDEDK S159, S160 NEW, NEW - - - - 90.47 43 0.30 0.10 - - - - - - - -

ARI4B_HUMAN ARID4B IKLLNNpSDER S912 NEW 49.68 33 2.80 2.37 - - - - - - - - - - - -
ARL9_HUMAN ARL9 TSVLHpSLASNR S37 NEW - - - - - - - - 26.98 42 -2.60 -2.58 - - - -

ARM10_HUMAN ARMC10 pSAGALEEGTSEGQLCGR S45 Swissprot 76.62 79 -0.08 0.06 47.87 45 -0.25 -0.42 47.87 72 0.18 0.20 24.59 34 -0.10 0.04

ARMC1_HUMAN ARMC1 AEALASAIApSpTK S202, T203 NEW, NEW 50.46 32 3.10 2.48 - - - - - - - - - - - -

ARMS_HUMAN KIDINS220 ANLIELEDDpSHSGK S1621 NEW - - - - 32.89 52 -0.90 -0.59 - - - - - - - -

ARMX3_HUMAN ARMCX3 MAEGGSGDVDDAGDCpSGAR S53 NEW - - - - - - - - - - - - 43.51 47 -2.41 -0.11

ARP19_HUMAN ARPP19 VTpSPEKAEEAK S23 NEW - - - - - - - - 77.31 45 0.08 0.10 - - - -
ARS2_HUMAN SRRT TQLWASEPGpTPPLPTSLPSQNPILK T544 ELM+Swissprot 107.4 117 0.16 4.82 107.4 117 -0.04 1.18 - - - - 167.19 91 -0.09 0.22

AS250_HUMAN C20orf74 RLpSNpSSLCSIEEEHR S373, S375 Swissprot_similarity, NEW- - - - 48.2 37 -0.28 -0.40 - - - - - - - -
ASHWN_HUMAN C2orf49 SPSGPVKpSPPLpSPVGTTPVK S189, S193 Swissprot, Swissprot87.76 54 0.17 0.31 37.02 65 0.21 -0.06 85.98 62 0.04 0.33 - - - -

ASHWN_HUMAN C2orf49 SPpSGPVKSPPLpSPVGTTPVK S184, S193 NEW, Swissprot 87.76 54 0.17 0.31 37.02 65 0.21 -0.06 85.98 62 0.04 0.33 - - - -

ASHWN_HUMAN C2orf49 pSPPLSPVGTTPVK S189 Swissprot - - - - 48.06 40 -0.15 -0.06 57.98 64 0.29 0.33 - - - -

ASHWN_HUMAN C2orf49 SPpSGPVKpSPPLSPVGTTPVK S184, S189 NEW, Swissprot - - - - 73.29 47 0.22 -0.06 - - - - - - - -

ASHWN_HUMAN C2orf49 pSPPLpSPVGTTPVK S189, S193 Swissprot, Swissprot- - - - - - - - 38.85 37 0.40 0.33 - - - -

ASHWN_HUMAN C2orf49 SPPLpSPVGTTPVK S193 Swissprot - - - - - - - - 60.79 57 0.50 0.33 - - - -
ASML_HUMAN ASMTL HDSIPAADTFEDLpSDVEGGGSEPTQR S239 ELM+Swissprot - - - - 91.04 74 0.07 -0.12 - - - - - - - -

ASPC1_HUMAN ASPSCR1 YMpSRAAGSPSPLPAPDPAPK S495 NEW 5.02 31 0.46 0.38 - - - - - - - - - - - -

ASPC1_HUMAN ASPSCR1 AAGSPpSPLPAPDPAPK S502 NEW - - - - 103.82 63 -0.48 -0.25 - - - - - - - -

ASPC1_HUMAN ASPSCR1 SLSpSPGGPSKPK S275 NEW - - - - - - - - 85.46 49 -0.33 -0.13 - - - -

ASPC1_HUMAN ASPSCR1 AAGpSPSPLPAPDPAPK S500 NEW - - - - - - - - 128.58 100 -0.01 -0.13 - - - -

ASPH_HUMAN ASPH SSGNSSSSGSGSGSTSAGSSpSPGAR S29 ELM+Swissprot - - - - 29.75 41 -0.65 -0.23 65.64 67 -0.16 -0.06 - - - -

ASPM_HUMAN ASPM ILpSPDSFIK S367 ELM+Swissprot - - - - - - - - 91.73 34 -0.15 -0.09 - - - -

ASPM_HUMAN ASPM TKNVpTpTPISK T621, T622 NEW, NEW - - - - - - - - - - - - 17.49 32 -3.73 -3.59
ASPP2_HUMAN TP53BP2 NQpSSEDILR S480 Swissprot_similarity77.93 33 0.20 0.90 106.41 36 -0.01 -0.16 52.96 35 -0.07 0.01 94.8 51 -0.16 0.53

ASXL2_HUMAN ASXL2 FCLpSSPTEALK S1153 NEW - - - - - - - - 94.59 34 0.33 0.34 - - - -

ASXL2_HUMAN ASXL2 FCLSpSPTEALK S1154 NEW - - - - - - - - 94.59 34 0.33 0.34 - - - -

AT11B_HUMAN ATP11B SWpSASDPFYTNDR S1154 NEW 130.44 63 -0.06 0.09 91.57 40 0.05 -0.11 174.39 77 0.23 0.24 - - - -

AT1A1_HUMAN ATP1A1 YEPAAVpSEQGDK S16 Swissprot_similarity - - - - - - - - 111.19 40 -0.21 0.15 - - - -

AT1A1_HUMAN ATP1A1 GIVVYpTGDR T261 NEW - - - - - - - - 106.41 36 0.02 0.15 - - - -
AT2B1_HUMAN ATP2B1 SATSSSPGSPLHSLEpTSL T1256 NEW 128.02 61 -0.70 2.13 116.07 76 -0.68 -0.33 - - - - - - - -

AT2B2_HUMAN ATP2B2 SATSSSPGSPIHSLEpTSL T1241 Swissprot_similarity - - - - - - - - 116.07 67 -0.29 -0.15 - - - -
AT5G1_HUMAN ATP5G1 FIGAGAATVGVAGpSGAGIGpTVFGpSLIIGYARNPpSLKS82, T88, S92, S102NEW, NEW, NEW, NEW- - - - 5.82 33 -6.10 -1.30 - - - - - - - -

AT5G1_HUMAN ATP5G1 FIGAGAApTVGVAGpSGAGIGTVFGpSLIIGYARNPpSLKT76, S82, S92, S102NEW, NEW, NEW, NEW- - - - 5.82 33 -6.10 -1.30 - - - - - - - -

AT5G1_HUMAN ATP5G1 FIGAGAApTVGVAGSGAGIGpTVFGpSLIIGYARNPpSLKT76, T88, S92, S102NEW, NEW, NEW, NEW- - - - 5.82 33 -6.10 -1.30 - - - - - - - -

AT5G1_HUMAN ATP5G1 FIGAGAApTVGVAGpSGAGIGpTVFGSLIIGYARNPpSLKT76, S82, T88, S102NEW, NEW, NEW, NEW- - - - 5.82 33 -6.10 -1.30 - - - - - - - -

AT7L3_HUMAN ATXN7L3 pSESDQEDNDDINDNDWSYGSEK S129 NEW 95.03 36 0.09 0.24 - - - - - - - - - - - -

AT7L3_HUMAN ATXN7L3 SEpSDQEDNDDINDNDWSYGSEK S131 NEW 95.03 36 0.09 0.24 - - - - - - - - - - - -
ATAD2_HUMAN ATAD2 NNpSNTCNIENELEDSRK S1243 ELM+Swissprot - - - - 63.88 49 -0.80 -0.03 - - - - - - - -

ATBP3_HUMAN ATPBD3 GGGLGpSPGEGGALPR S200 ELM+Swissprot - - - - 65.6 60 -0.50 -0.66 152.78 113 -0.25 -0.24 - - - -
ATF1_HUMAN ATF1 TTPSATSLPQTVVMTpSPVTLTSQTTK S198 NEW - - - - 98.1 31 -0.85 -0.90 - - - - - - - -

ATF1_HUMAN ATF1 TTPSATSLPQTVVMpTSPVTLTSQTTK T197 NEW - - - - 98.1 31 -0.85 -0.90 - - - - - - - -

ATF2_HUMAN ATF2 NDSVIVADQpTPpTPTR T51, T53 ELM+Swissprot, ELM+Swissprot99.69 38 0.22 0.46 - - - - 138.72 79 -0.11 -0.16 - - - -

ATF2_HUMAN ATF2 NDSVIVADQTPpTPTR T53 ELM+Swissprot - - - - - - - - 149.82 62 -0.35 -0.16 - - - -

ATF2_HUMAN ATF2 TQSEESRPQSLQQPATSTTETPApSPAHTTPQTQSTSGRS310 Swissprot - - - - - - - - - - - - 53.79 43 0.89 1.02

ATF6B_HUMAN ATF6B TSRPKMpSLVMPAMAPNETLSGR S618 NEW - - - - - - - - 29.65 37 -1.70 -1.69 - - - -
ATF7_HUMAN ATF7 TDSVIIADQpTPpTPTR T51, T53 Swissprot, Swissprot73.29 33 0.26 0.41 - - - - 95.78 40 -0.24 -0.23 - - - -

ATG9A_HUMAN ATG9A HPEPVPEEGpSEDELPPQVHKV S828 ELM+Swissprot - - - - 93.44 44 0.01 2.35 - - - - - - - -

ATG9A_HUMAN ATG9A SFpSPLQPGQAPTGR S656 Swissprot - - - - - - - - 170.79 70 -0.57 -0.56 91.57 67 -1.92 -1.79

ATLA1_HUMAN ATL1 DRNpSWGGFSEK S10 NEW 71.15 54 0.45 0.47 73.26 43 -0.14 -0.31 - - - - - - - -

ATLA1_HUMAN ATL1 TYEWpSpSEEEEPVK S22, S23 ELM+Swissprot, ELM+Swissprot81.57 39 0.18 0.47 - - - - 116.92 69 -0.02 -0.01 103.96 37 -0.17 -0.03

ATN1_HUMAN ATN1 TEQELPRPQpSPSDLDpSLDGR S101, S107 ELM+Swissprot, ELM+Swissprot99.63 48 0.16 0.31 - - - - - - - - - - - -
ATN1_HUMAN ATN1 TApTPPGpYKPGSPPSFR T648, Y652 ELM+Swissprot, NEW- - - - - - - - 50.46 42 -0.16 -0.13 - - - -

ATN1_HUMAN ATN1 QGRSEEIpSESESEETNAPK S77 ELM+Swissprot - - - - - - - - 116.92 78 -0.18 -0.13 - - - -
ATN1_HUMAN ATN1 TApSPPGPPPYGK S627 ELM+Swissprot - - - - - - - - 111.19 47 -0.09 -0.13 - - - -

ATX10_HUMAN ATXN10 NLTEDNpSQNQDLIAK S430 NEW - - - - 130.95 58 0.22 -0.38 243.63 70 -0.23 -0.21 - - - -

ATX2_HUMAN ATXN2 TpSPSGGTWSSVVSGVPR S666 Swissprot 84.24 52 -0.05 0.29 155.62 107 -0.51 -0.39 155.62 124 -0.28 -0.34 - - - -

ATX2_HUMAN ATXN2 DSFIENSSpSNCTSGSSKPNpSPSIpSPSILSNTEHKS849, S860, S864NEW, ELM+Swissprot_similarity, ELM+Swissprot_similarity55.41 46 0.57 0.29 - - - - - - - - - - - -

ATX2_HUMAN ATXN2 DSFIENSSSNCTSGpSSKPNpSPSIpSPSILSNTEHKS855, S860, S864NEW, ELM+Swissprot_similarity, ELM+Swissprot_similarity55.41 46 0.57 0.29 62.87 47 0.04 -0.39 - - - - - - - -

ATX2_HUMAN ATXN2 DSFIENSSSNCTSGSpSKPNpSPSIpSPSILSNTEHKS856, S860, S864NEW, ELM+Swissprot_similarity, ELM+Swissprot_similarity55.41 46 0.57 0.29 62.87 47 0.04 -0.39 - - - - - - - -
ATX2_HUMAN ATXN2 DSFIENSSSNCpTSGSSKPNpSPSIpSPSILSNTEHKT852, S860, S864NEW, ELM+Swissprot_similarity, ELM+Swissprot_similarity55.41 46 0.57 0.29 62.87 47 0.04 -0.39 - - - - - - - -

ATX2_HUMAN ATXN2 DSFIENSSSNCTpSGSSKPNpSPSIpSPSILSNTEHKS853, S860, S864NEW, ELM+Swissprot_similarity, ELM+Swissprot_similarity55.41 46 0.57 0.29 62.87 47 0.04 -0.39 - - - - - - - -
ATX2_HUMAN ATXN2 DSFIENSpSSNCTSGSSKPNpSPSIpSPSILSNTEHKS848, S860, S864NEW, ELM+Swissprot_similarity, ELM+Swissprot_similarity55.41 46 0.57 0.29 - - - - - - - - - - - -

ATX2_HUMAN ATXN2 DSFIENSSSNCpTSGpSSKPNSPSISPpSILSNTEHKT852, S855, S866NEW, NEW, NEW - - - - 62.87 47 0.04 -0.39 - - - - - - - -

ATX2_HUMAN ATXN2 DSFIENSSSNCpTSGSpSKPNSPSISPpSILSNTEHKT852, S856, S866NEW, NEW, NEW - - - - 62.87 47 0.04 -0.39 - - - - - - - -

ATX2_HUMAN ATXN2 DSFIENSSSNCTSGpSpSKPNSPSISPpSILSNTEHKS855, S856, S866NEW, NEW, NEW - - - - 62.87 47 0.04 -0.39 - - - - - - - -

ATX2_HUMAN ATXN2 DSFIENSSSNCTpSGpSSKPNSPSISPpSILSNTEHKS853, S855, S866NEW, NEW, NEW - - - - 62.87 47 0.04 -0.39 - - - - - - - -



ATX2_HUMAN ATXN2 DSFIENSSSNCTpSGSpSKPNSPSISPpSILSNTEHKS853, S856, S866NEW, NEW, NEW - - - - 62.87 47 0.04 -0.39 - - - - - - - -

ATX2_HUMAN ATXN2 DSFIENSpSpSNCTSGSSKPNSPSISPpSILSNTEHKS848, S849, S866NEW, NEW, NEW - - - - 62.87 47 0.04 -0.39 - - - - - - - -

ATX2_HUMAN ATXN2 DSFIENSSSNCpTpSGSSKPNSPSISPpSILSNTEHKT852, S853, S866NEW, NEW, NEW - - - - 62.87 47 0.04 -0.39 - - - - - - - -

ATX2_HUMAN ATXN2 DSFIENSSSNCpTpSGSSKPNSPSIpSPSILSNTEHKT852, S853, S864NEW, NEW, ELM+Swissprot_similarity- - - - 62.87 47 0.04 -0.39 - - - - - - - -

ATX2_HUMAN ATXN2 DSFIENSSSNCTpSGSpSKPNSPSIpSPSILSNTEHKS853, S856, S864NEW, NEW, ELM+Swissprot_similarity- - - - 62.87 47 0.04 -0.39 - - - - - - - -
ATX2_HUMAN ATXN2 DSFIENSSSNCpTSGpSSKPNSPSIpSPSILSNTEHKT852, S855, S864NEW, NEW, ELM+Swissprot_similarity- - - - 62.87 47 0.04 -0.39 - - - - - - - -

ATX2_HUMAN ATXN2 DSFIENSpSpSNCTSGSSKPNSPSIpSPSILSNTEHKS848, S849, S864NEW, NEW, ELM+Swissprot_similarity- - - - 62.87 47 0.04 -0.39 - - - - - - - -

ATX2_HUMAN ATXN2 DSFIENSSSNCTSGpSpSKPNSPSIpSPSILSNTEHKS855, S856, S864NEW, NEW, ELM+Swissprot_similarity- - - - 62.87 47 0.04 -0.39 - - - - - - - -

ATX2_HUMAN ATXN2 DSFIENSSSNCTpSGpSSKPNSPSIpSPSILSNTEHKS853, S855, S864NEW, NEW, ELM+Swissprot_similarity- - - - 62.87 47 0.04 -0.39 - - - - - - - -

ATX2_HUMAN ATXN2 DSFIENSSSNCpTSGSpSKPNSPSIpSPSILSNTEHKT852, S856, S864NEW, NEW, ELM+Swissprot_similarity- - - - 62.87 47 0.04 -0.39 - - - - - - - -

ATX2_HUMAN ATXN2 AVpTPSpSEAKDSR T740, S743 NEW, NEW - - - - 33.8 34 -1.28 -0.39 43.04 38 -1.13 -0.34 - - - -
ATX2_HUMAN ATXN2 AVTPpSpSEAKDSR S742, S743 NEW, NEW - - - - 33.8 34 -1.28 -0.39 - - - - - - - -

ATX2_HUMAN ATXN2 AVpTPpSSEAKDSR T740, S742 NEW, NEW - - - - 33.8 34 -1.28 -0.39 43.04 38 -1.13 -0.34 - - - -
ATX2_HUMAN ATXN2 DSFIENSSSNCTSGpSSKPNpSPSISPpSILSNTEHKS855, S860, S866NEW, ELM+Swissprot_similarity, NEW- - - - 62.87 47 0.04 -0.39 - - - - - - - -

ATX2_HUMAN ATXN2 DSFIENSSSNCpTSGSSKPNpSPSISPpSILSNTEHKT852, S860, S866NEW, ELM+Swissprot_similarity, NEW- - - - 62.87 47 0.04 -0.39 - - - - - - - -

ATX2_HUMAN ATXN2 DSFIENSSSNCTSGSpSKPNpSPSISPpSILSNTEHKS856, S860, S866NEW, ELM+Swissprot_similarity, NEW- - - - 62.87 47 0.04 -0.39 - - - - - - - -

ATX2_HUMAN ATXN2 DSFIENSSSNCTpSGSSKPNpSPSISPpSILSNTEHKS853, S860, S866NEW, ELM+Swissprot_similarity, NEW- - - - 62.87 47 0.04 -0.39 - - - - - - - -

ATX2_HUMAN ATXN2 TSPpSGGTWSSVVSGVPR S668 NEW - - - - 58.01 45 -0.81 -0.39 - - - - - - - -

ATX2_HUMAN ATXN2 ENIKPNEpTSPSFSK T770 Swissprot - - - - - - - - 70.15 35 -0.32 -0.34 - - - -
ATX2L_HUMAN ATXN2L EVDGLLTSEPMGSPVpSSK S597 Swissprot 140.4 96 -0.11 0.86 82.8 36 -0.50 -0.42 - - - - - - - -

ATX2L_HUMAN ATXN2L STSTPTpSPGPR S684 Swissprot 92.11 37 0.11 0.86 92.11 50 -0.26 -0.42 92.11 47 -0.19 -0.19 79.35 49 -0.87 -0.07

ATX2L_HUMAN ATXN2L STSTPpTSPGPR T683 NEW 92.11 37 0.11 0.86 92.11 50 -0.26 -0.42 92.11 47 -0.19 -0.19 79.35 49 -0.87 -0.07

ATX2L_HUMAN ATXN2L GPPQpSPVFEGVYNNSR S111 ELM+Swissprot 90.47 90 -0.22 0.86 139.18 111 -0.21 -0.42 126.3 122 -0.10 -0.19 81.03 78 -0.38 -0.07

ATX2L_HUMAN ATXN2L EVDGLLTSEPMGpSPVSSK S594 ELM+Swissprot 116.07 96 -0.11 0.86 116.07 110 -0.62 -0.42 119.94 100 -0.22 -0.19 104.54 84 -0.60 -0.07

ATX2L_HUMAN ATXN2L LQPSpSSPENSLDPFPPR S558 Swissprot - - - - 119.94 77 -0.54 -0.42 84.24 56 -0.27 -0.19 - - - -

ATX2L_HUMAN ATXN2L STpSTPpTSPGPR S680, T683 NEW, NEW - - - - 105.56 34 -0.15 -0.42 - - - - - - - -

ATX2L_HUMAN ATXN2L EIESpSPQYR S306 NEW - - - - 130.07 44 -1.12 -0.42 114.67 49 -0.69 -0.19 134.08 43 -2.44 -0.07
ATX2L_HUMAN ATXN2L QGSGREpSPSLASR S339 ELM+Swissprot - - - - 85.46 40 -0.84 -0.42 65.55 43 -0.70 -0.19 - - - -

ATX2L_HUMAN ATXN2L LQPSSpSPENSLDPFPPR S559 ELM+Swissprot - - - - 64.1 77 -0.54 -0.42 84.24 79 -0.40 -0.19 - - - -

ATX2L_HUMAN ATXN2L GPHHLDNpSSPGPGSEAR S390 Swissprot - - - - - - - - 112.17 67 -1.43 -0.19 - - - -

ATX2L_HUMAN ATXN2L STSpTPTpSPGPR T681, S684 NEW, Swissprot - - - - - - - - 69.17 59 -0.94 -0.19 - - - -

ATX2L_HUMAN ATXN2L GPHHLDNSpSPGPGSEAR S391 ELM+Swissprot - - - - - - - - 112.17 67 -1.43 -0.19 - - - -

AUHM_HUMAN AUH MAAAVAAAPGALGpSLHAGGAR S14 NEW - - - - 5.99 36 0.08 -0.08 - - - - - - - -
AUP1_HUMAN AUP1 FPSSGPVpTPQPTALTFAK T433 NEW - - - - 117.97 55 -0.75 -0.45 155.62 101 -0.64 -0.62 - - - -

AZI1_HUMAN AZI1 SNpSTTQVSQPR S78 NEW 92.11 94 0.35 0.50 77.31 87 0.15 -0.17 134.56 68 -0.01 0.12 150.12 81 0.14 0.27
AZI1_HUMAN AZI1 SSSALDpSPAGPR S150 ELM+Swissprot - - - - 170.16 83 -0.29 -0.17 - - - - - - - -

B2L13_HUMAN BCL2L13 EESLVEELpSPASEK S426 ELM+Swissprot - - - - 67.05 47 0.62 0.65 119.47 72 0.54 0.43 - - - -

BA2D1_HUMAN BAT2D1 QRGpSETDTDSEIHESASDK S1263 NEW 115.96 48 0.44 1.81 - - - - - - - - - - - -

BA2D1_HUMAN BAT2D1 QRGSEpTDTDSEIHESASDK T1265 NEW 115.96 48 0.44 1.81 - - - - - - - - - - - -

BA2D1_HUMAN BAT2D1 LPDLpSPVENK S2105 Swissprot - - - - 59.27 36 -0.34 -0.27 48.2 47 -0.36 0.22 - - - -

BA2D1_HUMAN BAT2D1 TLpSTPQEER S905 NEW - - - - 91.73 48 -0.67 -0.27 - - - - - - - -
BA2D1_HUMAN BAT2D1 TLSpTPQEER T906 NEW - - - - 91.73 48 -0.67 -0.27 106.41 48 -0.65 0.22 - - - -

BA2D1_HUMAN BAT2D1 LPSAQpTPNGTDYVASGK T1965 NEW - - - - - - - - 67.76 53 -0.54 0.22 - - - -

BAD_HUMAN BAD GLGPpSPAGDGPSGSGK S25 NEW - - - - 95.78 62 -1.03 -0.35 105.78 73 -0.69 -0.67 26.91 40 -1.76 -1.62

BAD_HUMAN BAD SRpSAPPNLWAAQR S99 ELM+Swissprot - - - - 57.59 34 0.02 -0.35 - - - - - - - -

BAG3_HUMAN BAG3 SQSPAApSDCSSSSSSASLPSSGR S177 NEW 42.9 43 0.25 1.94 - - - - - - - - - - - -

BAG3_HUMAN BAG3 AApSPFR S264 NEW 77.6 35 0.57 1.94 - - - - - - - - - - - -

BAG3_HUMAN BAG3 VPPAPVPCPPPSPGPSAVPSpSPK S386 NEW 102.85 46 0.02 1.94 95.03 62 0.14 0.11 102.78 47 0.04 0.00 - - - -

BAG3_HUMAN BAG3 VPPAPVPCPPPSPGPSAVPpSSPK S385 NEW 102.85 46 0.02 1.94 95.03 62 0.14 0.11 102.78 47 0.04 0.00 - - - -
BAG3_HUMAN BAG3 SSpTPLHpSPpSPIR T285, S289, S291ELM+Swissprot, ELM+Swissprot, ELM+Swissprot106.41 34 0.70 1.94 - - - - - - - - 52.96 32 -2.09 0.64

BAG3_HUMAN BAG3 SSTPLHpSPpSPIR S289, S291 ELM+Swissprot, ELM+Swissprot19.81 36 -0.53 1.94 33.8 33 -1.29 0.11 73.26 35 0.01 0.00 52.96 34 -2.28 0.64

BAG3_HUMAN BAG3 SSVQGApSpSREGSPAR S274, S275 NEW, ELM+Swissprot- - - - 78.04 49 -0.47 0.11 - - - - 54.21 42 -1.76 0.64

BAG3_HUMAN BAG3 AAPSTAPAEApTPPKPGEAEAPPK T406 NEW - - - - - - - - 100.11 49 -0.54 0.00 - - - -

BAG3_HUMAN BAG3 VPPAPVPCPPPpSPGPSAVPSpSPK S377, S386 ELM+Swissprot, NEW- - - - - - - - 58.01 52 -0.26 0.00 - - - -

BAG3_HUMAN BAG3 VPPAPVPCPPPpSPGPSAVPpSSPK S377, S385 ELM+Swissprot, NEW- - - - - - - - 58.01 52 -0.26 0.00 - - - -
BAG3_HUMAN BAG3 SSVQGASpSREGpSPAR S275, S279 ELM+Swissprot, ELM+Swissprot- - - - - - - - 112.17 51 -0.31 0.00 - - - -

BAG3_HUMAN BAG3 SQpSPAASDCSSSSSSASLPSSGR S173 Swissprot - - - - - - - - - - - - 158.3 124 -0.57 0.64
BAG4_HUMAN BAG4 SSGNpSPTPVSR S179 NEW - - - - - - - - 134.56 95 -0.37 -0.36 - - - -

BAHC1_HUMAN BAHCC1 AVAAApSK S2113 NEW - - - - 20.11 34 5.64 5.48 - - - - - - - -

BAIP2_HUMAN BAIAP2 SLpSPPQSQSK S325 Swissprot_similarity126.36 50 0.08 0.81 83.81 54 -0.25 -0.06 142.08 61 -0.25 0.31 73.26 49 -0.54 -0.33

BAIP2_HUMAN BAIAP2 SSpSMAAGLER S366 NEW 61.05 50 1.35 0.81 130.07 51 0.61 -0.06 - - - - - - - -

BAIP2_HUMAN BAIAP2 SSpSTGNLLDK S454 Swissprot_similarity - - - - 130.07 48 0.12 -0.06 73.26 54 0.51 0.31 - - - -

BAIP2_HUMAN BAIAP2 pSLpSPPQSQSK S323, S325 NEW, Swissprot_similarity- - - - - - - - 94.59 34 -0.55 0.31 - - - -
BAIP2_HUMAN BAIAP2 NSYATpTENKTLPR T356 NEW - - - - - - - - 7.65 34 -4.02 0.31 - - - -

BAIP2_HUMAN BAIAP2 NSYApTTENKTLPR T355 NEW - - - - - - - - 7.65 34 -4.02 0.31 - - - -
BAIP2_HUMAN BAIAP2 SSSpTGNLLDK T455 NEW - - - - - - - - 73.26 54 0.51 0.31 - - - -

BAP1_HUMAN BAP1 GSpSPSIRPIQGSQGpSSSPVEK S583, S595 Swissprot, NEW - - - - 61.59 41 -0.20 -0.36 - - - - - - - -

BARD1_HUMAN BARD1 LSpSPISK S330 NEW - - - - 50.52 42 0.16 0.00 38.48 42 0.02 0.03 38.48 35 -0.51 -0.37

BARD1_HUMAN BARD1 LpSSPISK S329 NEW - - - - 50.52 42 0.16 0.00 38.48 42 0.02 0.03 38.48 35 -0.51 -0.37

BAT2_HUMAN BAT2 GSETGpSETHESDLAPSDK S1110 NEW 85.98 59 0.11 1.77 109.95 42 0.02 -0.23 - - - - - - - -

BAT2_HUMAN BAT2 LIPGPLpSPVAR S1219 ELM+Swissprot 102.9 39 0.03 1.77 102.9 38 -0.30 -0.23 65.55 49 -0.08 -0.27 - - - -
BAT2_HUMAN BAT2 TASETRpSEGpSEYEEIPK S1089, S1092 Swissprot, Swissprot- - - - 26.3 32 0.34 -0.23 - - - - - - - -

BAT2_HUMAN BAT2 TASEpTRSEGpSEYEEIPK T1087, S1092 NEW, Swissprot - - - - 26.3 32 0.34 -0.23 - - - - - - - -

BAT2_HUMAN BAT2 AEPAAPPAAPSpTPAPPPAVPK T517 Swissprot - - - - - - - - 75.08 44 -0.74 -0.27 - - - -

BAT2_HUMAN BAT2 LGGPKEpTPPNGNLpSPAPR T997, S1004 NEW, ELM+Swissprot_similarity- - - - - - - - 26.3 36 -0.57 -0.27 - - - -

BAT2_HUMAN BAT2 AEPAAPPAAPpSTPAPPPAVPK S516 NEW - - - - - - - - 75.08 44 -0.74 -0.27 - - - -

BAT2_HUMAN BAT2 IQpTPPPK T878 NEW - - - - - - - - 50.52 38 -0.23 -0.27 50.52 42 -2.06 -0.31
BAT2_HUMAN BAT2 QRGSEpTGSETHESDLAPSDK T1108 NEW - - - - - - - - 34.54 39 -0.42 -0.27 - - - -

BAT2_HUMAN BAT2 QRGSETGpSETHESDLAPSDK S1110 NEW - - - - - - - - 34.54 39 -0.42 -0.27 - - - -
BAT2_HUMAN BAT2 VDLYQQApSPPDALR S2113 NEW - - - - - - - - 127.75 66 -0.67 -0.27 - - - -

BAT2_HUMAN BAT2 ETPPNGNLpSPAPR S1004 ELM+Swissprot_similarity- - - - - - - - 68.56 49 -0.37 -0.27 - - - -

BAT2_HUMAN BAT2 EAPPPVLLpTPK T1347 ELM+Swissprot - - - - - - - - 89.76 58 -0.70 -0.27 - - - -

BAT2_HUMAN BAT2 QRGpSEpTGpSETHESDLAPSDK S1106, T1108, S1110ELM, NEW, NEW - - - - - - - - 47.87 37 -0.16 -0.27 - - - -

BAT2_HUMAN BAT2 QRGpSETGSETHESDLAPSDK S1106 ELM - - - - - - - - 34.54 39 -0.42 -0.27 - - - -

BAT2_HUMAN BAT2 QRGSEpTGpSEpTHESDLAPSDK T1108, S1110, T1112NEW, NEW, NEW - - - - - - - - - - - - 40.85 36 -0.04 -0.31
BAT2_HUMAN BAT2 QRGpSETGpSEpTHESDLAPSDK S1106, S1110, T1112ELM, NEW, NEW - - - - - - - - - - - - 40.85 36 -0.04 -0.31

BAT3_HUMAN BAT3 APPQTHLPSGASSGpTGSASATHGGGSPPGTRT102 NEW - - - - 46 43 -0.18 0.13 - - - - - - - -
BAT3_HUMAN BAT3 ENApSPAPGTTAEEAMSR S973 ELM+Swissprot - - - - 211.66 113 -0.17 0.13 - - - - 98.36 75 -0.08 0.89

BAT3_HUMAN BAT3 APPQTHLPSGASSGTGSASATHGGGpSPPGTRS113 Swissprot - - - - - - - - 59.59 37 -0.81 1.06 - - - -

BAT3_HUMAN BAT3 ApSPEPQRENApSPAPGTTAEEAMSR S964, S973 ELM+Swissprot, ELM+Swissprot- - - - - - - - - - - - 75.08 37 0.10 0.89

BAZ1A_HUMAN BAZ1A INpSAPPTETK S1320 NEW - - - - - - - - 73.26 40 -0.99 -0.57 - - - -

BAZ1B_HUMAN BAZ1B LAEDEGDpSEPEAVGQSR S1468 ELM+Swissprot 76.62 78 -0.01 0.31 109.94 84 0.00 -0.35 - - - - 177.52 55 0.08 0.37



BAZ1B_HUMAN BAZ1B SLSGpSPLK S349 NEW - - - - 86.47 39 0.09 -0.35 - - - - - - - -

BAZ1B_HUMAN BAZ1B TDNSSLpSSPLNPK S329 NEW - - - - - - - - 106.25 54 -0.52 -0.42 - - - -

BAZ2A_HUMAN BAZ2A YSEEGLpSPSK S1756 NEW 37.98 44 0.03 0.18 - - - - 83.81 72 -0.97 -0.07 - - - -

BAZ2A_HUMAN BAZ2A AGDPGEMPQpSPTGLGQPK S1370 Swissprot - - - - 140.4 82 -0.52 -0.51 - - - - - - - -

BAZ2A_HUMAN BAZ2A MELAGSNTTApSSPAR S1156 NEW - - - - 130.95 66 -0.75 -0.51 - - - - - - - -
BAZ2A_HUMAN BAZ2A MELAGSNTTASpSPAR S1157 NEW - - - - 130.95 66 -0.75 -0.51 - - - - - - - -

BBX_HUMAN BBX TADGRVpSPAGGTLDDKPK S844 NEW - - - - - - - - 48.83 38 -0.48 -0.47 - - - -

BC11B_HUMAN BCL11B ELAGNpSSTPPPVSPGR S374 NEW 5.99 32 -5.07 -4.92 - - - - - - - - - - - -

BC11B_HUMAN BCL11B ELAGNSpSTPPPVSPGR S375 NEW 5.99 32 -5.07 -4.92 - - - - - - - - - - - -

BC11B_HUMAN BCL11B ELAGNSSpTPPPVSPGR T376 NEW 5.99 32 -5.07 -4.92 - - - - - - - - - - - -

BCL7C_HUMAN BCL7C GTEPpSPGGTPQPSRPVpSPAGPPEGVPEEAQPPRS114, S126 Swissprot, ELM+Swissprot- - - - - - - - 74.47 61 0.51 0.52 - - - -
BCL7C_HUMAN BCL7C GTEPSPGGpTPQPSRPVpSPAGPPEGVPEEAQPPRT118, S126 ELM+Swissprot, ELM+Swissprot- - - - - - - - 74.47 61 0.51 0.52 - - - -

BCL9_HUMAN BCL9 AVpTPVSQGSNSSSADPK T315 ELM+Swissprot - - - - 87.24 54 -0.21 -0.26 56.9 75 0.51 0.52 - - - -
BCL9L_HUMAN BCL9L ANQIpSPSNSSLK S88 Swissprot 44.23 37 0.04 0.14 26.19 50 -0.28 -0.22 89.76 62 -0.10 -0.02 - - - -

BCL9L_HUMAN BCL9L EAPGpSPPLSPR S21 ELM+Swissprot 67.31 47 -0.06 0.14 67.31 69 0.02 -0.22 105.56 54 -0.05 -0.02 45.48 47 -0.06 -0.08

BCL9L_HUMAN BCL9L SPQVLGpSSLSVRSPTGpSPSR S981, S991 NEW, Swissprot - - - - 75.25 45 0.14 -0.22 - - - - - - - -

BCL9L_HUMAN BCL9L SPQVLGpSSLSVRSPpTGSPSR S981, T989 NEW, NEW - - - - - - - - 49.83 42 -0.02 -0.02 - - - -

BCL9L_HUMAN BCL9L TAMPpSPGVSQNK S1017 NEW - - - - - - - - - - - - 44.23 46 -0.38 -0.08

BCLF1_HUMAN BCLAF1 SQEEPKDpTFEHDPSESIDEFNK T190 NEW 41.92 39 0.50 0.40 - - - - - - - - - - - -
BCLF1_HUMAN BCLAF1 KAEGEPQEEpSPLK S177 ELM+Swissprot 130.44 39 0.02 0.40 103.96 43 -0.01 -0.04 91.57 54 -0.13 -0.01 91.57 52 0.48 0.53

BCLF1_HUMAN BCLAF1 AEGEWEDQEALDYFpSDKESGK S385 ELM+Swissprot 46.04 96 0.68 0.40 81.03 70 0.00 -0.04 - - - - - - - -

BCLF1_HUMAN BCLAF1 QKFNDpSEGDDTEETEDYR S397 ELM+Swissprot 95.76 78 0.42 0.40 133.43 70 0.27 -0.04 121.98 57 -0.26 -0.01 - - - -

BCLF1_HUMAN BCLAF1 ETQpSPEQVK S496 ELM+Swissprot 40.47 31 0.54 0.40 88.9 46 0.05 -0.04 - - - - - - - -

BCLF1_HUMAN BCLAF1 IDIpSPSTLR S658 ELM+Swissprot 91.73 73 -0.02 0.40 106.41 53 0.04 -0.04 91.73 58 -0.26 -0.01 31.72 57 0.03 0.53

BCLF1_HUMAN BCLAF1 pYSPSQNpSPIHHIPSR Y284, S290 Swissprot, ELM+Swissprot- - - - 20.47 36 0.05 -0.04 - - - - - - - -

BCLF1_HUMAN BCLAF1 pSQEEPKDTFEHDPSESIDEFNK S183 Swissprot - - - - 44.33 31 0.33 -0.04 - - - - - - - -

BCLF1_HUMAN BCLAF1 FNDpSEGDDTEETEDYR S397 ELM+Swissprot - - - - 69.06 89 0.79 -0.04 191.99 104 0.58 -0.01 126.3 96 1.38 0.53
BCLF1_HUMAN BCLAF1 DLFDYpSPPLHK S512 ELM+Swissprot - - - - 61.05 48 0.01 -0.04 75.51 35 -0.27 -0.01 - - - -

BCLF1_HUMAN BCLAF1 QKFNDpSEGDDpTEETEDYR S397, T402 ELM+Swissprot, ELM+Swissprot- - - - - - - - 81.03 39 -0.55 -0.01 - - - -

BCLF1_HUMAN BCLAF1 NTPSQHSHSIQHpSPER S268 ELM+Swissprot - - - - - - - - 71.8 42 -0.42 -0.01 - - - -

BCLF1_HUMAN BCLAF1 RIDIpSPSTLR S658 ELM+Swissprot - - - - - - - - 69.17 46 0.00 -0.01 - - - -

BCORL_HUMAN BCORL1 pTPPMPVLTPVHTSSK T641 NEW 7.87 31 -3.33 -3.18 - - - - - - - - - - - -

BET1L_HUMAN BET1L AQpSPGAVEEILDRENK S9 NEW 57.98 39 0.14 0.29 - - - - 74.81 42 -0.64 -0.19 - - - -
BET1L_HUMAN BET1L AQpSPGAVEEILDR S9 NEW - - - - 159.17 72 -1.26 -1.43 194.36 80 -0.50 -0.19 - - - -

BI2L1_HUMAN BAIAP2L1 TPASTPVSGTPQApSPMIER S261 ELM+Swissprot - - - - 169.58 119 -0.08 -0.37 - - - - 132.09 94 -0.21 -0.04
BIG2_HUMAN ARFGEF2 GQSQLpSNPTDDSWK S1528 ELM+Swissprot - - - - 116.92 75 0.29 0.13 - - - - - - - -

BIG2_HUMAN ARFGEF2 GpSSLSGTDDGAQEVVKDILEDVVTSAIK S276 NEW - - - - - - - - 78.77 48 -0.15 -0.59 - - - -

BIG2_HUMAN ARFGEF2 GSpSLSGTDDGAQEVVKDILEDVVTSAIK S277 NEW - - - - - - - - 78.77 48 -0.15 -0.59 - - - -

BIN1_HUMAN BIN1 VNHEPEPAGGATPGATLPKSPpSQLR S333 NEW 84.24 70 0.56 0.70 71.82 63 -0.20 -0.28 101.93 39 -0.74 -0.13 - - - -

BIN1_HUMAN BIN1 VNHEPEPAGGATPGATLPKpSPSQLR S331 ELM+Swissprot 84.24 70 0.56 0.70 71.82 63 -0.20 -0.28 101.93 39 -0.74 -0.13 - - - -

BIN1_HUMAN BIN1 SPpSPPDGSPAATPEIR S298 ELM+Swissprot - - - - 81.03 49 -0.03 -0.28 115.96 83 0.04 -0.13 60.35 34 -0.07 0.07
BIN1_HUMAN BIN1 SPpSPPDGpSPAATPEIR S298, S303 ELM+Swissprot, ELM+Swissprot- - - - - - - - 92.17 73 -0.34 -0.13 - - - -

BIN1_HUMAN BIN1 SPSPPDGpSPAATPEIR S303 ELM+Swissprot - - - - - - - - 103.82 83 -0.35 -0.13 - - - -

BIRC4_HUMAN XIAP TFANFPSGpSPVSASTLAR S40 NEW - - - - - - - - 104.54 85 -1.03 -1.02 - - - -

BIRC6_HUMAN BIRC6 LEGDSDDLLEDpSDSEEHSR S452 NEW 109.95 47 0.38 -0.08 97.7 60 0.37 -0.30 - - - - - - - -

BL1S3_HUMAN BLOC1S3 VAGEAAEpTDpSEPEPEPEPTAAPR T63, S65 ELM+Swissprot, ELM+Swissprot87.58 40 0.23 -0.63 - - - - - - - - - - - -

BLM_HUMAN BLM SLLPDFLQpTPK T114 NEW - - - - - - - - 119.71 41 -0.74 -0.42 - - - -

BLM_HUMAN BLM EVVCTTQNpTPTVK T125 NEW - - - - - - - - 116.92 56 -0.80 -0.42 - - - -

BLM_HUMAN BLM EVVCTTQNTPpTVK T127 NEW - - - - - - - - 116.92 56 -0.80 -0.42 - - - -
BMI1_HUMAN BMI1 DGLTNAGELEpSDpSGpSDK S251, S253, S255Swissprot, Swissprot, Swissprot- - - - - - - - 100.11 53 0.57 0.17 - - - -

BMS1_HUMAN BMS1 AGLpSPANCQSDR S552 NEW 77.31 57 0.07 0.48 162.16 83 -0.76 0.16 162.16 83 -0.55 0.15 146.32 78 -1.29 0.11

BNIP2_HUMAN BNIP2 KGpSITEYTAAEEK S114 ELM+Swissprot 95.76 57 0.51 0.66 77.31 61 0.36 0.20 - - - - - - - -

BOP1_HUMAN BOP1 IGDEYAEDpSpSDEEDIR S126, S127 ELM+Swissprot, ELM+Swissprot- - - - - - - - 180.59 79 0.01 0.23 - - - -

BOREA_HUMAN CDCA8 IYNISGNGpSPLADSK S219 ELM+Swissprot 130.95 73 0.01 0.15 - - - - 187.13 81 -0.26 -0.20 144.27 76 -0.35 -0.22

BOREA_HUMAN CDCA8 IYNIpSGNGSPLADSK S215 NEW - - - - 118.12 64 -0.20 -0.91 - - - - - - - -
BORG4_HUMAN CDC42EP4 SLSpSSPVK S141 NEW - - - - 69.57 32 1.24 0.01 - - - - - - - -

BORG4_HUMAN CDC42EP4 SLSSpSPVK S142 ELM+Swissprot - - - - 69.57 32 1.24 0.01 - - - - - - - -
BORG4_HUMAN CDC42EP4 AGEPDGEpSLDEQPSSSSSK S64 Swissprot_similarity - - - - - - - - 174.61 104 0.02 -0.32 - - - -

BORG5_HUMAN CDC42EP1 ApSWESLDEEWRAPQAGSR S350 ELM+Swissprot 41.99 37 0.14 0.67 - - - - - - - - - - - -

BORG5_HUMAN CDC42EP1 RSDpSLLSFR S192 ELM+Swissprot - - - - 88.9 39 0.23 0.04 88.9 44 0.02 0.32 - - - -

BORG5_HUMAN CDC42EP1 SDpSLLSFR S192 ELM+Swissprot - - - - 86.47 43 0.17 0.04 101.82 42 0.54 0.32 - - - -

BPAEA_HUMAN DST AAECSDFPVPSAEGpTPIQGSK T5045 NEW - - - - - - - - 87.24 41 -0.61 -0.11 - - - -

BPTF_HUMAN BPTF SNGELSEpSPGAGK S624 ELM - - - - 119.47 95 0.30 -0.07 116.92 83 -0.27 -0.43 - - - -
BPTF_HUMAN BPTF NLSEpSPVITK S1092 NEW - - - - - - - - 83.81 46 -0.65 -0.43 - - - -

BPTF_HUMAN BPTF VGpSPATVTFQQNK S1959 NEW - - - - - - - - 95.76 75 -0.77 -0.43 - - - -
BRAF1_HUMAN BRAF SApSEPSLNR S729 ELM+Swissprot 77.93 38 0.06 0.21 106.41 37 -0.01 -0.14 106.41 42 -0.07 0.10 - - - -

BRAP_HUMAN BRAP ECINAAPDpSPSK S117 Swissprot_similarity139.42 95 0.21 0.15 158.19 90 0.08 -0.31 170.16 93 -0.22 -0.54 139.42 77 -0.18 0.20

BRCA1_HUMAN BRCA1 GNETGLIpTPNK T967 NEW - - - - - - - - 122.92 64 -0.46 0.15 - - - -

BRCA1_HUMAN BRCA1 NYPpSQEELIK S1524 ELM+Swissprot - - - - - - - - 100.07 37 0.56 0.15 - - - -

BRD2_HUMAN BRD2 TAPPALPTGYDpSEEEEESRPMSYDEK S633 NEW - - - - - - - - 47.56 91 0.22 0.13 - - - -

BRD4_HUMAN BRD4 SKPPPTYEpSEEEDK S601 Swissprot - - - - - - - - - - - - 65.6 39 0.47 0.60
BRE1A_HUMAN RNF20 ALVVPEPEPDpSDpSNQER S136, S138 NEW, ELM+Swissprot76.62 61 0.11 0.23 134.47 67 0.04 0.00 117.97 55 -0.13 -0.17 - - - -

BRE1A_HUMAN RNF20 ALVVPEPEPDSDpSNQER S138 ELM+Swissprot 106.28 88 0.03 0.23 119.94 113 0.19 0.00 117.97 118 0.36 -0.17 182.81 105 0.21 0.44

BRP16_HUMAN C8orf30A ELAPEPWVERApTPT T388 NEW - - - - - - - - 101.78 44 -0.24 0.14 - - - -

BRPF3_HUMAN BRPF3 RpSPpSPYSLK S17, S19 NEW, NEW 43.32 42 0.09 0.24 - - - - - - - - - - - -

BRSK2_HUMAN BRSK2 SISGASSGLSTSPLSpSPRVpTPHPSPR S427, T431 NEW, NEW 7.65 31 -3.70 -3.56 - - - - - - - - - - - -

BSDC1_HUMAN BSDC1 KGpSSTDISEDWEK S387 NEW 70.15 51 0.53 0.67 73.55 49 0.22 0.06 - - - - - - - -
BTBDC_HUMAN BTBD12 ALEIpSPR S1185 NEW 52.77 37 -0.07 0.09 52.77 33 -0.15 -0.97 - - - - - - - -

BTBDC_HUMAN BTBD12 MKpSISpSDPLEEK S1170, S1173 NEW, NEW - - - - 87.55 32 -2.02 -0.97 - - - - - - - -
BTBDC_HUMAN BTBD12 DCRpSPGLLDpTTPIR S1469, T1475 Swissprot, NEW - - - - - - - - 98.01 62 -0.27 -0.30 - - - -

BTBDC_HUMAN BTBD12 DCRpSPGLLDTpTPIR S1469, T1476 Swissprot, NEW - - - - - - - - 98.01 62 -0.27 -0.30 - - - -

BTBDC_HUMAN BTBD12 FLLGPPQGGpSPR S1044 NEW - - - - - - - - 100.39 53 -0.35 -0.30 - - - -

BTG3_HUMAN BTG3 VTSDYHSGpSSSpSDEETSK S146, S149 NEW, NEW - - - - 64.21 38 -0.12 -0.28 - - - - - - - -

BTG3_HUMAN BTG3 VTSDYHSGpSpSSSDEETSK S146, S147 NEW, NEW - - - - 64.21 38 -0.12 -0.28 - - - - - - - -

BTG3_HUMAN BTG3 VTSDYHSGSpSpSSDEETSK S147, S148 NEW, NEW - - - - 64.21 38 -0.12 -0.28 - - - - - - - -
BTG3_HUMAN BTG3 VTSDYHSGpSSpSSDEETSK S146, S148 NEW, NEW - - - - 64.21 38 -0.12 -0.28 - - - - - - - -

BTG3_HUMAN BTG3 VTSDYHSGSpSSpSDEETSK S147, S149 NEW, NEW - - - - 64.21 38 -0.12 -0.28 - - - - - - - -
BTG3_HUMAN BTG3 VTSDYHSGSSpSpSDEETSK S148, S149 NEW, NEW - - - - 64.21 38 -0.12 -0.28 - - - - - - - -

BUB1_HUMAN BUB1 VQPpSPTVHTK S459 NEW - - - - - - - - 65 33 -0.09 -0.08 - - - -

BUB1B_HUMAN BUB1B EAELLTpSAEK S435 NEW - - - - - - - - 83.81 50 -0.94 0.04 - - - -

BUB1B_HUMAN BUB1B EAELLpTSAEK T434 NEW - - - - - - - - 83.81 50 -0.94 0.04 - - - -

BUD13_HUMAN BUD13 HDpTPDPpSPLR T159, S163 ELM+Swissprot, ELM+Swissprot71.15 43 0.07 0.43 83.81 50 -0.01 -0.24 73.26 48 0.05 -0.18 - - - -



BUD13_HUMAN BUD13 ARHDpSPDLAPNVTYSLPR S271 ELM+Swissprot 81.57 38 0.47 0.43 85.98 42 -0.10 -0.24 - - - - 67.76 54 0.03 0.17

BUD13_HUMAN BUD13 YEYDPDIpSPPR S325 ELM+Swissprot - - - - 79.35 38 0.02 -0.24 - - - - - - - -

BUD13_HUMAN BUD13 TLGpSSDTQQLR S258 NEW - - - - - - - - 92.11 66 -0.76 -0.18 - - - -

BYST_HUMAN BYSL MPQDGpSDDEDEEWPTLEK S98 ELM+Swissprot 50.86 35 0.18 0.57 160.77 75 -0.04 -0.19 - - - - - - - -

C102A_HUMAN CCDC102A LAEpSPQLSK S12 NEW - - - - 52.96 52 -0.70 -0.36 - - - - - - - -
C163A_HUMAN CD163 HFVNLSPFTITVVLLLpSACFVTSSLGGTDKS36 NEW - - - - 4.81 32 0.52 0.35 - - - - - - - -

C163A_HUMAN CD163 HFVNLSPFTITVVLLLSACFVTSpSLGGTDKS43 NEW - - - - 4.81 32 0.52 0.35 - - - - - - - -

C163A_HUMAN CD163 HFVNLSPFTITVVLLLSACFVTSSLGGpTDKT47 NEW - - - - 4.81 32 0.52 0.35 - - - - - - - -

CA032_HUMAN ILDR2 pTNDFPpTRMSLVV T628, T633 NEW, NEW - - - - - - - - 4.3 33 -0.79 -0.78 - - - -

CA052_HUMAN C1orf52 LLPEGEEpTLESDDEKDEHTSK T155 NEW 96.66 48 0.07 0.32 100.11 55 0.27 0.16 - - - - - - - -

CA052_HUMAN C1orf52 LLPEGEETLEpSDDEKDEHTSK S158 ELM+Swissprot 24.05 48 0.07 0.32 62.3 55 0.27 0.16 61.85 50 -0.18 0.00 - - - -
CA055_HUMAN C1orf55 VVNTDHGpSPEQLQIPVTDSGR S278 ELM+Swissprot 62.95 37 -0.03 2.22 - - - - - - - - - - - -

CA087_HUMAN C1orf87 ASSDLLpSDLPTGK S393 NEW - - - - 26.19 33 -7.22 -7.38 44.23 35 -8.98 -8.97 - - - -
CA144_HUMAN C1orf144 RILGpSASPEEEQEKPILDRPTR S105 NEW 12.69 34 0.87 1.67 - - - - - - - - - - - -

CA144_HUMAN C1orf144 RILGSApSPEEEQEKPILDRPTR S107 ELM+Swissprot 12.69 34 0.87 1.67 - - - - - - - - - - - -

CA1L1_HUMAN CAMSAP1L1 YDGEpSDKEQFDDDQK S1148 NEW 37.91 33 0.31 0.38 29.64 33 -0.72 -0.36 - - - - - - - -

CA1L1_HUMAN CAMSAP1L1 LNQSpSPDNVTDTK S599 Swissprot_similarity - - - - 144.53 79 -0.36 -0.36 116.92 60 -0.38 -0.83 - - - -

CA1L1_HUMAN CAMSAP1L1 SIpSNEGLTLNNSHVSK S464 NEW - - - - 79.77 41 -0.11 -0.36 - - - - - - - -

CA1L1_HUMAN CAMSAP1L1 EALpSPCPSTVSTK S673 NEW - - - - 95.76 71 -0.76 -0.36 93.62 65 -0.75 -0.83 - - - -
CA1L1_HUMAN CAMSAP1L1 SESVEGFLpSPSR S1319 Swissprot - - - - - - - - 139.42 54 -0.24 -0.83 - - - -

CA2D3_HUMAN CACNA2D3 GVEVAFLGpTRpTGLSR T730, T732 NEW, NEW - - - - - - - - 85.98 42 -3.29 -3.28 - - - -

CA2D3_HUMAN CACNA2D3 GVEVAFLGpTRTGLpSR T730, S735 NEW, NEW - - - - - - - - 85.98 42 -3.29 -3.28 - - - -

CA2D3_HUMAN CACNA2D3 GVEVAFLGTRpTGLpSR T732, S735 NEW, NEW - - - - - - - - 85.98 42 -3.29 -3.28 - - - -

CADH6_HUMAN CDH6 ALELSGNpSK S44 NEW 54.78 34 0.50 0.65 - - - - - - - - - - - -

CAF1A_HUMAN CHAF1A pSLPApTPQGK S237, T241 ELM+Swissprot, ELM+Swissprot- - - - - - - - 40.47 45 -0.46 -0.45 - - - -

CAF1B_HUMAN CHAF1B GSpSPGPRPVEGTPASR S410 NEW - - - - 60.79 44 0.01 -0.09 75.38 39 0.07 0.22 - - - -

CALD1_HUMAN CALD1 GNVFSpSPTAAGpTPNK S724, T730 ELM+Swissprot, ELM+Swissprot97.7 38 1.30 0.47 - - - - 122.72 58 -0.54 -0.16 - - - -
CALD1_HUMAN CALD1 GNVFSpSPTAAGTPNK S724 ELM+Swissprot 152.78 64 0.98 0.47 - - - - 127.75 81 -0.47 -0.16 101.78 59 -2.20 0.15

CALD1_HUMAN CALD1 GNVFpSSPTAAGpTPNK S723, T730 Swissprot, ELM+Swissprot- - - - 109.95 50 -0.46 -0.15 122.72 58 -0.54 -0.16 - - - -

CALD1_HUMAN CALD1 GNVFSSPTAAGpTPNK T730 ELM+Swissprot - - - - 85.98 61 -0.37 -0.15 - - - - - - - -

CALD1_HUMAN CALD1 GNVFpSSPTAAGpTPNKETAGLK S723, T730 Swissprot, ELM+Swissprot- - - - - - - - 101.93 55 -0.91 -0.16 - - - -

CALD1_HUMAN CALD1 GNVFSpSPTAAGpTPNKETAGLK S724, T730 ELM+Swissprot, ELM+Swissprot- - - - - - - - 101.93 55 -0.91 -0.16 - - - -

CALD1_HUMAN CALD1 GNVFSSPpTAAGTPNK T726 NEW - - - - - - - - - - - - 101.78 59 -2.20 0.15
CALU_HUMAN CALU VHNDAQpSFDYDHDAFLGAEEAK S44 Swissprot - - - - 104.54 65 -0.07 -0.27 - - - - - - - -

CALX_HUMAN CANX SDAEEDGGTVpSQEEEDRKPK S564 ELM+Swissprot 65.55 58 1.03 0.37 - - - - - - - - - - - -
CALX_HUMAN CANX AEEDEILNRpSPR S583 ELM+Swissprot 111.19 42 -0.01 0.37 98.01 57 0.02 0.14 111.19 68 -0.09 -0.12 41.92 70 0.03 0.49

CAP1_HUMAN CAP1 SGPKPFSAPKPQTpSPSPK S308 ELM+Swissprot - - - - - - - - - - - - 70.42 64 0.35 0.18

CAP1_HUMAN CAP1 SGPKPFSAPKPQpTSPSPK T307 ELM+Swissprot - - - - - - - - - - - - 70.42 64 0.35 0.18

CAPR2_HUMAN CAPRIN2 TFpSGLSLDLLK S185 NEW 92.11 37 -6.30 -6.16 102.9 43 -4.67 -4.84 - - - - - - - -

CAR11_HUMAN CARD11 IISGpSPLGSLAR S925 NEW - - - - 32.89 32 -0.77 -0.48 - - - - - - - -

CARF_HUMAN CDKN2AIP NSSSSGTSLLpTPK T345 Swissprot - - - - - - - - 130.44 75 -0.87 -0.86 - - - -
CASC3_HUMAN CASC3 STVTGERQpSGDGQESTEPVENK S148 NEW 121.98 72 0.01 0.15 99.63 54 0.01 -0.12 134.47 72 -0.30 -0.28 132.25 73 0.11 0.27

CASC5_HUMAN CASC5 EIpSPYENK S1773 ELM+Swissprot - - - - 83.38 38 -0.79 -0.61 - - - - - - - -

CASC5_HUMAN CASC5 DVQpSPGFLNEPLSSK S1076 ELM+Swissprot - - - - - - - - 107.82 34 -1.17 0.08 - - - -

CASP6_HUMAN CASP6 SpSASGLRR S3 NEW - - - - 74.99 49 -0.26 -0.43 - - - - - - - -

CASPA_HUMAN CASP10 QISApTpSLPpTAIpSAQTPRPPMR T499, S500, T503, S506NEW, NEW, NEW, NEW- - - - - - - - - - - - 13.57 33 -3.55 -3.41

CAV1_HUMAN CAV1 AMADELpSEK S37 ELM+Swissprot 21.9 49 0.25 0.06 51.27 76 0.04 -0.11 - - - - - - - -

CAV2_HUMAN CAV2 ADVQLFMDDDpSYSHHSGLEpYADPEK S18, Y27 NEW, ELM+Swissprot28.91 33 0.62 0.76 13.57 41 0.43 0.27 - - - - - - - -

CAV2_HUMAN CAV2 ADVQLFMDDDSpYpSHHSGLEYADPEK Y19, S20 ELM+Swissprot, Swissprot- - - - 13.57 41 0.43 0.27 - - - - - - - -
CAV2_HUMAN CAV2 ADVQLFMDDDSYSHHpSGLEpYADPEK S23, Y27 ELM+Swissprot, ELM+Swissprot- - - - 13.57 41 0.43 0.27 - - - - - - - -

CAV2_HUMAN CAV2 ADVQLFMDDDSpYSHHpSGLEYADPEK Y19, S23 ELM+Swissprot, ELM+Swissprot- - - - 13.57 41 0.43 0.27 - - - - - - - -

CB018_HUMAN C2orf18 LLGGTRpTPINDAS T365 NEW - - - - 71.8 37 -0.04 -0.21 40.85 37 -0.44 -0.50 - - - -

CBL_HUMAN CBL EFVSISpSPAHVAT S900 ELM+Swissprot - - - - - - - - 85.46 48 -0.75 -0.66 - - - -

CBPD_HUMAN CPD SLLSHEFQDEpTDpTEEETLYSSK T1368, T1370 Swissprot_similarity, Swissprot_similarity107.82 60 0.78 0.57 105.78 61 0.35 0.04 - - - - - - - -

CBR1_HUMAN CBR1 MSSGIHVALVpTGGNK T11 NEW 6.94 31 -3.16 -0.32 - - - - - - - - - - - -
CBR1_HUMAN CBR1 MSpSGIHVALVTGGNK S3 NEW 6.94 31 -3.16 -0.32 - - - - - - - - - - - -

CBR1_HUMAN CBR1 MpSSGIHVALVTGGNK S2 NEW 6.94 31 -3.16 -0.32 - - - - - - - - - - - -
CBX3_HUMAN CBX3 LTWHpSCPEDEAQ S176 ELM+Swissprot_similarity63.88 31 -0.12 0.55 77.31 53 0.18 0.02 77.31 49 0.20 0.51 57.59 32 0.19 0.06

CBX4_HUMAN CBX4 EAPpSPTCPDLGAK S180 NEW - - - - - - - - 122.16 51 -0.38 -0.37 - - - -

CBX5_HUMAN CBX5 pSNFSNSADDIK S92 Swissprot - - - - - - - - 102.9 63 -0.42 -0.12 - - - -

CC001_HUMAN C3orf1 AApTRGFIR T128 NEW - - - - 16.76 39 -3.50 -1.69 - - - - - - - -

CC017_HUMAN C3orf17 LFLINEQpSPR S265 ELM+Swissprot - - - - - - - - 100.07 46 -0.51 -0.50 - - - -

CC019_HUMAN C3orf19 LFIpSPANEK S197 NEW - - - - - - - - 106.41 48 -0.75 -0.58 - - - -
CC024_HUMAN C3orf24 VIpTAQPPK T108 NEW 35.44 37 4.63 4.77 - - - - - - - - - - - -

CC104_HUMAN CCDC104 EIGINEDQFQEACTpSPLAK S85 NEW - - - - 169.01 99 -0.14 -0.30 - - - - - - - -
CC117_HUMAN CCDC117 AVPSpSPAGSAAR S53 NEW 43.04 38 0.23 0.37 75.38 38 -0.16 -0.31 63.88 78 -0.22 -0.16 - - - -

CC117_HUMAN CCDC117 AVPpSSPAGSAAR S52 NEW - - - - 53.09 38 -0.16 -0.31 - - - - - - - -

CC120_HUMAN CCDC120 NSVASPTpSPTR S286 NEW - - - - 77.31 43 -0.35 -0.51 - - - - - - - -

CC120_HUMAN CCDC120 NSVASPpTSPTR T285 NEW - - - - 77.31 43 -0.35 -0.51 - - - - - - - -

CC131_HUMAN ZFC3H1 LDpSSPVSSPR S948 NEW 73.26 53 0.18 0.08 86.27 57 0.35 0.15 - - - - - - - -

CC131_HUMAN ZFC3H1 LDSpSPVSSPR S949 ELM+Swissprot 73.26 53 0.18 0.08 86.27 57 0.35 0.15 114.67 67 0.52 0.00 - - - -
CC131_HUMAN ZFC3H1 pTSSSSPANpSDVEIDGIGR T801, S809 NEW, NEW - - - - 84.26 63 0.45 0.15 - - - - - - - -

CC131_HUMAN ZFC3H1 TSSSpSPANpSDVEIDGIGR S805, S809 NEW, NEW - - - - - - - - 155.62 83 -0.50 0.00 - - - -

CC131_HUMAN ZFC3H1 TSSpSSPANpSDVEIDGIGR S804, S809 NEW, NEW - - - - - - - - 155.62 83 -0.50 0.00 - - - -

CC131_HUMAN ZFC3H1 LDSpSPVSpSPR S949, S953 ELM+Swissprot, ELM- - - - - - - - 71.15 38 -0.25 0.00 - - - -

CC131_HUMAN ZFC3H1 LDpSSPVpSSPRK S948, S952 NEW, NEW - - - - - - - - - - - - 51.27 34 -0.07 -0.10

CC131_HUMAN ZFC3H1 LDpSSPVSpSPRK S948, S953 NEW, ELM - - - - - - - - - - - - 59.27 37 -0.51 -0.10
CC131_HUMAN ZFC3H1 LDSpSPVpSSPRK S949, S952 ELM+Swissprot, NEW- - - - - - - - - - - - 51.27 34 -0.07 -0.10

CC131_HUMAN ZFC3H1 LDSpSPVSpSPRK S949, S953 ELM+Swissprot, ELM- - - - - - - - - - - - 59.27 37 -0.51 -0.10
CC132_HUMAN CCDC132 SAYQEYDpSDpSDVPEELKR S559, S561 NEW, NEW 93.94 83 0.26 0.10 81.03 56 0.15 -0.16 93.94 52 -0.11 -0.06 76.62 63 -0.08 -0.01

CC132_HUMAN CCDC132 SAYQEYDpSDSDVPEELKR S559 NEW 125.18 65 0.15 0.10 125.18 84 0.11 -0.16 - - - - - - - -

CC132_HUMAN CCDC132 FMEQSRpSPpSVSPSK S494, S496 Swissprot, NEW - - - - 32.02 34 -0.12 -0.16 - - - - - - - -

CC132_HUMAN CCDC132 FMEQpSRSPpSVSPSK S492, S496 NEW, NEW - - - - 32.02 34 -0.12 -0.16 - - - - - - - -

CC137_HUMAN CCDC137 VQAGPGpSPR S19 ELM+Swissprot - - - - 65 55 0.24 0.08 52.96 36 -0.26 0.14 - - - -

CC14A_HUMAN CDC14A LpYFATLR Y20 NEW - - - - 63.74 33 -5.72 -5.88 - - - - - - - -
CC50A_HUMAN TMEM30A NSSNTADIpTI T360 NEW - - - - 49.68 31 -2.84 -0.47 - - - - - - - -

CCD25_HUMAN CCDC25 VENMSSNQDGNDpSDEFM S204 ELM+Swissprot 54.79 65 0.14 0.28 171.74 97 -0.16 -0.16 64.1 76 -0.08 -0.31 - - - -
CCD43_HUMAN CCDC43 AALLAQYADVTDEEDEADEKDDpSGATTMNIGSDKS151 NEW 26.96 38 -0.81 -0.10 - - - - - - - - - - - -

CCD45_HUMAN CCDC45 SHpSLpSPSPVNK S449, S451 NEW, NEW - - - - - - - - 69.17 41 0.49 0.38 - - - -

CCD45_HUMAN CCDC45 SHpSLSPpSPVNK S449, S453 NEW, NEW - - - - - - - - 57.59 39 0.24 0.38 - - - -

CCD46_HUMAN CCDC46 SSpSFHDDHFLSR S242 NEW 114.67 42 0.70 0.85 142.08 48 -0.13 -0.29 75.51 36 -0.64 -0.63 - - - -

CCD46_HUMAN CCDC46 SpSSFHDDHFLSR S241 NEW 114.67 42 0.70 0.85 - - - - - - - - - - - -



CCD49_HUMAN CCDC49 KMANpSpSPVLSK S217, S218 NEW, NEW - - - - 67.31 32 7.51 6.35 - - - - - - - -

CCD52_HUMAN CCDC52 IATQSQITPPGpTPSSALSSGEQR T239 NEW - - - - - - - - 35.73 51 0.34 0.35 - - - -

CCD55_HUMAN CCDC55 VIEpTPENDFK T275 ELM+Swissprot - - - - 59.27 33 -0.35 -0.51 114.67 43 -0.23 -0.52 - - - -

CCD82_HUMAN CCDC82 HLpSQEDNDLNK S154 Swissprot - - - - 166.42 65 -1.96 -2.36 - - - - - - - -

CCD86_HUMAN CCDC86 LGGLRPEpSPESLTSVSR S18 ELM+Swissprot 90.47 58 -0.39 0.18 101.93 33 -0.22 -0.05 90.47 52 0.06 0.03 87.76 44 -0.25 0.46
CCD86_HUMAN CCDC86 LQQGAGLESPQGQPEPGAApSPQR S91 ELM+Swissprot 89.74 46 0.11 0.18 146.19 128 0.22 -0.05 - - - - 146.19 115 0.25 0.46

CCD86_HUMAN CCDC86 QQDLHLEpSPQRQPEYSPESPR S102 ELM+Swissprot 29.64 31 0.27 0.18 - - - - - - - - - - - -

CCD86_HUMAN CCDC86 QPEYSPEpSPR S113 ELM+Swissprot 59.27 54 0.07 0.18 71.15 43 0.04 -0.05 48.2 41 -0.27 0.03 61.05 65 0.04 0.46

CCD86_HUMAN CCDC86 QPEYpSPESPR S110 ELM+Swissprot 59.27 54 0.07 0.18 71.15 43 0.04 -0.05 - - - - - - - -

CCD86_HUMAN CCDC86 LQQGAGLEpSPQGQPEPGAApSPQR S80, S91 ELM+Swissprot, ELM+Swissprot- - - - 158.3 72 -0.08 -0.05 71.69 42 -0.23 0.03 - - - -

CCD86_HUMAN CCDC86 ALVEFESNPEETREPGpSPPSVQR S47 ELM+Swissprot - - - - 88.98 53 0.30 -0.05 50.96 52 0.11 0.03 61.85 42 0.09 0.46
CCD86_HUMAN CCDC86 AGLGpSPERPPK S58 ELM+Swissprot - - - - 94.59 45 0.27 -0.05 81.51 42 0.34 0.03 - - - -

CCD93_HUMAN CCDC93 QSELSAEEpSPEKLGTSQLHR S305 NEW - - - - - - - - 64.21 34 -0.11 0.05 - - - -
CCDC6_HUMAN CCDC6 LDQPVpSAPPpSPR S240, S244 ELM+Swissprot, ELM+Swissprot53.09 33 0.22 0.19 51.74 41 -0.20 -0.29 73.55 64 -0.32 0.06 41.92 35 -0.20 -0.06

CCDC6_HUMAN CCDC6 LDQPVSAPPpSPR S244 ELM+Swissprot 51.74 59 -0.15 0.19 85.46 68 -0.58 -0.29 98.01 81 -0.33 0.06 62.3 54 -0.51 -0.06

CCM2_HUMAN CCM2 GIIpTDSFGR T382 NEW 91.73 60 0.25 0.40 77.93 56 0.39 0.52 - - - - - - - -

CCM2_HUMAN CCM2 GIITDpSFGR S384 ELM+Swissprot 91.73 60 0.25 0.40 77.93 56 0.39 0.52 106.41 65 -0.26 -0.09 77.93 65 0.39 0.52

CCNB2_HUMAN CCNB2 DLASPLIGRpS S398 NEW - - - - - - - - 83.81 51 -0.83 0.21 - - - -

CCND2_HUMAN CCND2 DGSKpSEDELDQASTPTDVR S271 NEW - - - - - - - - 75.25 60 0.26 0.27 - - - -
CCNH_HUMAN CCNH SKHEEEEWpTDDDLVESL T315 ELM+Swissprot 111.19 36 1.02 1.17 99.69 69 0.25 -0.12 - - - - - - - -

CCNK_HUMAN CCNK KPpSPQPpSSPR S324, S328 ELM+Swissprot, NEW59.27 34 -0.25 0.20 73.26 40 -0.06 -0.18 81.51 43 -0.07 -0.12 - - - -

CCNK_HUMAN CCNK KPpSPQPSpSPR S324, S329 ELM+Swissprot, ELM+Swissprot59.27 47 0.27 0.20 73.26 40 -0.06 -0.18 97.24 48 -0.22 -0.12 - - - -

CCNL1_HUMAN CCNL1 GLNPDGTPALpSTLGGFSPASKPpSSPR S329, S341 NEW, NEW - - - - 91.04 57 -0.32 -0.48 - - - - - - - -

CCNL1_HUMAN CCNL1 GLNPDGTPALpSTLGGFSPASKPSpSPR S329, S342 NEW, ELM - - - - 91.04 57 -0.32 -0.48 - - - - - - - -

CCNL1_HUMAN CCNL1 GLNPDGTPALSTLGGFpSPASKPpSSPR S335, S341 ELM, NEW - - - - 91.04 57 -0.32 -0.48 - - - - - - - -

CCNL1_HUMAN CCNL1 GLNPDGTPALSTLGGFpSPASKPSpSPR S335, S342 ELM, ELM - - - - 91.04 57 -0.32 -0.48 - - - - - - - -

CCNL2_HUMAN CCNL2 ADpSPVNGLPK S369 ELM+Swissprot - - - - 114.67 43 -0.12 -0.28 73.26 40 -0.06 0.21 - - - -
CCNL2_HUMAN CCNL2 GLLPGGTQVLDGTSGFpSPAPK S330 NEW - - - - - - - - 71.39 51 0.42 0.21 - - - -

CCNT2_HUMAN CCNT2 QGQSQAASSSSVTpSPIK S480 ELM+Swissprot 132.25 74 -0.05 0.10 90.47 74 -0.18 -0.29 132.25 86 0.08 0.11 119.94 76 0.05 0.19

CCNT2_HUMAN CCNT2 QGQSQAASSSpSVTSPIK S477 NEW - - - - 98.36 82 -0.08 -0.29 - - - - - - - -

CCNT2_HUMAN CCNT2 QGQSQAASSpSSVTSPIK S476 NEW - - - - 98.36 82 -0.08 -0.29 - - - - - - - -

CCNY_HUMAN CCNY SApSADNLTLPR S326 ELM+Swissprot 105.56 62 -0.08 -0.08 45.48 48 -0.15 -0.26 150.12 83 -0.25 -0.24 - - - -

CCNY_HUMAN CCNY RSApSADNLTLPR S326 ELM+Swissprot - - - - 79.35 38 -0.01 -0.26 - - - - - - - -
CCYL1_HUMAN CCNYL1 SFpSADNFIGIQR S344 Swissprot 124.99 76 0.01 -0.53 98.01 73 0.10 1.27 154.47 72 -1.04 1.94 - - - -

CD008_HUMAN C4orf8 LVLAEpSPQPK S1144 NEW - - - - 59.27 34 -0.32 -0.48 97.24 42 0.05 0.06 - - - -
CD015_HUMAN HAUS3 LKQpSQGILNAMITK S151 NEW 26.19 33 3.95 4.09 - - - - - - - - - - - -

CD016_HUMAN C4orf16 SKpTEEDILR T228 NEW - - - - 77.93 32 -0.01 -0.17 - - - - - - - -

CD028_HUMAN PACRGL MQKSEGpSGGTQLK S7 NEW 31.19 34 -3.22 -3.07 49.23 34 -1.28 -1.44 - - - - - - - -

CD032_HUMAN C4orf32 EAAGTEWDPGApSPR S38 NEW 127.75 71 0.13 0.52 141.55 94 -0.50 -0.19 114.49 84 -0.47 -0.20 114.49 94 -0.52 0.24

CD2AP_HUMAN CD2AP DTCpYSPKPSVYLSTPpSSASK Y541, S553 NEW, NEW - - - - - - - - 48.83 37 -0.83 -0.22 - - - -

CD2AP_HUMAN CD2AP DTCpYSPKPSVYLSTPSpSASK Y541, S554 NEW, NEW - - - - - - - - 48.83 37 -0.83 -0.22 - - - -
CD2AP_HUMAN CD2AP ANTTAFLpTPLEIK T565 NEW - - - - - - - - 166.28 85 -0.61 -0.22 - - - -

CD2B2_HUMAN CD2BP2 GPGQPpSSPQR S194 NEW - - - - 59.27 41 0.03 -0.17 59.27 40 -0.11 -0.06 71.15 36 0.37 0.38

CD2B2_HUMAN CD2BP2 GPGQPpSSPQRLDR S194 NEW - - - - 50.46 48 -0.08 -0.17 - - - - 36.89 37 0.09 0.38

CD2B2_HUMAN CD2BP2 GPGQPSpSPQR S195 ELM+Swissprot - - - - 59.27 41 0.03 -0.17 59.27 40 -0.11 -0.06 71.15 36 0.37 0.38

CD2B2_HUMAN CD2BP2 GPGQPSpSPQRLDR S195 ELM+Swissprot - - - - - - - - - - - - 36.89 37 0.09 0.38

CD2L1_HUMAN CDC2L1 RGpTSPRPPEGGLGYSQLGDDDLK T751 ELM+Swissprot_similarity34.41 57 0.19 0.12 50.07 57 -0.04 -0.07 - - - - - - - -

CD2L1_HUMAN CDC2L1 RGTpSPRPPEGGLGYSQLGDDDLK S752 ELM+Swissprot_similarity34.41 57 0.19 0.12 50.07 57 -0.04 -0.07 - - - - - - - -

CD2L1_HUMAN CDC2L1 DLLSDLQDIpSDSER S283 ELM+Swissprot 214.41 68 0.05 0.12 - - - - - - - - - - - -
CD2L1_HUMAN CDC2L1 EYGpSPLK S589 ELM+Swissprot 110.5 31 -0.22 0.12 - - - - 93.69 38 0.75 0.32 - - - -

CD2L1_HUMAN CDC2L1 AYpTPVVVTLWYR T595 ELM+Swissprot 108.66 47 0.07 0.12 108.66 60 0.04 -0.07 - - - - 60.79 45 0.37 0.49

CD2L1_HUMAN CDC2L1 RGpTpSPRPPEGGLGYSQLGDDDLK T751, S752 ELM+Swissprot_similarity, ELM+Swissprot_similarity- - - - 16.12 57 0.04 -0.07 - - - - - - - -

CD2L2_HUMAN CDC2L1 AYpTPVVVTQWYR T580 Swissprot - - - - - - - - 170.16 64 -0.10 0.32 - - - -

CD2L5_HUMAN CDC2L5 HSpSIpSPSTLTLK S437, S439 ELM+Swissprot, ELM+Swissprot- - - - 54.51 32 0.52 0.15 - - - - - - - -

CD2L5_HUMAN CDC2L5 GGDVpSPSPYSSSSWR S383 ELM+Swissprot - - - - 107.82 83 0.06 0.15 - - - - - - - -
CD2L7_HUMAN CRKRS SGSYSGRpSPSPpYGR S323, Y327 Swissprot_similarity, NEW57.98 33 -0.03 0.10 79.77 48 -0.07 -0.24 62.3 39 0.00 0.68 - - - -

CD2L7_HUMAN CRKRS SGSYpSGRpSPSPYGR S320, S323 NEW, Swissprot_similarity24.73 33 -0.29 0.10 - - - - 91.57 43 -0.12 0.68 - - - -
CD2L7_HUMAN CRKRS QRpSVSPpYSR S301, Y305 NEW, NEW 31.72 41 -0.08 0.10 52.96 38 0.06 -0.24 - - - - - - - -

CD2L7_HUMAN CRKRS SGSYpSGRSPSPpYGR S320, Y327 NEW, NEW 57.98 33 -0.03 0.10 - - - - 62.3 39 0.00 0.68 59.27 42 0.05 0.18

CD2L7_HUMAN CRKRS NSpSPAPPQPAPGK S1083 ELM+Swissprot 108.66 47 0.11 0.10 100.39 65 0.05 -0.24 87.55 55 -0.08 0.68 139.42 68 -0.17 0.18

CD2L7_HUMAN CRKRS SGSYSGRpSPpSPYGR S323, S325 Swissprot_similarity, Swissprot_similarity- - - - 67.05 43 0.05 -0.24 - - - - - - - -

CD2L7_HUMAN CRKRS SGpSYSGRpSPpSPYGR S318, S323, S325NEW, Swissprot_similarity, Swissprot_similarity- - - - 144.53 33 0.15 -0.24 - - - - 83.47 47 0.17 0.18

CD2L7_HUMAN CRKRS ESKGpSPVFLPR S423 ELM+Swissprot - - - - 65 35 -0.35 -0.24 - - - - - - - -
CD2L7_HUMAN CRKRS GpSPVFLPR S423 ELM+Swissprot - - - - 101.82 45 -0.27 -0.24 101.82 48 -0.11 0.68 72.16 40 -0.20 0.18

CD2L7_HUMAN CRKRS SGpSYSGRSPpSPpYGR S318, S325, Y327NEW, Swissprot_similarity, NEW- - - - - - - - 62.3 38 -0.03 0.68 - - - -
CD2L7_HUMAN CRKRS NpSSPAPPQPAPGK S1082 NEW - - - - - - - - 119.47 55 -0.08 0.68 - - - -

CD2L7_HUMAN CRKRS AIpTPPQQPYK T692 ELM+Swissprot - - - - - - - - 158.61 55 0.14 0.68 - - - -

CD44_HUMAN CD44 LVINpSGNGAVEDR S686 ELM+Swissprot - - - - 85.46 79 -0.13 -0.24 136.26 59 -0.46 -0.20 62.3 32 -0.17 0.30

CDAN1_HUMAN CDAN1 VLPQGPPpTPAK T71 NEW - - - - 44.23 45 0.17 0.01 - - - - - - - -

CDC16_HUMAN CDC16 NIIpSPPWDFR S560 ELM+Swissprot - - - - - - - - 97.24 35 -0.52 -0.04 - - - -

CDC16_HUMAN CDC16 QTAEETGLpTPLETSR T581 ELM+Swissprot - - - - - - - - 158.07 116 -0.24 -0.04 - - - -
CDC2_HUMAN CDC2 IGEGTpYGVVYK Y15 ELM+Swissprot 134.56 76 -0.04 1.20 105.56 84 0.08 0.55 94.59 80 0.63 0.06 105.56 68 0.07 0.30

CDC2_HUMAN CDC2 VYpTHEVVTLWYR T161 ELM+Swissprot - - - - 126.36 71 0.90 0.55 - - - - - - - -

CDC2_HUMAN CDC2 IGEGpTYGVVYK T14 ELM+Swissprot - - - - - - - - 116.7 53 0.70 0.06 - - - -

CDC20_HUMAN CDC20 EAAGPAPpSPMR S41 NEW 111.42 57 1.14 1.18 127.99 44 0.33 0.22 102.9 70 -0.17 0.00 44.23 60 -0.26 0.10

CDC23_HUMAN CDC23 RVpSPLNLSSVTP S582 ELM+Swissprot - - - - 41.92 32 0.03 -0.13 - - - - - - - -

CDC26_HUMAN CDC26 QKEDVEVVGGpSDGEGAIGLSSDPK S42 NEW - - - - 82.37 62 0.01 -0.16 - - - - - - - -
CDC27_HUMAN CDC27 QPETVLTEpTPQDTIELNR T205 ELM+Swissprot - - - - 158.15 96 -1.21 -0.47 - - - - - - - -

CDC27_HUMAN CDC27 LFTpSDSpSTTK S384, S387 NEW, NEW - - - - - - - - 61.05 34 -1.31 -1.29 - - - -
CDC27_HUMAN CDC27 LFTpSDpSSTTK S384, S386 NEW, NEW - - - - - - - - 61.05 34 -1.31 -1.29 - - - -

CDC5L_HUMAN CDC5L TPSNGAEGLpTPR T424 NEW - - - - 62.3 43 0.00 -0.03 - - - - - - - -

CDC6_HUMAN CDC6 LEPTNVQTVpTCSPR T43 NEW - - - - 55.41 55 0.16 0.00 - - - - - - - -

CDC6_HUMAN CDC6 LEPTNVQTVTCpSPR S45 NEW - - - - 55.41 55 0.16 0.00 178.96 56 0.10 0.04 - - - -

CDC6_HUMAN CDC6 ALPLpSPR S54 ELM - - - - - - - - 66.57 37 -0.05 0.04 - - - -

CDCA2_HUMAN CDCA2 AGTDpSPVSCASITEER S711 NEW - - - - 113.88 121 -0.60 -1.60 166.33 110 -0.25 -0.13 - - - -
CDCA3_HUMAN CDCA3 QLpSEVFETEDSK S94 NEW 111.19 37 0.07 0.82 62.3 44 0.19 -0.03 124.99 54 0.52 0.00 98.01 41 -0.15 -0.16

CDCA3_HUMAN CDCA3 TSSGDPPpSPLVK S87 NEW - - - - 122.16 58 -0.54 -0.03 136.26 63 -0.38 0.00 40.85 43 -1.53 -0.16
CDCA3_HUMAN CDCA3 TPIQVESpSPQPGLPAGEQLEGLK S44 NEW - - - - - - - - 132.09 71 -0.38 0.00 - - - -

CDCA5_HUMAN CDCA5 SGpSELPSILPEIWPK S35 NEW - - - - - - - - 105.78 65 -0.23 -0.06 - - - -

CDN1A_HUMAN CDKN1A pSGEQAEGSPGGPGDpSQGRK S123, S137 NEW, NEW - - - - - - - - 30.37 47 -0.32 0.02 - - - -

CDN1A_HUMAN CDKN1A SGEQAEGpSPGGPGDpSQGRK S130, S137 ELM+Swissprot, NEW- - - - - - - - 59.16 65 0.09 0.02 - - - -

CDN1A_HUMAN CDKN1A SGEQAEGpSPGGPGDSQGR S130 ELM+Swissprot - - - - - - - - 132.25 138 0.18 0.02 106.28 112 0.72 0.63



CDR2L_HUMAN CDR2L pSCSDTALNAIVAK S316 NEW 59.35 32 -1.11 -0.97 - - - - - - - - - - - -

CDR2L_HUMAN CDR2L SCpSDTALNAIVAK S318 NEW - - - - - - - - 194.36 74 -0.35 -0.12 - - - -

CDV3_HUMAN CDV3 VQAMQIpSSEKEEDDNEK S106 NEW 58.01 33 0.01 0.35 54.21 32 0.15 -0.16 - - - - - - - -

CDV3_HUMAN CDV3 VQAMQISpSEKEEDDNEK S107 NEW 58.01 33 0.01 0.35 54.21 32 0.15 -0.16 - - - - - - - -

CDV3_HUMAN CDV3 SNRAASAAGAAGSAGGpSpSGAAGAAGGGAGAGTRPGDGGpTApSAGAAGPGAATKS41, S42, T63, S65NEW, NEW, NEW, NEW- - - - 13.12 51 -4.67 -0.16 - - - - - - - -
CDV3_HUMAN CDV3 VQAMQIpSpSEKEEDDNEK S106, S107 NEW, NEW - - - - - - - - - - - - 37.91 38 -0.78 0.17

CE170_HUMAN CEP170 SpTGpSATSLASQGER T628, S630 NEW, ELM+Swissprot91.57 50 0.06 0.33 78.04 38 -0.08 -0.40 91.57 57 0.72 -0.27 - - - -

CE170_HUMAN CEP170 LGEApSDSELADADK S1112 ELM+Swissprot 159.17 80 0.57 0.33 159.17 77 0.26 -0.40 - - - - - - - -

CE170_HUMAN CEP170 STGSApTSLASQGER T632 NEW - - - - 91.57 91 -0.61 -0.40 - - - - - - - -

CE170_HUMAN CEP170 STGpSATSLASQGER S630 ELM+Swissprot - - - - 91.57 91 -0.61 -0.40 101.78 101 -0.65 -0.27 31.19 74 -0.82 -0.26

CE170_HUMAN CEP170 QTSSTPpSSLALTSASR S865 NEW - - - - - - - - 79.51 53 -1.19 -0.27 - - - -
CE170_HUMAN CEP170 QTSSpTPSSLALTSASR T863 NEW - - - - - - - - 79.51 53 -1.19 -0.27 - - - -

CE170_HUMAN CEP170 QTSpSTPSSLALTSASR S862 NEW - - - - - - - - 79.51 53 -1.19 -0.27 - - - -
CEBPB_HUMAN CEBPB AYLGYQAVPSGSSGSLpSTSSSSSPPGTPSPADAKS225 NEW - - - - 40.5 32 0.22 1.89 - - - - - - - -

CEBPB_HUMAN CEBPB AYLGYQAVPSGSSGSLSTpSSSSSPPGTPSPADAKS227 NEW - - - - 40.5 32 0.22 1.89 - - - - - - - -

CEBPB_HUMAN CEBPB AYLGYQAVPSGSSGSLSpTSSSSSPPGTPSPADAKT226 NEW - - - - 40.5 32 0.22 1.89 - - - - - - - -

CEBPZ_HUMAN CEBPZ SQLDDHPEpSDDEENFIDANDDEDMEK S629 ELM+Swissprot 109.94 78 0.49 0.88 49.23 103 0.14 0.68 132.09 84 -0.20 0.33 144.27 86 0.11 0.50

CENB2_HUMAN ACAP2 YSISLpSPPEQQK S521 Swissprot - - - - 98.01 39 0.10 -0.24 139.42 62 0.26 0.23 - - - -

CENG2_HUMAN AGAP1 ATSACAPIpSSPK S421 NEW - - - - - - - - 108.66 38 -0.65 -0.63 - - - -
CENG3_HUMAN AGAP3 IETIAASpSTPTPIR S323 NEW - - - - - - - - 112.17 59 -0.53 -0.52 - - - -

CENG3_HUMAN AGAP3 ATPATAPGpTSPR T442 NEW - - - - - - - - 73.55 58 -0.53 -0.52 - - - -

CENG3_HUMAN AGAP3 ATPATAPGTpSPR S443 ELM+Swissprot - - - - - - - - 73.55 58 -0.53 -0.52 - - - -

CENPB_HUMAN CENPB pTPAAPASPAAVPSEGSGGSTTGWR T150 NEW - - - - 67.88 47 0.13 -0.03 - - - - - - - -

CENPC_HUMAN CENPC1 pYEMYSKNAEKPSR Y400 NEW 30.4 35 2.71 2.04 - - - - - - - - - - - -

CENPC_HUMAN CENPC1 TIpSPAESTALFQGR S333 ELM+Swissprot 101.78 69 -0.20 2.04 155.9 70 -0.12 -0.19 170.79 73 -0.29 -0.16 - - - -

CENPC_HUMAN CENPC1 TSVLEEpSGPSR S684 NEW - - - - 45.48 40 0.50 -0.19 - - - - - - - -

CENPC_HUMAN CENPC1 SEEpSPVYSNSSVR S538 ELM+Swissprot - - - - 106.25 70 -2.06 -0.19 71.8 46 -0.12 -0.16 - - - -
CENPE_HUMAN CENPE QVTCENpSPKpSPK S2605, S2608 NEW, NEW - - - - - - - - 37.98 37 -1.22 0.01 - - - -

CENPF_HUMAN CENPF ITETGAVKPpTGECpSGEQSPDTNYEPPGEDKT1814, S1818 NEW, NEW 13.83 35 0.23 0.09 - - - - - - - - - - - -

CENPF_HUMAN CENPF ITEpTGAVKPTGECpSGEQSPDTNYEPPGEDKT1808, S1818 NEW, NEW 13.83 35 0.23 0.09 - - - - - - - - - - - -

CENPF_HUMAN CENPF QDpSRGSPLLGPVVPGPpSPIPSVTEK S2993, S3007 NEW, ELM+Swissprot- - - - 89.74 31 -1.23 0.00 110.44 53 -0.71 -0.26 - - - -

CENPF_HUMAN CENPF SVPVNNLPERSPpTDpSPR T3177, S3179 NEW, ELM+Swissprot- - - - 42.9 34 -1.97 0.00 - - - - - - - -

CENPF_HUMAN CENPF SQQAAQSADVSLNPCNpTPQK T144 NEW - - - - 113.88 40 -0.50 0.00 78.77 44 -0.71 -0.26 - - - -
CENPF_HUMAN CENPF QDSRGpSPLLGPVVPGPpSPIPSVTEK S2996, S3007 ELM+Swissprot, ELM+Swissprot- - - - 89.74 31 -1.23 0.00 110.44 53 -0.71 -0.26 - - - -

CENPF_HUMAN CENPF LQLQGLDLpSSR S1747 ELM+Swissprot - - - - 79.35 33 -4.56 0.00 92.11 48 -4.28 -0.26 - - - -
CENPF_HUMAN CENPF LALpSPLSLGK S3119 ELM+Swissprot - - - - 39.19 42 -0.84 0.00 114.67 78 -0.63 -0.26 - - - -

CENPF_HUMAN CENPF IFTTPLpTPSQYYSGSK T154 NEW - - - - - - - - 113.88 58 -0.47 -0.26 - - - -

CENPF_HUMAN CENPF GPTPApTPESFSK T3045 NEW - - - - - - - - 100.39 48 -0.77 -0.26 - - - -

CENPF_HUMAN CENPF SVPVNNLPERpSPpTDSPR S3175, T3177 ELM+Swissprot, NEW- - - - - - - - 73.29 55 -0.82 -0.26 - - - -

CENPF_HUMAN CENPF TpSPYILR S3094 ELM+Swissprot - - - - - - - - 115.76 38 -0.46 -0.26 - - - -

CENPF_HUMAN CENPF SVPVNNLPERpSPTDpSPR S3175, S3179 ELM+Swissprot, ELM+Swissprot- - - - - - - - - - - - 45.87 36 -1.48 0.05
CENPN_HUMAN CENPN SGLNGpSILAER S282 NEW - - - - 45.48 38 -1.17 -1.33 - - - - - - - -

CENPT_HUMAN CENPT ALLETApSPR S47 NEW - - - - 91.73 40 0.43 0.27 77.93 45 0.21 0.22 - - - -

CENPT_HUMAN CENPT ALLEpTASPR T45 NEW - - - - - - - - 77.93 45 0.21 0.22 - - - -

CENPU_HUMAN MLF1IP RSSDpTpSGNEASEIESVK T110, S111 NEW, NEW 64.21 40 0.26 0.31 - - - - - - - - - - - -

CENPU_HUMAN MLF1IP RpSSDTpSGNEASEIESVK S107, S111 NEW, NEW 64.21 40 0.26 0.31 - - - - - - - - - - - -

CENPU_HUMAN MLF1IP RSpSDpTSGNEASEIESVK S108, T110 NEW, NEW 64.21 37 0.06 0.31 - - - - - - - - - - - -

CENPU_HUMAN MLF1IP RpSpSDTSGNEASEIESVK S107, S108 NEW, NEW 64.21 40 0.26 0.31 - - - - - - - - - - - -

CENPU_HUMAN MLF1IP RpSSDpTSGNEASEIESVK S107, T110 NEW, NEW 64.21 40 0.26 0.31 - - - - - - - - - - - -
CENPU_HUMAN MLF1IP RSpSDTpSGNEASEIESVK S108, S111 NEW, NEW 64.21 40 0.26 0.31 - - - - - - - - - - - -

CEP55_HUMAN CEP55 VAApSPKSPpTAALNESLVECPK S425, T430 ELM+Swissprot, NEW130.95 56 0.28 0.43 - - - - - - - - - - - -

CEP55_HUMAN CEP55 VAApSPKpSPTAALNESLVECPK S425, S428 ELM+Swissprot, ELM+Swissprot- - - - 155.24 100 -0.52 -0.68 144.27 75 -0.22 -0.20 - - - -

CEP97_HUMAN CEP97 ESDLGDVpSEEHGEWNK S752 NEW 49.23 40 -1.85 -1.70 60.35 45 -1.28 -1.45 - - - - - - - -

CF134_HUMAN C6orf134 LLLAADPGGpSPAQR S315 NEW - - - - - - - - 99.69 90 -1.62 -0.93 - - - -

CF153_HUMAN C6orf153 QLVAGNpSPK S73 ELM+Swissprot - - - - - - - - 77.93 50 0.01 0.03 - - - -
CF166_HUMAN AKIRIN2 RTLDFDPLLSPApSPK S21 ELM+Swissprot - - - - 59.35 34 0.45 0.29 - - - - - - - -

CG027_HUMAN C7orf27 GpSPNTASAEATLPR S742 ELM+Swissprot - - - - 78.04 65 -0.68 1.05 138.72 103 -0.52 -0.51 - - - -
CG050_HUMAN C7orf50 ELDEEGpSDPPLPGR S175 ELM+Swissprot 65.6 45 -0.08 0.02 78.04 51 0.22 -0.19 112.17 83 0.09 -0.10 45.87 38 -0.04 0.12

CGNL1_HUMAN CGNL1 pYIPFLPGTGR Y334 NEW - - - - 37.98 31 5.68 5.52 - - - - - - - -

CH042_HUMAN C8orf42 WpSLRAAGR S159 NEW - - - - - - - - - - - - 25.44 35 -1.41 -1.27

CH046_HUMAN C8orf46 KMpTEEpYPALPQGAEASLPLTGSApSCGVPGILRT154, Y157, S175NEW, NEW, NEW 18.74 39 -0.56 -0.42 - - - - - - - - - - - -

CH046_HUMAN C8orf46 KMpTEEpYPALPQGAEASLPLTGpSASCGVPGILRT154, Y157, S173NEW, NEW, NEW 18.74 39 -0.56 -0.42 - - - - - - - - - - - -

CH049_HUMAN C8orf49 LSLGSGIpSR S171 NEW - - - - - - - - - - - - 54.78 34 -5.40 -5.27
CH60_HUMAN HSPD1 TVIIEQSWGpSPK S70 ELM+Swissprot 111.19 71 0.17 0.21 113.87 77 -0.02 -0.17 139.42 78 0.06 -0.02 127.99 58 -0.14 0.55

CHCH3_HUMAN CHCHD3 YpSGAYGASVSDEELK S50 ELM+Swissprot 141.67 82 0.26 2.57 81.03 59 0.27 0.48 - - - - 103.82 61 0.03 0.24
CHD1_HUMAN CHD1 RYpSGpSDSDSISEGK S1096, S1098 NEW, NEW 95.76 61 -0.26 2.79 87.76 81 0.04 -0.33 - - - - 67.05 44 0.02 0.15

CHD1_HUMAN CHD1 SpSPSILAVQR S90 NEW - - - - - - - - 130.07 57 -0.21 0.10 - - - -

CHD2_HUMAN CHD2 GATGASTpTVpYAIEANGDPSGDFDTEK T282, Y284 NEW, NEW - - - - 10.1 31 -0.04 -0.21 - - - - - - - -

CHD3_HUMAN CHD3 METEADAPpSPAPSLGER S1601 ELM+Swissprot - - - - 132.25 76 0.15 -0.01 - - - - - - - -

CHD4_HUMAN CHD4 MSQPGpSPSPK S1535 ELM+Swissprot 48.2 49 -0.08 0.40 37.98 47 0.05 0.00 59.27 46 0.03 -0.01 - - - -

CHD4_HUMAN CHD4 MSQPGSPpSPK S1537 ELM+Swissprot 49.68 49 -0.08 0.40 48.2 39 0.07 0.00 59.27 54 -0.06 -0.01 - - - -
CHD4_HUMAN CHD4 KMpSQPGpSPSPK S1531, S1535 ELM+Swissprot, ELM+Swissprot- - - - 46.8 51 0.66 0.00 - - - - - - - -

CHD4_HUMAN CHD4 STAPETAIECTQAPAPApSEDEK S1602 ELM+Swissprot - - - - - - - - 64.66 42 0.33 -0.01 - - - -

CHD7_HUMAN CHD7 NIPpSPGQLDPDTR S2559 ELM+Swissprot - - - - - - - - 91.57 37 -0.53 -0.51 - - - -

CHD8_HUMAN CHD8 APGYPpSSPVTTASGTTLR S2239 Swissprot - - - - - - - - 64.1 37 -0.31 -0.30 - - - -

CHD8_HUMAN CHD8 APGYPSpSPVTTASGTTLR S2240 Swissprot - - - - - - - - 64.1 37 -0.31 -0.30 - - - -

CHGUT_HUMAN CHPF2 VSLLRPLpSR S473 NEW - - - - - - - - - - - - 40.47 32 -0.46 -0.32
CHM2B_HUMAN CHMP2B ATIpSDEEIER S199 ELM+Swissprot 126.36 49 0.18 0.33 75.51 37 -0.14 -0.30 150.89 79 -0.07 -0.06 - - - -

CHMP7_HUMAN CHMP7 IpSDAELEAELEK S417 ELM+Swissprot - - - - 174.3 34 -0.04 -0.38 - - - - - - - -
CHSP1_HUMAN CARHSP1 GNVVPpSPLPTR S41 ELM+Swissprot 116.7 52 0.10 1.18 146.32 57 -0.07 1.14 116.7 52 -0.09 -0.42 134.56 69 -0.19 0.05

CHSP1_HUMAN CARHSP1 TFpSATVR S52 ELM+Swissprot 63.74 34 0.06 1.18 63.74 33 0.10 1.14 78.12 36 -0.07 -0.42 78.12 33 0.03 0.05

CHSP1_HUMAN CARHSP1 pTFSATVR T50 ELM 19.15 35 1.41 1.18 - - - - - - - - - - - -

CHSP1_HUMAN CARHSP1 GNVVPpSPLPTRR S41 ELM+Swissprot - - - - 94.59 38 0.12 1.14 - - - - - - - -

CHST2_HUMAN CHST2 DLpSKTLLR S521 NEW - - - - - - - - 35.44 34 -4.15 -4.13 - - - -

CI005_HUMAN C9orf5 AVGPSGGGGEpTPR T36 NEW 91.57 44 -0.08 0.12 68.56 75 -1.11 -1.06 103.96 78 -0.57 -0.30 95.76 70 -2.44 -2.30
CI040_HUMAN C9orf40 IDAGTMAEPpSASPSK S67 NEW - - - - 43.85 31 -2.07 -2.23 - - - - - - - -

CI040_HUMAN C9orf40 IDAGTMAEPSApSPSK S69 NEW - - - - 43.85 31 -2.07 -2.23 - - - - - - - -
CI043_HUMAN C9orf43 pSFLGLSGNQSAGTR S165 NEW 12.22 31 -0.09 0.05 - - - - - - - - - - - -

CI082_HUMAN C9orf82 ILEGDNGMDpSDMEEEADDGSK S203 ELM+Swissprot 62.95 57 0.30 0.45 - - - - - - - - - - - -

CI142_HUMAN C9orf142 LAAAEETAVpSPR S148 ELM+Swissprot 85.46 50 -0.01 0.12 136.26 43 -0.17 -0.42 136.26 81 0.21 0.03 73.55 34 -0.38 -0.09

CI142_HUMAN C9orf142 RLAAAEETAVpSPR S148 ELM+Swissprot - - - - - - - - 10.64 38 0.04 0.03 - - - -

CI142_HUMAN C9orf142 LAAAEEpTAVSPR T145 NEW - - - - - - - - - - - - 87.55 37 -0.08 -0.09



CIC_HUMAN CIC TQpSLSALPK S173 NEW 80.54 65 0.29 0.44 - - - - 80.54 65 0.35 0.05 - - - -

CIC_HUMAN CIC RTQpSLSALPK S173 NEW - - - - 21.18 33 0.09 0.00 - - - - - - - -

CIC_HUMAN CIC KNpSTDLDpSAPEDPpTSPK S1397, S1402, T1408ELM+Swissprot, Swissprot_similarity, NEW- - - - 50.86 31 0.22 0.00 - - - - - - - -

CIC_HUMAN CIC KNpSTDLDpSAPEDPTpSPK S1397, S1402, S1409ELM+Swissprot, Swissprot_similarity, ELM+Swissprot- - - - 50.86 31 0.22 0.00 - - - - - - - -

CIC_HUMAN CIC VFpSPVIR S496 NEW - - - - - - - - 115.76 42 -0.45 0.05 - - - -
CING_HUMAN CGN SNpSMLELAPK S149 NEW - - - - 97.24 46 -0.04 -0.40 - - - - - - - -

CING_HUMAN CGN QPAQSQNLpSPLSGFSR S252 NEW - - - - - - - - 103.82 97 -0.18 -0.11 - - - -

CINP_HUMAN CINP TLGTVpTPR T10 NEW - - - - - - - - 83.38 45 -1.01 -1.00 - - - -

CIP4_HUMAN TRIP10 APpSDpSSLGTPSDGRPELR S296, S298 ELM+Swissprot, NEW87.76 49 0.56 1.10 79.77 40 0.77 -0.02 - - - - 31 36 0.27 0.67

CIP4_HUMAN TRIP10 APpSDSpSLGTPSDGRPELR S296, S299 ELM+Swissprot, ELM+Swissprot87.76 49 0.56 1.10 79.77 40 0.77 -0.02 - - - - 31 36 0.27 0.67

CIP4_HUMAN TRIP10 APpSDSSLGTPSDGRPELR S296 ELM+Swissprot 66.49 47 0.11 1.10 66.49 39 0.07 -0.02 - - - - 61.85 34 0.23 0.67
CIP4_HUMAN TRIP10 APSDpSpSLGTPSDGRPELR S298, S299 NEW, ELM+Swissprot- - - - 79.77 40 0.77 -0.02 - - - - - - - -

CJ018_HUMAN C10orf18 TGpTLQDLIQHGSPINNECHPSLER T1016 NEW - - - - 44.84 43 -0.14 -0.30 - - - - - - - -
CJ018_HUMAN C10orf18 TGTLQDLIQHGpSPINNECHPSLER S1025 NEW - - - - 44.84 43 -0.14 -0.30 - - - - - - - -

CJ018_HUMAN C10orf18 VFPLpSPASNLR S340 NEW - - - - - - - - 69.17 37 -0.52 -0.05 - - - -

CJ018_HUMAN C10orf18 QVpSPAASLR S1087 NEW - - - - - - - - 77.93 38 0.28 -0.05 - - - -

CJ119_HUMAN C10orf119 VpSPSTSYTPSR S154 ELM+Swissprot - - - - 56.01 49 -0.04 -0.27 77.31 63 -0.01 -0.22 - - - -

CJ119_HUMAN C10orf119 VSPSTpSYTPSR S158 NEW - - - - - - - - 105.56 63 -0.93 -0.22 - - - -

CK059_HUMAN C11orf59 LLLDPpSSPPTK S26 NEW - - - - 65.55 36 -0.30 -0.16 67.31 48 0.02 0.03 - - - -
CK059_HUMAN C11orf59 LLLDPSpSPPTK S27 NEW - - - - 65.55 36 -0.30 -0.16 67.31 48 0.02 0.03 - - - -

CK084_HUMAN C11orf84 AEpSPSPAPPPGLR S308 ELM+Swissprot 62.3 48 -0.23 -0.08 83.47 62 -0.04 -0.20 59.35 48 -0.15 -0.03 70.15 34 -0.21 -0.07

CKAP5_HUMAN CKAP5 HSTSGpTDEGEDGDEPDDGSNDVVDLLPRT832 NEW - - - - 71.69 63 0.05 0.48 - - - - - - - -

CL025_HUMAN FAM186B WLGDWGDTLpTYEIGPR T112 NEW - - - - - - - - - - - - 9.89 32 -5.46 -5.32

CL041_HUMAN C12orf41 TELGpSQTPESSR S129 NEW - - - - - - - - 87.55 44 -0.86 -0.84 - - - -

CL043_HUMAN C12orf43 EAAVSASDILQESAIHpSPGTVEK S179 NEW - - - - 66.78 50 0.00 -0.16 64.1 57 -0.17 -0.19 20.04 33 0.09 0.23

CL043_HUMAN C12orf43 EAAVSASDILQEpSAIHSPGTVEK S175 NEW - - - - 66.78 50 0.00 -0.16 - - - - - - - -

CL045_HUMAN C12orf45 LLINpSQPK S48 NEW - - - - - - - - 83.38 51 -0.31 -0.32 - - - -
CL045_HUMAN C12orf45 IEVLDpSPASK S178 NEW - - - - - - - - 83.81 51 -0.36 -0.32 - - - -

CLAP1_HUMAN CLASP1 NSSNTSVGpSPSNTIGR S1091 Swissprot 139.18 98 0.07 0.03 93.94 99 -0.42 -0.48 144.27 81 -0.23 -0.17 128.58 85 -0.90 -0.21

CLAP1_HUMAN CLASP1 SRpSDIDVNAAASAK S600 Swissprot_similarity - - - - 75.38 33 0.00 -0.48 59.35 58 -0.16 -0.17 51.74 33 -0.28 -0.21

CLAP1_HUMAN CLASP1 RQpSSGSATNVASTPDNR S646 Swissprot - - - - - - - - 30.37 54 -0.70 -0.17 - - - -

CLAP1_HUMAN CLASP1 RQSSGpSATNVApSTPDNR S649, S655 NEW, NEW - - - - - - - - 85.98 52 -1.42 -0.17 33.78 32 -2.15 -0.21

CLAP1_HUMAN CLASP1 RQSSGpSATNVASpTPDNR S649, T656 NEW, NEW - - - - - - - - 85.98 52 -1.42 -0.17 33.78 32 -2.15 -0.21
CLAP1_HUMAN CLASP1 GPPVpTPSSEK T711 NEW - - - - - - - - 59.27 52 -0.82 -0.17 - - - -

CLAP1_HUMAN CLASP1 RQSpSGSATNVASpTPDNR S647, T656 NEW, NEW - - - - - - - - - - - - 33.78 32 -2.15 -0.21
CLAP1_HUMAN CLASP1 RQSpSGSATNVApSTPDNR S647, S655 NEW, NEW - - - - - - - - - - - - 33.78 32 -2.15 -0.21

CLAP2_HUMAN CLASP2 VLVNSApSAQK S489 NEW - - - - - - - - 114.67 54 -0.77 0.06 - - - -

CLAP2_HUMAN CLASP2 SRpSDIDVNAAAGAK S370 NEW - - - - - - - - - - - - 46.94 48 0.12 0.26

CLCC1_HUMAN CLCC1 SEAAGpSPDQGSTYpSPAR S524, S532 NEW, NEW 48.83 42 0.02 0.44 - - - - 121.98 90 -0.77 -0.41 100.11 80 -2.31 0.20

CLCC1_HUMAN CLCC1 SEAAGpSPDQGSTpYSPAR S524, Y531 NEW, NEW - - - - 111.87 79 -1.30 -0.05 - - - - - - - -

CLCC1_HUMAN CLCC1 ETGGILGEGpTPK T482 NEW - - - - - - - - 73.55 38 -0.98 -0.41 - - - -
CLCC1_HUMAN CLCC1 ESSTESSQSAKPVSGQDTSGNTEGpSPAAEKS509 NEW - - - - - - - - 170.3 96 -0.87 -0.41 - - - -

CLCC1_HUMAN CLCC1 SEAAGSPDQGSTYpSPAR S532 NEW - - - - - - - - 144.98 117 0.34 -0.41 - - - -

CLCC1_HUMAN CLCC1 GQDPVSpSPCG S548 NEW - - - - - - - - 62.96 46 -0.61 -0.41 - - - -

CLD15_HUMAN CLDN15 LAATAGALHILAGICGMVAIpSWYAFNIpTR S136, T143 NEW, NEW - - - - 8.88 34 -1.71 -1.87 - - - - - - - -

CLD15_HUMAN CLDN15 LAApTAGALHILAGICGMVAISWYAFNIpTR T119, T143 NEW, NEW - - - - 8.88 34 -1.71 -1.87 - - - - - - - -

CLIP1_HUMAN CLIP1 ATSPLCTSTASMVSpSSPSTPpSNIPQKPSQPAAKS159, S165 NEW, NEW 5.6 33 3.72 2.13 - - - - - - - - - - - -

CLIP1_HUMAN CLIP1 ATSPLCTSpTASMVpSSSPSTPSNIPQKPSQPAAKT153, S158 NEW, NEW 5.6 33 3.72 2.13 - - - - - - - - - - - -

CLIP1_HUMAN CLIP1 ATSPLCTSTApSMVpSSSPSTPSNIPQKPSQPAAKS155, S158 NEW, NEW 5.6 33 3.72 2.13 - - - - - - - - - - - -
CLIP1_HUMAN CLIP1 ATSPLCTpSTApSMVSSSPSTPSNIPQKPSQPAAKS152, S155 NEW, NEW 5.6 33 3.72 2.13 - - - - - - - - - - - -

CLIP1_HUMAN CLIP1 ATSPLCTSpTApSMVSSSPSTPSNIPQKPSQPAAKT153, S155 NEW, NEW 5.6 33 3.72 2.13 - - - - - - - - - - - -

CLIP1_HUMAN CLIP1 ATSPLCTpSTASMVpSSSPSTPSNIPQKPSQPAAKS152, S158 NEW, NEW 5.6 33 3.72 2.13 - - - - - - - - - - - -

CLIP1_HUMAN CLIP1 ATSPLCTpSTASMVSSSPSTPpSNIPQKPSQPAAKS152, S165 NEW, NEW 5.6 33 3.72 2.13 - - - - - - - - - - - -

CLIP1_HUMAN CLIP1 ATSPLCTSTApSMVSSSPSTPpSNIPQKPSQPAAKS155, S165 NEW, NEW 5.6 33 3.72 2.13 - - - - - - - - - - - -

CLIP1_HUMAN CLIP1 ATSPLCTSpTASMVSSSPSTPpSNIPQKPSQPAAKT153, S165 NEW, NEW 5.6 33 3.72 2.13 - - - - - - - - - - - -
CLIP1_HUMAN CLIP1 ATSPLCTpSpTASMVSSSPSTPSNIPQKPSQPAAKS152, T153 NEW, NEW 5.6 33 3.72 2.13 - - - - - - - - - - - -

CLIP1_HUMAN CLIP1 ATSPLCTSTASMVpSSSPSTPpSNIPQKPSQPAAKS158, S165 NEW, NEW 5.6 33 3.72 2.13 - - - - - - - - - - - -
CLIP1_HUMAN CLIP1 TASESISNLSEAGpSIK S204 ELM+Swissprot 195.31 106 0.45 2.13 166.33 76 0.14 -0.32 128.58 110 0.40 -0.25 141.67 118 0.27 -0.21

CLIP1_HUMAN CLIP1 IGFPpSTTPAK S285 NEW - - - - 97.24 36 -0.23 -0.32 71.15 42 -0.59 -0.25 - - - -

CLIP1_HUMAN CLIP1 IGFPSpTTPAK T286 NEW - - - - - - - - 71.15 37 -0.56 -0.25 - - - -

CLIP1_HUMAN CLIP1 EPSApTPPISNLTK T182 ELM+Swissprot - - - - - - - - 91.57 41 -0.60 -0.25 - - - -

CLIP2_HUMAN CLIP2 IGFPSpTSPAK T293 NEW 48.2 41 0.00 0.21 73.26 46 -0.13 -0.01 71.15 42 0.01 -0.01 - - - -

CLIP2_HUMAN CLIP2 IGFPpSTSPAK S292 NEW 48.2 41 0.00 0.21 73.26 46 -0.13 -0.01 71.15 42 0.01 -0.01 - - - -
CLIP2_HUMAN CLIP2 IGFPSTpSPAK S294 NEW 48.2 41 0.00 0.21 73.26 46 -0.13 -0.01 71.15 42 0.01 -0.01 - - - -

CLIP2_HUMAN CLIP2 TGNESGSNLpSDSGSVK S207 ELM+Swissprot 60.35 92 -0.05 0.21 103.82 119 -0.09 -0.01 81.03 119 -0.08 -0.01 60.35 72 0.04 0.34
CLIP2_HUMAN CLIP2 TGNEpSGSNLSDpSGSVKR S202, S209 ELM+Swissprot, NEW- - - - - - - - - - - - 41.99 60 0.58 0.34

CLIP2_HUMAN CLIP2 TGNESGpSNLSDpSGSVKR S204, S209 ELM+Swissprot, NEW- - - - - - - - - - - - 41.99 60 0.58 0.34

CLIP2_HUMAN CLIP2 TGNEpSGSNLSDSGpSVKR S202, S211 ELM+Swissprot, ELM+Swissprot- - - - - - - - - - - - 41.99 60 0.58 0.34

CLIP2_HUMAN CLIP2 TGNESGpSNLSDSGpSVKR S204, S211 ELM+Swissprot, ELM+Swissprot- - - - - - - - - - - - 41.99 60 0.58 0.34

CLK3_HUMAN CLK3 CEERpSPpSFGEDYYGPSR S224, S226 ELM+Swissprot, ELM+Swissprot56.67 34 0.09 0.23 43.04 40 -0.02 -0.18 - - - - - - - -

CLMN_HUMAN CLMN NLSLCFEGpSPR S449 NEW - - - - - - - - 105.56 39 -0.35 -0.34 - - - -
CM003_HUMAN C13orf3 NSVHEQEAINpSDPELSNCENFQK S119 NEW - - - - 132.25 79 -0.26 0.07 - - - - - - - -

CM003_HUMAN C13orf3 TNSpSSNDLEVEDR S318 NEW - - - - 79.77 51 0.41 0.07 - - - - 32.02 36 1.19 0.78

CM003_HUMAN C13orf3 TNpSSSNDLEVEDR S317 NEW - - - - 79.77 51 0.41 0.07 - - - - - - - -

CM003_HUMAN C13orf3 SPRpSPQLSDFGLER S155 ELM+Swissprot - - - - 67.05 44 0.45 0.07 - - - - - - - -

CM003_HUMAN C13orf3 YNSNLApTPIAIK T384 NEW - - - - - - - - 124.99 69 -0.65 -0.64 - - - -

CMPK2_HUMAN CMPK2 TpTVTQSVADSLK T267 NEW - - - - - - - - 43.04 36 -5.39 -5.38 - - - -
CN037_HUMAN C14orf37 AGpYMSGMLVPVGVGIAGALFILGALpYpSIKVMNRY710, Y733, S734NEW, NEW, NEW - - - - - - - - 9.49 33 0.27 0.28 - - - -

CN043_HUMAN C14orf43 SHESNAPGpSAGGQASEKPR S996 NEW - - - - - - - - - - - - 43.51 90 0.72 0.86
CN106_HUMAN C14orf106 AYILVpTPLK T653 NEW 77.93 34 -0.30 -0.15 121.97 67 -0.28 -0.44 121.97 61 -1.17 -0.63 - - - -

CN106_HUMAN C14orf106 NPTpTPSSVIFPLVK T1024 NEW - - - - - - - - 114.49 71 -0.66 -0.63 - - - -

CN106_HUMAN C14orf106 LVETDFSpTPTPR T1087 NEW - - - - - - - - 98.01 63 -0.89 -0.63 - - - -

CN106_HUMAN C14orf106 LVETDFpSTPTPR S1086 NEW - - - - - - - - 98.01 63 -0.89 -0.63 - - - -

CN133_HUMAN C14orf133 TRPGSFQpSLSDALSDTPAK S124 Swissprot_similarity55.41 69 0.37 3.53 68.56 48 0.58 0.16 - - - - - - - -

CN133_HUMAN C14orf133 TRPGpSFQSLSDALSDTPAK S121 Swissprot_similarity - - - - 68.56 42 0.31 0.16 35.06 36 0.25 -0.30 - - - -
CN133_HUMAN C14orf133 TRPGpSFQSLSDALSDpTPAK S121, T132 Swissprot_similarity, NEW- - - - - - - - 79.51 50 -0.37 -0.30 - - - -

CN133_HUMAN C14orf133 TRPGSFQpSLSDALSDpTPAK S124, T132 Swissprot_similarity, NEW- - - - - - - - 61.59 51 -0.86 -0.30 - - - -
CND1_HUMAN NCAPD2 YQPLASTASDNDFVpTPEPR T1339 ELM+Swissprot - - - - 85.98 69 -0.66 -0.27 - - - - - - - -

CND1_HUMAN NCAPD2 YQPLASTApSDNDFVTPEPR S1333 ELM+Swissprot - - - - - - - - 179.98 121 0.50 -0.22 - - - -

CND2_HUMAN NCAPH LLApSPSSR S87 NEW - - - - 89.88 49 -0.97 -0.24 58.87 51 -0.55 -0.12 - - - -

CND2_HUMAN NCAPH VFDLQFSTDpSPR S81 ELM+Swissprot - - - - 62.3 60 -0.52 -0.24 124.99 57 -0.43 -0.12 - - - -

CND2_HUMAN NCAPH APLNIPGpTPVLEDFPQNDDEK T49 ELM+Swissprot - - - - - - - - 185.48 58 1.00 -0.12 - - - -



CND3_HUMAN NCAPG CQTAEADpSEpSDHEVPEPESEMK S973, S975 ELM+Swissprot, ELM+Swissprot81.03 64 0.29 0.09 130.1 64 -0.05 -0.04 101.22 58 -0.15 -0.07 65.28 52 -0.06 0.25

CND3_HUMAN NCAPG TLHCEGTEINpSDDEQESKEVEETATAK S674 ELM+Swissprot 56.79 94 0.74 0.09 18.32 81 0.13 -0.04 152.32 92 -0.25 -0.07 45.17 92 0.20 0.25

CND3_HUMAN NCAPG TLHCEGTEINpSDDEQESK S674 ELM+Swissprot 87.76 54 0.22 0.09 89.63 50 -0.09 -0.04 111.87 48 -0.38 -0.07 55.41 35 0.12 0.25

CND3_HUMAN NCAPG CQTAEADSEpSDHEVPEPESEMK S975 ELM+Swissprot 79.51 46 -0.06 0.09 - - - - - - - - - - - -

CND3_HUMAN NCAPG CQTAEADpSESDHEVPEPESEMK S973 ELM+Swissprot 79.51 46 -0.06 0.09 - - - - - - - - - - - -
CND3_HUMAN NCAPG TLHCEGpTEINSDDEQESKEVEETATAK T670 NEW - - - - 18.32 89 0.22 -0.04 - - - - - - - -

CND3_HUMAN NCAPG RCQTAEADpSEpSDHEVPEPESEMK S973, S975 ELM+Swissprot, ELM+Swissprot- - - - 60.78 40 0.38 -0.04 - - - - - - - -

CNDD3_HUMAN NCAPD3 SLGVLPFTLNpSGSPEK S1382 NEW - - - - - - - - 101.93 111 0.81 0.82 - - - -

CNDD3_HUMAN NCAPD3 SLGVLPFTLNSGpSPEK S1384 ELM+Swissprot - - - - - - - - 101.93 111 0.81 0.82 - - - -

CNOT2_HUMAN CNOT2 TNSMSSSGLGpSPNR S165 NEW 97.7 82 -0.10 0.04 164.13 82 -0.10 -0.25 122.72 41 0.18 0.60 112.17 62 -0.11 0.03

CNOT2_HUMAN CNOT2 GMSNNpTPQLNR T93 NEW - - - - - - - - 154.2 55 1.06 0.60 - - - -
CNOT3_HUMAN CNOT3 STDSEVpSQSPAK S297 NEW 154.47 76 -0.12 0.03 154.47 86 -0.27 -0.43 - - - - 154.47 76 -0.15 -0.01

CNOT3_HUMAN CNOT3 STDSEVSQpSPAK S299 ELM+Swissprot - - - - - - - - 158.19 90 -0.05 -0.03 154.47 76 -0.15 -0.01
CNOT6_HUMAN CNOT6 NIIDKApSR S391 NEW 25.44 35 -0.85 -0.71 - - - - - - - - - - - -

CNTP1_HUMAN CNTNAP1 CYGDRNpSWNTIpSFHTGAALR S784, S789 NEW, NEW 0 35 5.98 5.17 - - - - - - - - - - - -

CNTP1_HUMAN CNTNAP1 CYGDRNSWNpTIpSFHTGAALR T787, S789 NEW, NEW 0 35 5.98 5.17 - - - - - - - - - - - -

CNTP1_HUMAN CNTNAP1 CYGDRNpSWNTISFHpTGAALR S784, T792 NEW, NEW 0 35 5.98 5.17 - - - - - - - - - - - -

CNTP1_HUMAN CNTNAP1 CYGDRNSWNpTISFHpTGAALR T787, T792 NEW, NEW 0 35 5.98 5.17 - - - - - - - - - - - -

CNTP1_HUMAN CNTNAP1 CYGDRNpSWNpTISFHTGAALR S784, T787 NEW, NEW 0 35 5.98 5.17 - - - - - - - - - - - -
CNTP1_HUMAN CNTNAP1 CYGDRNSWNTIpSFHpTGAALR S789, T792 NEW, NEW 0 35 5.98 5.17 - - - - - - - - - - - -

CO042_HUMAN C15orf42 NLFNQELLpSPSK S923 NEW - - - - 41.92 38 -0.08 2.70 85.46 56 0.03 0.04 - - - -

CO042_HUMAN C15orf42 AEEASSWGQFGLpSSRK S1771 NEW - - - - 28.91 32 4.34 2.70 - - - - - - - -

CO052_HUMAN C15orf52 NQGIEGpSPGGR S193 NEW 79.35 41 -0.05 0.09 79.35 43 -0.71 -0.87 79.35 40 -0.56 -0.50 56.01 35 -1.35 -1.21

CO4A_HUMAN C4a VTASDPLDpTLGSEGALSPGGVASLLR T988 NEW - - - - 9.94 32 -3.00 -3.16 - - - - - - - -

CO4A_HUMAN C4a VTASDPLDTLGpSEGALSPGGVASLLR S991 NEW - - - - 9.94 32 -3.00 -3.16 - - - - - - - -

CO6A3_HUMAN COL6A3 LpSDAGITPLFLpTR S2534, T2544 NEW, NEW - - - - 4.35 36 3.41 1.88 - - - - 4.35 39 3.02 3.15

COF1_HUMAN CFL1 ApSGVAVSDGVIK S3 ELM+Swissprot - - - - - - - - 113.87 40 0.25 0.28 - - - -
COG3_HUMAN COG3 ILNPMpTVPR T654 NEW - - - - 14.91 32 -7.80 -0.51 - - - - - - - -

COKA1_HUMAN COL20A1 GMRGLEGpTAGLPGPPGPR T1181 NEW - - - - - - - - - - - - 14.94 36 -4.08 -3.94

COMA1_HUMAN COL22A1 GAAGEEGpSPGPVGPR S962 NEW - - - - - - - - - - - - 22.2 35 -4.43 -0.67

COPA_HUMAN COPA NLpSPGAVESDVR S173 ELM+Swissprot - - - - 139.42 57 -0.78 -0.08 170.16 57 0.00 0.05 - - - -

COPA1_HUMAN COL25A1 GDpSGMPGPQGPSIIGPPGPPGPHGPPGPMGPHGLPGPKS517 NEW - - - - - - - - 18.81 42 -1.55 -1.54 - - - -

COPB2_HUMAN COPB2 STAQQELDGKPASPpTPVIVASHTANK T861 NEW 125.18 74 0.29 0.64 109.95 73 0.13 0.26 149.82 68 0.95 0.04 - - - -
COPB2_HUMAN COPB2 STAQQELDGKPASPpTPVIVASHTANKEEKT861 NEW 76.39 51 0.82 0.64 55.41 42 -0.06 0.26 38.65 40 -0.26 0.04 55.83 42 0.55 0.13

COPB2_HUMAN COPB2 STAQQELDGKPApSPTPVIVASHTANKEEKS859 ELM+Swissprot 76.39 52 0.72 0.64 55.41 42 -0.06 0.26 38.65 40 -0.26 0.04 55.83 42 0.55 0.13
COPB2_HUMAN COPB2 STAQQELDGKPApSPTPVIVASHTANK S859 ELM+Swissprot 125.18 74 0.29 0.64 - - - - - - - - 130.17 55 0.08 0.13

COPG_HUMAN COPG TEpSTPITAVK S593 NEW - - - - - - - - 100.07 66 -0.81 -0.10 - - - -

COPG_HUMAN COPG TESpTPITAVK T594 NEW - - - - - - - - 100.07 66 -0.81 -0.10 - - - -

CORO6_HUMAN CORO6 LLSpTGFSR T236 NEW - - - - - - - - 34.11 39 3.18 3.20 - - - -

CP046_HUMAN C16orf46 ApSLSNALDVLGK S217 NEW - - - - - - - - 75.38 34 0.14 0.15 75.38 34 8.63 8.76

CP072_HUMAN C16orf72 SSTPGpSPTHVSSGSNASR S212 NEW - - - - - - - - 58.01 43 -0.53 -0.52 - - - -
CP084_HUMAN C16orf84 LSQMQpSPIPLTETR S419 NEW - - - - 65.6 48 -0.29 -0.45 - - - - - - - -

CP20A_HUMAN CYP20A1 RLVVpSLGpTVDVLK S80, T83 NEW, NEW 18.07 32 -2.11 -1.97 - - - - - - - - - - - -

CPEB1_HUMAN CPEB1 ALpSLEEEAGR S4 NEW - - - - 39.19 34 -3.46 -3.63 - - - - - - - -

CPNS1_HUMAN CAPNS1 GGGGGGGGGGGLGGGLGNVLGGLIpSGAGGGGGGGGGGGGGGGGGGGGpTAMRS34, T57 NEW, NEW 6.63 33 4.86 2.27 - - - - - - - - - - - -

CPSF2_HUMAN CPSF2 EADIDpSpSDEpSDIEEDIDQPSAHK S419, S420, S423ELM+Swissprot, ELM+Swissprot, ELM+Swissprot132.25 70 2.47 2.62 136.78 88 1.67 0.29 149.91 98 -0.18 0.03 - - - -

CPSF3_HUMAN CPSF3 LYEALpTPVH T681 NEW - - - - - - - - 106.41 63 -0.35 0.11 - - - -

CPSF4_HUMAN CPSF4 SSSLIQLTSQNSpSPNQQR S212 NEW 133.43 52 -0.03 0.12 169.01 95 -0.46 -0.62 - - - - - - - -

CPSF4_HUMAN CPSF4 SSpSLIQLTSQNSSPNQQR S202 NEW - - - - - - - - 51.74 40 0.18 0.19 - - - -
CQ049_HUMAN C17orf49 VYEDSGIPLPAEpSPK S96 ELM+Swissprot 92.17 53 0.10 0.25 92.17 78 -0.07 -0.25 144.27 96 -0.05 0.13 - - - -

CQ049_HUMAN C17orf49 VYEDSGIPLPAEpSPKK S96 ELM+Swissprot - - - - 70.15 31 -0.02 -0.25 82.62 35 0.27 0.13 - - - -

CQ057_HUMAN C17orf57 FSKpTIEK T45 NEW - - - - - - - - 36.89 36 -3.47 -3.46 - - - -

CR025_HUMAN C18orf25 RDpSSESQLASTESDKPTTGR S66 Swissprot 84.24 64 0.57 0.42 88.98 62 0.00 -0.22 109.94 58 -0.40 -0.38 58.01 49 0.44 0.23

CR025_HUMAN C18orf25 DSpSESQLASTESDKPTTGR S67 NEW 83.47 56 0.39 0.42 64.1 35 -0.42 -0.22 - - - - 41.99 33 -0.27 0.23

CR030_HUMAN FAM38B2 NNLpTAPVSR T375 NEW - - - - 52.96 37 -5.34 -5.51 - - - - - - - -
CRCM_HUMAN MCC LQSVQApTGPSSPGR T290 NEW - - - - - - - - 56.67 44 -0.21 -0.16 - - - -

CREB1_HUMAN CREB1 ILNDLSpSDAPGVPR S143 NEW - - - - - - - - 65.6 44 0.33 0.34 - - - -
CREB1_HUMAN CREB1 ILNDLpSSDAPGVPR S142 ELM+Swissprot_similarity- - - - - - - - 65.6 44 0.33 0.34 - - - -

CROP_HUMAN LUC7L3 NEVNGTSEDIKSEGDTQpSN S431 Swissprot_similarity48.06 41 0.01 2.71 56.67 31 0.22 -0.36 - - - - - - - -

CROP_HUMAN LUC7L3 NEVNGTSEDIKpSEGDTQpSN S425, S431 Swissprot, Swissprot_similarity- - - - - - - - 100.11 71 0.52 0.33 - - - -

CRTC1_HUMAN CRTC1 TNpSDSALHQSTMTPTQPESFSSGSQDVHQKS151 Swissprot - - - - 24.13 39 0.12 -0.27 - - - - - - - -

CRTC1_HUMAN CRTC1 TNSDSALHQSTMpTPTQPESFSSGSQDVHQKT161 NEW - - - - 67.05 39 -0.04 -0.27 - - - - - - - -

CRTC1_HUMAN CRTC1 TNSDSALHQSpTMTPTQPESFSSGSQDVHQKT159 NEW - - - - 67.05 39 -0.04 -0.27 - - - - - - - -
CRTC2_HUMAN CRTC2 HGpSGPNIILTGDSSPGFSK S613 Swissprot_similarity45.87 45 0.60 0.74 57.98 49 0.34 -0.35 - - - - - - - -

CRTC2_HUMAN CRTC2 HGpSGPNIILTGDSpSPGFSK S613, S624 Swissprot_similarity, NEW- - - - 49.83 32 -0.67 -0.35 55.41 43 -0.37 -0.36 - - - -
CRTC2_HUMAN CRTC2 VPLpSPLSLLAGPADAR S433 Swissprot - - - - 56.67 32 -0.45 -0.35 - - - - - - - -

CRUM1_HUMAN CRB1 LAMLpTPNSPK T776 NEW - - - - - - - - 48.2 34 -0.70 -0.69 - - - -

CS021_HUMAN C19orf21 SQpSSDLLER S543 NEW 138.46 58 0.34 0.36 138.46 56 0.05 -0.37 138.46 76 0.10 -0.16 138.46 52 -0.30 -0.07

CS021_HUMAN C19orf21 ALpSpSDSILSPAPDAR S394, S395 ELM+Swissprot, NEW113.87 41 0.13 0.36 - - - - - - - - - - - -

CS021_HUMAN C19orf21 ALpSSDSILSPAPDAR S394 ELM+Swissprot 138.72 123 0.37 0.36 141.55 101 0.26 -0.37 161.03 119 0.17 -0.16 - - - -

CS021_HUMAN C19orf21 ASpTPDWVSEGPQPGLR T377 ELM+Swissprot - - - - 128.58 56 -0.32 -0.37 - - - - - - - -
CS021_HUMAN C19orf21 GTPAGTpTPGASQAPK T224 Swissprot - - - - - - - - 112.17 70 -1.02 -0.16 - - - -

CS021_HUMAN C19orf21 ALSpSDSILpSPAPDAR S395, S400 NEW, ELM - - - - - - - - 57.98 53 0.51 -0.16 - - - -

CS021_HUMAN C19orf21 ApSTPDWVSEGPQPGLR S376 NEW - - - - - - - - 152.52 82 -0.40 -0.16 - - - -

CS021_HUMAN C19orf21 RALpSSDSILpSPAPDAR S394, S400 ELM+Swissprot, ELM- - - - - - - - 128.58 72 -0.63 -0.16 - - - -

CS021_HUMAN C19orf21 ALpSSDSILpSPAPDAR S394, S400 ELM+Swissprot, ELM- - - - - - - - 57.98 94 -0.45 -0.16 - - - -

CS021_HUMAN C19orf21 RALpSSDSILSPAPDAR S394 ELM+Swissprot - - - - - - - - 113.88 81 0.20 -0.16 - - - -
CS047_HUMAN C19orf47 ApSPQPALTVK S306 NEW - - - - - - - - 100.07 42 -0.70 -0.63 - - - -

CS061_HUMAN C19orf61 AGPGSpSPLFSLLPGYR S451 Swissprot - - - - 69.06 56 -0.70 -0.22 - - - - - - - -
CS061_HUMAN C19orf61 EPGSGGPQNLpSGPGGR S32 NEW - - - - - - - - 124.1 104 0.02 -0.21 49.83 34 0.16 0.11

CS062_HUMAN C19orf62 SEGEGEAASADDGSLNTpSGAGPK S66 ELM - - - - - - - - 140.13 65 -3.44 -0.21 - - - -

CSDC2_HUMAN CSDC2 DLPpSPLPTK S47 NEW - - - - - - - - 106.41 33 -0.40 -0.21 - - - -

CSN1_HUMAN GPS1 EGSQGELpTPANSQSR T459 ELM+Swissprot 99.69 85 0.21 0.56 122.72 96 -0.22 -0.22 141.55 113 -0.40 -0.04 147.66 96 -0.61 0.05

CSN1_HUMAN GPS1 SPPREGpSQGELpTPANSQSR S454, T459 Swissprot, ELM+Swissprot- - - - - - - - - - - - 89.63 39 -0.17 0.05

CSN1_HUMAN GPS1 EGpSQGELTPANSQSR S454 Swissprot - - - - - - - - - - - - 152.78 48 -0.02 0.05
CSN3_HUMAN COPS3 SMGSQEDDSGNKPSpSYS S421 NEW - - - - 78.04 49 0.09 -0.31 - - - - - - - -

CSN3_HUMAN COPS3 SMGSQEDDSGNKPpSSYS S420 NEW - - - - 78.04 49 0.09 -0.31 - - - - - - - -
CSN3_HUMAN COPS3 SMGpSQEDDSGNKPSSYS S410 Swissprot - - - - - - - - - - - - 67.05 53 0.11 0.44

CSRP1_HUMAN CSRP1 GFGFGQGAGALVHpSE S192 ELM+Swissprot 172.36 89 0.05 0.17 146.98 107 -0.03 -0.10 130.95 93 -0.11 -0.26 218.16 97 -0.24 0.20

CSTF2_HUMAN CSTF2 LCVQNpSPQEAR S154 NEW - - - - - - - - 56.01 50 -0.83 -0.08 - - - -

CT072_HUMAN C20orf72 NQNIQKPEYpSE S343 NEW - - - - 65.55 41 -0.06 -0.12 65.55 43 0.37 0.27 - - - -

CT094_HUMAN C20orf94 LSTIQNpSPTK S396 NEW - - - - 48.2 39 0.07 -0.22 97.24 40 -0.20 -0.42 - - - -



CT094_HUMAN C20orf94 LSpTIQNSPTK T392 NEW - - - - 48.2 39 0.19 -0.22 - - - - - - - -

CT117_HUMAN C20orf117 APpSPTSSAGEEGTK S432 NEW - - - - - - - - 79.77 48 1.67 1.68 38.85 35 0.65 0.79

CT2NL_HUMAN CTTNBP2NL FTSQQGPIKPVpSPNpSSPFGTDYR S523, S526 NEW, NEW 57.75 60 0.63 0.49 81.42 55 -0.81 -0.38 83.62 54 -0.67 0.05 65.7 45 -2.50 -0.26

CT2NL_HUMAN CTTNBP2NL FTSQQGPIKPVpSPNSpSPFGTDYR S523, S527 NEW, NEW 57.75 60 0.63 0.49 - - - - 84.91 54 -0.67 0.05 65.7 45 -2.50 -0.26

CT2NL_HUMAN CTTNBP2NL FQSQADQDQQASGLQpSPPSR S481 ELM 117.97 46 0.00 0.49 95.78 54 0.26 -0.38 - - - - 84.24 51 0.30 -0.26
CT2NL_HUMAN CTTNBP2NL LLGSpSASSPGYQSSYQVGINQR S441 NEW - - - - 95.15 54 -0.74 -0.38 - - - - - - - -

CT2NL_HUMAN CTTNBP2NL LLGSSASpSPGYQSSYQVGINQR S444 NEW - - - - 95.15 54 -0.74 -0.38 93.44 62 -0.63 0.05 - - - -

CT2NL_HUMAN CTTNBP2NL LLGSSApSSPGYQSSYQVGINQR S443 NEW - - - - 95.15 54 -0.74 -0.38 - - - - - - - -

CT2NL_HUMAN CTTNBP2NL FQSQADQDQQASGLQSPPSRDLpSPpTLIDNSAAKS488, T490 ELM+Swissprot, NEW- - - - 68.55 44 -0.48 -0.38 - - - - - - - -

CT2NL_HUMAN CTTNBP2NL FQSQADQDQQASGLQSPPpSRDLpSPTLIDNSAAKS484, S488 ELM, ELM+Swissprot- - - - 68.55 44 -0.48 -0.38 - - - - - - - -

CT2NL_HUMAN CTTNBP2NL FQSQADQDQQASGLQpSPPSRDLpSPTLIDNSAAKS481, S488 ELM, ELM+Swissprot- - - - 68.55 44 -0.48 -0.38 - - - - - - - -
CT2NL_HUMAN CTTNBP2NL FTSQQGPIKPVSPNpSpSPFGTDYR S526, S527 NEW, NEW - - - - - - - - 84.91 53 -0.65 0.05 - - - -

CT2NL_HUMAN CTTNBP2NL VSSPLSPLpSPGIK S563 ELM - - - - - - - - 31.19 41 0.32 0.05 - - - -
CT2NL_HUMAN CTTNBP2NL VSSPLpSPLSPGIK S560 ELM - - - - - - - - 41.92 45 0.36 0.05 - - - -

CT451_HUMAN CT45A1 ECDpSPSYQK S24 NEW - - - - 65 49 -0.45 -0.27 - - - - - - - -

CTDP1_HUMAN CTDP1 EVDDILGEGpSDDSDpSEK S869, S874 ELM+Swissprot, NEW166.33 82 0.86 0.53 - - - - - - - - - - - -

CTDP1_HUMAN CTDP1 EVDDILGEGpSDDpSDSEK S869, S872 ELM+Swissprot, ELM+Swissprot166.33 82 0.86 0.53 185.75 54 0.34 -0.01 177.52 82 0.09 0.10 203.48 65 0.10 0.24

CTDP1_HUMAN CTDP1 ENpSPAAFPDR S740 ELM+Swissprot 130.07 44 0.26 0.53 146.3 53 -0.21 -0.01 - - - - - - - -

CTF18_HUMAN CHTF18 VENSPQVDGpSPPGLEGLLGGIGEK S871 Swissprot 104.54 57 0.01 1.69 - - - - - - - - 185.98 118 0.05 0.21
CTF18_HUMAN CHTF18 GDAASpSPAPAASVGSSQGGAR S64 NEW - - - - 201.93 90 0.16 -0.17 215.73 51 -0.29 -0.04 164.87 100 0.19 0.21

CTG1B_HUMAN CTAG1A ApSGPGGGAPR S54 NEW - - - - - - - - 52.96 37 2.06 2.07 - - - -

CTNA1_HUMAN CTNNA1 SRpTpSVQTEDDQLIAGQSAR T654, S655 Swissprot_similarity, Swissprot_similarity51.74 46 0.30 0.21 - - - - - - - - - - - -

CTNA1_HUMAN CTNNA1 SRTpSVQpTEDDQLIAGQSAR S655, T658 Swissprot_similarity, Swissprot51.74 46 0.30 0.21 - - - - - - - - - - - -

CTNA1_HUMAN CTNNA1 SRpTSVQpTEDDQLIAGQSAR T654, T658 Swissprot_similarity, Swissprot51.74 46 0.30 0.21 - - - - - - - - - - - -

CTNA1_HUMAN CTNNA1 TPEELDDpSDFETEDFDVR S641 ELM+Swissprot 147.4 104 0.10 0.21 124.1 85 0.00 -0.13 - - - - - - - -

CTNB1_HUMAN CTNNB1 TpSMGGTQQQFVEGVR S552 Swissprot - - - - 73.29 65 -0.65 -0.25 - - - - - - - -

CTND1_HUMAN CTNND1 GpSLApSLDSLRK S346, S349 NEW, ELM+Swissprot46.8 42 0.70 0.35 - - - - - - - - - - - -
CTND1_HUMAN CTNND1 SQpSSHSYDDSTLPLIDR S861 NEW 81.57 60 0.07 0.35 - - - - - - - - - - - -

CTND1_HUMAN CTNND1 SQSpSHSYDDSTLPLIDR S862 NEW 81.57 60 0.07 0.35 - - - - - - - - - - - -

CTND1_HUMAN CTNND1 SQSSHpSYDDSTLPLIDR S864 NEW 81.57 60 0.07 0.35 65.6 64 -0.31 -0.27 - - - - - - - -

CTND1_HUMAN CTNND1 GSLApSLDSLR S349 ELM+Swissprot 100.07 48 0.33 0.35 - - - - 146.3 68 0.08 -0.23 - - - -

CTND1_HUMAN CTNND1 SLDNNYSpTPNER T906 NEW - - - - 127.99 39 -1.02 -0.27 158.19 60 -0.78 -0.23 - - - -

CTND1_HUMAN CTNND1 GSLApSLDpSLRK S349, S352 ELM+Swissprot, ELM+Swissprot- - - - 46.8 36 0.35 -0.27 - - - - - - - -
CTND1_HUMAN CTNND1 SLDNNYpSTPNER S905 NEW - - - - - - - - 158.19 55 -0.86 -0.23 - - - -

CTR9_HUMAN CTR9 KGGEFDEFVNDDpTDDDLPISK T925 ELM+Swissprot 128.58 62 0.40 0.55 81.03 77 0.04 -0.09 - - - - - - - -
CTR9_HUMAN CTR9 HPKGEEGpSDDDETENGPKPK S970 ELM+Swissprot - - - - - - - - 81.42 41 -0.94 -0.75 - - - -

CTR9_HUMAN CTR9 GEEGpSDDDETENGPKPK S970 ELM+Swissprot - - - - - - - - - - - - 62.87 40 0.05 0.19

CTRL_HUMAN CTRL LApSPAQYTTR S129 NEW - - - - 7.87 40 0.06 -0.10 - - - - - - - -

CTRO_HUMAN CIT SESVVSGLDpSPAK S440 ELM+Swissprot 178.19 75 -0.01 0.84 116.92 54 -0.27 -0.07 194.36 47 0.10 0.21 - - - -

CTRO_HUMAN CIT MNpSPGLQTK S1432 NEW - - - - 91.73 57 -1.30 -0.07 - - - - - - - -

CTSL2_HUMAN CTDSPL2 LEDNPSpSGSPPR S132 NEW - - - - 53.09 32 -1.00 -0.59 - - - - - - - -
CTSL2_HUMAN CTDSPL2 LEDNPpSSGSPPR S131 NEW - - - - 53.09 32 -1.00 -0.59 - - - - - - - -

CTSL2_HUMAN CTDSPL2 DIDNNLITSpTPR T86 NEW - - - - - - - - 124.99 58 -0.89 0.04 - - - -

CTTB2_HUMAN CTTNBP2 LGpTPEALLGPK T1327 NEW 12.6 32 -7.79 -7.64 - - - - - - - - - - - -

CU042_HUMAN NCRNA00158 FpSLFIENR S3 NEW - - - - - - - - - - - - 69.57 37 -7.52 -7.38

CU070_HUMAN C21orf70 GEAAPGPAPPAPEApTPPPASAAGK T34 ELM+Swissprot - - - - - - - - 55.87 38 -0.12 -0.34 - - - -

CU070_HUMAN C21orf70 FQELLApSPAYR S203 ELM+Swissprot - - - - - - - - 134.56 46 -0.63 -0.34 - - - -

CUL3_HUMAN CUL3 FLPpSPVVIK S737 ELM+Swissprot - - - - - - - - 118.17 36 -0.27 -0.04 - - - -

CUL4B_HUMAN CUL4B SATDGNTSTpTPPTSAK T31 ELM 202.39 78 0.08 0.07 169.28 126 0.22 -0.24 198.77 107 0.14 0.03 198.77 111 0.24 0.25
CUL4B_HUMAN CUL4B MAEESSSSSSSSpSPTAATSQQQQLK S128 NEW - - - - 123.02 47 -0.48 -0.24 - - - - - - - -

CUL4B_HUMAN CUL4B SATDGNTSTpTPPpTSAK T31, T34 ELM, NEW - - - - - - - - 122.16 43 -0.33 0.03 - - - -

CUL4B_HUMAN CUL4B SATDGNTSTpTPPTpSAK T31, S35 ELM, NEW - - - - - - - - 122.16 43 -0.33 0.03 - - - -

CV009_HUMAN C22orf9 VTSFSTPPpTPER T293 NEW - - - - 62.3 35 -0.13 -0.11 63.88 53 0.17 0.18 - - - -

CV009_HUMAN C22orf9 VSTGDpTSPCGTEEDSSPASPMHER T266 NEW - - - - - - - - - - - - 83.62 38 0.45 0.59

CV009_HUMAN C22orf9 VSTGDTpSPCGTEEDSSPASPMHER S267 NEW - - - - - - - - - - - - 83.62 38 0.45 0.59
CX023_HUMAN CXorf23 FpSTMQDIHK S499 NEW 62.96 37 -3.90 -3.76 51.27 49 4.95 4.79 - - - - - - - -

CXAR_HUMAN CXADR TPQpSPTLPPAK S332 ELM+Swissprot - - - - - - - - 92.11 43 -0.09 -0.08 - - - -
CYB5B_HUMAN CYB5B GQEVETpSVTYYR S19 NEW - - - - - - - - - - - - 102.9 38 -1.99 -0.21

CYBR1_HUMAN CYBRD1 NLALDEAGQRSpTM T285 Swissprot 141.55 63 -0.14 0.14 141.55 63 -0.28 -0.30 116.92 68 -0.18 -0.15 130.44 58 -0.30 -0.08

CYBR1_HUMAN CYBRD1 NLALDEAGQRpSTM S284 NEW 141.55 65 0.12 0.14 - - - - - - - - - - - -

CYTSA_HUMAN CYTSA KGSpSGNApSEVSVACLTER S385, S389 NEW, NEW 50.86 43 0.50 0.15 - - - - - - - - - - - -

CYTSA_HUMAN CYTSA KGpSSGNApSEVSVACLTER S384, S389 NEW, NEW 50.86 43 0.50 0.15 - - - - - - - - - - - -

CYTSA_HUMAN CYTSA AQLGINEDHpSEGDEK S220 ELM+Swissprot - - - - 95.78 83 -0.07 -0.03 - - - - - - - -
D19L2_HUMAN DPY19L2 IVYpSTYSR S675 NEW 16.76 50 4.16 4.30 - - - - - - - - - - - -

D19L2_HUMAN DPY19L2 IVYSpTYSR T676 NEW 16.76 50 4.16 4.30 - - - - - - - - - - - -
DAB2P_HUMAN DAB2IP SLPGSLSEKpSPpSMEPSAATPFR S62, S64 NEW, NEW - - - - - - - - - - - - 13.26 32 0.54 0.68

DAP1_HUMAN DAP DKDDQEWESPpSPPKPTVFISGVIAR S51 Swissprot - - - - 86.23 36 0.24 0.09 - - - - - - - -

DBF4A_HUMAN DBF4 YSVGSLpSPVSASVLK S359 ELM - - - - - - - - 130.95 100 0.18 0.20 - - - -

DBNL_HUMAN DBNL YQEQGGEApSPQR S232 ELM+Swissprot 73.55 48 0.50 0.19 51.74 57 -1.15 -0.38 136.26 68 -0.49 0.01 85.46 62 -1.94 -0.14

DBNL_HUMAN DBNL AMSTTSIpSSPQPGK S274 NEW - - - - 138.72 73 -0.67 -0.38 125.18 80 -0.77 0.01 114.49 60 -1.92 -0.14

DBNL_HUMAN DBNL AMSTTSISpSPQPGK S275 ELM+Swissprot - - - - 78.04 72 -0.73 -0.38 - - - - - - - -
DBPA_HUMAN CSDA NYAGEEEEEGpSGpSpSEGFDPPATDR S201, S203, S204NEW, NEW, NEW 28.58 38 1.50 0.58 - - - - - - - - - - - -

DBPA_HUMAN CSDA NYAGEEEEEGSGpSpSEGFDPPATDR S203, S204 NEW, NEW 32.02 35 0.92 0.58 - - - - - - - - - - - -

DBPA_HUMAN CSDA NYAGEEEEEGpSGSpSEGFDPPATDR S201, S204 NEW, NEW 32.02 35 0.92 0.58 - - - - - - - - - - - -

DBPA_HUMAN CSDA NYAGEEEEEGpSGpSSEGFDPPATDR S201, S203 NEW, NEW 32.02 35 0.92 0.58 80.08 46 0.04 -0.09 - - - - - - - -

DBPA_HUMAN CSDA NYAGEEEEEGSGSpSEGFDPPATDR S204 NEW 31.42 34 -0.02 0.58 45.25 42 0.06 -0.09 - - - - - - - -

DBPA_HUMAN CSDA NYAGEEEEEGSGpSSEGFDPPATDR S203 NEW 31.42 34 -0.02 0.58 45.25 42 0.06 -0.09 - - - - - - - -
DBPA_HUMAN CSDA NYAGEEEEEGpSGSSEGFDPPATDR S201 NEW 31.42 34 -0.02 0.58 - - - - - - - - - - - -

DBPA_HUMAN CSDA AGEAPTENPAPPTQQpSSAE S369 NEW - - - - - - - - 108.08 60 0.06 -0.03 - - - -
DBPA_HUMAN CSDA AGEAPTENPAPPTQQSpSAE S370 NEW - - - - - - - - 108.08 60 0.06 -0.03 - - - -

DC1I2_HUMAN DYNC1I2 SVSpTPSEAGSQDSGDGAVGSR T95 NEW - - - - 215.73 140 -1.09 -0.21 201.93 132 -1.06 -0.04 215.73 118 -2.31 0.04

DC1I2_HUMAN DYNC1I2 SVpSTPSEAGSQDSGDGAVGSR S94 Swissprot - - - - - - - - 201.93 132 -1.06 -0.04 - - - -

DC1L1_HUMAN DYNC1LI1 KPVTVSPTpTPTSPTEGEAS T513 Swissprot_similarity92.17 78 0.15 0.42 98.36 80 0.09 -0.15 134.47 85 0.16 -0.17 - - - -

DC1L1_HUMAN DYNC1LI1 SVSSNVASVpSPIPAGSK S421 Swissprot 136.78 86 0.03 0.42 128.58 109 -1.11 -0.15 103.82 120 -0.49 -0.17 115.96 113 -2.34 -0.09

DC1L1_HUMAN DYNC1LI1 KPVTVpSPTTPTSPTEGEAS S510 ELM+Swissprot_similarity144.98 70 -0.08 0.42 - - - - - - - - 132.25 72 -0.22 -0.09
DC1L1_HUMAN DYNC1LI1 KPVTVSPTTPpTSPTEGEAS T515 ELM+Swissprot_similarity92.17 78 0.15 0.42 98.36 80 0.09 -0.15 134.47 85 0.16 -0.17 - - - -

DC1L1_HUMAN DYNC1LI1 DFQEYVEPGEDFPApSPQRR S207 ELM+Swissprot 50.86 56 0.02 0.42 65.6 42 0.07 -0.15 79.77 46 -0.03 -0.17 68.56 47 0.04 -0.09
DC1L1_HUMAN DYNC1LI1 KPVTVSPTTPTpSPTEGEAS S516 ELM+Swissprot 92.17 78 0.15 0.42 98.36 80 0.09 -0.15 130.1 85 0.16 -0.17 111.87 64 0.52 -0.09

DC1L1_HUMAN DYNC1LI1 SVSSNVApSVSPIPAGSK S419 Swissprot - - - - 128.58 83 -0.89 -0.15 - - - - - - - -

DC1L1_HUMAN DYNC1LI1 KPVTVpSPTpTPTSPTEGEAS S510, T513 ELM+Swissprot_similarity, Swissprot_similarity- - - - 85.72 43 -0.45 -0.15 - - - - - - - -

DC1L1_HUMAN DYNC1LI1 KPVTVpSPTTPTpSPTEGEAS S510, S516 ELM+Swissprot_similarity, ELM+Swissprot- - - - 85.72 43 -0.45 -0.15 85.72 42 -0.34 -0.17 - - - -

DC1L1_HUMAN DYNC1LI1 VPGGpSPRpTPNR S405, T408 ELM+Swissprot, Swissprot- - - - 63.88 42 -0.77 -0.15 69.17 41 -0.95 -0.17 - - - -



DC1L1_HUMAN DYNC1LI1 KpTGSPGGPGVSGGpSPAGGAGGGSSGLPPSTKT456, S468 NEW, NEW - - - - - - - - 107.82 63 -0.70 -0.17 - - - -

DC1L1_HUMAN DYNC1LI1 KpTGSPGGPGVpSGGSPAGGAGGGSSGLPPSTKT456, S465 NEW, NEW - - - - - - - - 107.82 63 -0.70 -0.17 - - - -

DC1L1_HUMAN DYNC1LI1 KPVTVSPTTPpTpSPTEGEAS T515, S516 ELM+Swissprot_similarity, ELM+Swissprot- - - - - - - - 81.03 54 -0.22 -0.17 - - - -

DC1L1_HUMAN DYNC1LI1 KPVTVSPpTpTPTSPTEGEAS T512, T513 Swissprot_similarity, Swissprot_similarity- - - - - - - - - - - - 90.47 36 -0.93 -0.09

DC1L1_HUMAN DYNC1LI1 TGSPGGPGVpSGGSPAGGAGGGpSpSGLPPSTKS465, S477, S478NEW, NEW, NEW - - - - - - - - - - - - 5.65 36 0.17 -0.09
DC1L1_HUMAN DYNC1LI1 TGpSPGGPGVSGGSPAGGAGGGpSpSGLPPSTKS458, S477, S478NEW, NEW, NEW - - - - - - - - - - - - 5.65 36 0.17 -0.09

DC1L1_HUMAN DYNC1LI1 KpTGSPGGPGVSGGSPAGGAGGGSpSGLPPSTKT456, S478 NEW, NEW - - - - - - - - - - - - 6.76 31 -0.99 -0.09

DC1L1_HUMAN DYNC1LI1 KpTGSPGGPGVSGGSPAGGAGGGpSSGLPPSTKT456, S477 NEW, NEW - - - - - - - - - - - - 6.76 31 -0.99 -0.09

DC1L1_HUMAN DYNC1LI1 KTGSPGGPGVpSGGSPAGGAGGGSSGLPPSpTKS465, T484 NEW, NEW - - - - - - - - - - - - 6.76 31 -0.99 -0.09

DC1L2_HUMAN DYNC1LI2 KTGpSPGpSPGAGGVQSTAK S443, S446 NEW, ELM+Swissprot85.98 56 0.80 0.10 82.62 48 -0.80 -0.64 91.91 94 -0.86 -0.27 - - - -

DC1L2_HUMAN DYNC1LI2 DFQDYMEPEEGCQGpSPQRR S194 ELM+Swissprot 54.79 42 -0.34 0.10 30.37 61 -0.27 -0.64 - - - - 37.91 40 -0.23 -0.14
DC1L2_HUMAN DYNC1LI2 DFQDYMEPEEGCQGpSPQR S194 ELM+Swissprot 121.98 43 -0.10 0.10 65.6 48 -0.69 -0.64 - - - - - - - -

DC1L2_HUMAN DYNC1LI2 ASEpSPARGPpSGSPR S383, S389 NEW, NEW - - - - 65 50 -1.14 -0.64 73.55 66 -0.53 -0.27 - - - -
DC1L2_HUMAN DYNC1LI2 ASEpSPARGPSGpSPR S383, S391 NEW, NEW - - - - 65 50 -1.14 -0.64 - - - - - - - -

DC1L2_HUMAN DYNC1LI2 KpTGSPGpSPGAGGVQSTAK T441, S446 NEW, ELM+Swissprot- - - - 107.82 73 -0.96 -0.64 124.07 82 -0.93 -0.27 - - - -

DC1L2_HUMAN DYNC1LI2 TGpSPGpSPGAGGVQSTAK S443, S446 NEW, ELM+Swissprot- - - - 76.62 42 -1.10 -0.64 163.49 85 -0.72 -0.27 - - - -

DC1L2_HUMAN DYNC1LI2 GGPASVPSpSSPGTSVK S406 NEW - - - - 103.82 59 -0.88 -0.64 92.17 72 -0.70 -0.27 - - - -

DC1L2_HUMAN DYNC1LI2 GGPASVPSSpSPGTSVK S407 NEW - - - - 103.82 59 -0.88 -0.64 92.17 72 -0.70 -0.27 - - - -

DC1L2_HUMAN DYNC1LI2 GGPASVPpSSSPGTSVK S405 NEW - - - - 103.82 59 -0.88 -0.64 92.17 59 -0.58 -0.27 - - - -
DC1L2_HUMAN DYNC1LI2 KpTGpSPGSPGAGGVQSTAK T441, S443 NEW, NEW - - - - - - - - - - - - 101.93 66 -2.26 -0.14

DCA15_HUMAN DCAF15 SSGpSPEPSPAIAK S310 NEW - - - - - - - - - - - - 60.79 49 -0.02 0.12

DCBD2_HUMAN DCBLD2 TDpSCpSSAQAQYDTPK S724, S726 NEW, NEW - - - - 133.43 61 0.37 1.96 - - - - - - - -

DCK_HUMAN DCK WCNVQSTQDEFEELTMpSQK S74 Swissprot_similarity48.83 53 -0.04 0.36 166.38 56 0.15 0.23 78.04 42 -0.28 -0.26 - - - -

DCLK1_HUMAN DCLK1 SPSPSPpTSPGSLR T336 Swissprot_similarity - - - - - - - - 40.85 35 0.38 0.40 - - - -

DCLK1_HUMAN DCLK1 SPSPSPTpSPGSLR S337 NEW - - - - - - - - 40.85 35 0.38 0.40 - - - -

DCNL3_HUMAN DCUN1D3 SNAEESpSLQR S87 NEW - - - - 28.71 44 -0.06 -0.22 - - - - - - - -

DCNL3_HUMAN DCUN1D3 SNAEEpSSLQR S86 NEW - - - - 28.71 44 -0.06 -0.22 - - - - - - - -
DCP1A_HUMAN DCP1A KApSSPSPLTIGpTPESQR S522, T531 NEW, Swissprot - - - - - - - - 88.83 45 -0.72 -0.67 - - - -

DCP1A_HUMAN DCP1A KASSPpSPLTIGpTPESQR S525, T531 ELM+Swissprot, Swissprot- - - - - - - - 88.83 45 -0.72 -0.67 - - - -

DCP1A_HUMAN DCP1A KASpSPSPLTIGpTPESQR S523, T531 ELM+Swissprot, Swissprot- - - - - - - - 88.83 45 -0.72 -0.67 - - - -

DCP1B_HUMAN DCP1B SLpSYEEPR S276 ELM+Swissprot 118.26 52 0.04 -0.25 101.82 55 0.25 -0.35 118.26 50 0.07 -0.12 86.47 49 -0.04 0.13

DCP1B_HUMAN DCP1B APTpSVTPVAPGK S391 NEW - - - - 41.92 41 -0.45 -0.35 - - - - - - - -

DCP1B_HUMAN DCP1B APTSVpTPVAPGK T393 NEW - - - - 41.92 41 -0.45 -0.35 85.46 68 -0.31 -0.12 - - - -
DCP1B_HUMAN DCP1B APpTSVTPVAPGK T390 NEW - - - - 41.92 41 -0.45 -0.35 - - - - - - - -

DCP1B_HUMAN DCP1B LQpSTPGAANK S362 NEW - - - - - - - - 62.96 43 -1.07 -0.12 - - - -
DCP2_HUMAN DCP2 HSQQLFPDGpSPGDQWVK S284 Swissprot - - - - 67.76 32 -0.28 -0.44 - - - - - - - -

DCTN1_HUMAN DCTN1 QSQIQVFEDGADTTSPEpTPDSSASK T108 NEW 54.09 34 -0.84 0.67 - - - - - - - - - - - -

DCTN2_HUMAN DCTN2 TTGpTPPDSSLVTYELHSRPEQDK T198 NEW 48.06 62 -0.89 0.00 56.9 52 -0.14 -0.28 - - - - - - - -

DCTN2_HUMAN DCTN2 TpTGTPPDSSLVTYELHSRPEQDK T196 NEW 48.06 62 -0.89 0.00 - - - - - - - - - - - -

DDB2_HUMAN DDB2 SRpSPLELEPEAK S26 ELM+Swissprot 111.19 53 0.01 0.69 111.19 52 -0.02 -0.30 62.3 36 0.23 -0.37 75.38 46 0.15 0.25

DDB2_HUMAN DDB2 pSPLELEPEAK S26 ELM+Swissprot 57.59 36 0.23 0.69 - - - - - - - - - - - -
DDB2_HUMAN DDB2 pSRpSPLELEPEAK S24, S26 ELM+Swissprot, ELM+Swissprot- - - - - - - - 24.73 35 -0.49 -0.37 - - - -

DDEF1_HUMAN ASAP1 QEEIDEpSDDDLDDKPpSPIKK S717, S726 NEW, NEW 59.16 67 -0.06 0.12 53.05 35 0.00 -0.28 - - - - - - - -

DDEF1_HUMAN ASAP1 QEEIDEpSDDDLDDKPSPIK S717 NEW 70.42 64 0.18 0.12 84.26 53 0.36 -0.28 - - - - - - - -

DDEF1_HUMAN ASAP1 QEEIDEpSDDDLDDKPSPIKK S717 NEW 59.16 55 0.41 0.12 - - - - - - - - - - - -

DDEF1_HUMAN ASAP1 LALPGFpSTPR S757 NEW - - - - - - - - 97.24 50 -1.03 -0.60 - - - -

DDEF1_HUMAN ASAP1 LALPGFSpTPR T758 NEW - - - - - - - - 97.24 50 -1.03 -0.60 - - - -

DDI2_HUMAN DDI2 IDFSSIAVPGTpSSPR S105 NEW 74.81 32 0.39 0.54 - - - - - - - - - - - -

DDI2_HUMAN DDI2 IDFSSIAVPGTSpSPR S106 NEW 74.81 32 0.39 0.54 - - - - 175.58 88 -0.45 -0.13 - - - -
DDI2_HUMAN DDI2 IDFSSIAVPGpTSSPR T104 NEW 74.81 32 0.39 0.54 - - - - - - - - - - - -

DDX10_HUMAN DDX10 INVNEIpTR T69 NEW - - - - - - - - 24.46 35 3.31 2.48 - - - -

DDX20_HUMAN DDX20 TAQDLpSSPR S47 NEW 77.93 43 0.66 0.75 - - - - - - - - - - - -

DDX20_HUMAN DDX20 TAQDLSpSPR S48 NEW 77.93 43 0.66 0.75 - - - - - - - - - - - -

DDX20_HUMAN DDX20 SYLEGSpSDNQLK S678 ELM+Swissprot 85.46 49 0.35 0.75 98.01 40 0.27 -0.10 98.01 52 0.46 0.31 - - - -

DDX20_HUMAN DDX20 SYLEGpSpSDNQLK S677, S678 ELM, ELM+Swissprot98.01 45 1.30 0.75 111.19 32 0.38 -0.10 139.42 45 0.16 0.31 - - - -
DDX20_HUMAN DDX20 YQEpSPGIQMK S714 ELM+Swissprot - - - - 94.59 35 -0.27 -0.10 100.07 35 -1.06 0.31 - - - -

DDX20_HUMAN DDX20 NSVQpTPVENSTNSQHQVK T552 NEW - - - - - - - - 49.23 49 -0.82 0.31 - - - -
DDX20_HUMAN DDX20 SYLEGpSSDNQLK S677 ELM - - - - - - - - 98.01 51 1.58 0.31 - - - -

DDX21_HUMAN DDX21 NGFPHPEPDCNPpSEAASEESNpSEIEQEIPVEQKS164, S173 Swissprot_similarity, Swissprot_similarity9.49 43 0.28 0.30 - - - - - - - - - - - -

DDX21_HUMAN DDX21 NGFPHPEPDCNPpSEAApSEESNSEIEQEIPVEQKS164, S168 Swissprot_similarity, NEW28.82 43 0.28 0.30 13.12 56 -0.07 -0.01 - - - - - - - -

DDX21_HUMAN DDX21 NGFPHPEPDCNPpSEAASEEpSNSEIEQEIPVEQKS164, S171 Swissprot_similarity, ELM+Swissprot28.82 43 0.28 0.30 - - - - - - - - - - - -

DDX21_HUMAN DDX21 NGFPHPEPDCNPSEAApSEESNpSEIEQEIPVEQKS168, S173 NEW, Swissprot_similarity9.49 43 0.28 0.30 - - - - - - - - - - - -

DDX21_HUMAN DDX21 NGFPHPEPDCNPSEAApSEEpSNSEIEQEIPVEQKS168, S171 NEW, ELM+Swissprot28.82 43 0.28 0.30 - - - - - - - - - - - -
DDX21_HUMAN DDX21 NEEPpSEEEIDAPKPK S121 ELM+Swissprot 103.96 35 0.30 0.30 107.82 79 0.13 -0.01 64.21 47 0.14 0.22 202.39 61 0.27 0.62

DDX21_HUMAN DDX21 NGFPHPEPDCNPSEAASEEpSNSEIEQEIPVEQKS171 ELM+Swissprot 22.89 63 0.43 0.30 17.32 65 0.41 -0.01 - - - - - - - -
DDX21_HUMAN DDX21 NGFPHPEPDCNPpSEAASEESNSEIEQEIPVEQKS164 Swissprot_similarity - - - - 17.32 65 0.41 -0.01 - - - - - - - -

DDX21_HUMAN DDX21 NGFPHPEPDCNPSEAASEESNpSEIEQEIPVEQKS173 Swissprot_similarity - - - - 17.32 65 0.41 -0.01 - - - - - - - -

DDX21_HUMAN DDX21 NGFPHPEPDCNPSEAApSEESNSEIEQEIPVEQKS168 NEW - - - - 17.32 65 0.41 -0.01 - - - - - - - -

DDX21_HUMAN DDX21 AEPSEVDMNpSPK S71 ELM+Swissprot - - - - 85.46 42 -0.37 -0.01 85.46 45 -0.34 0.22 41.92 50 -1.14 0.62

DDX21_HUMAN DDX21 EEPSQNDIpSPK S89 ELM+Swissprot - - - - 111.42 68 0.14 -0.01 119.71 70 -0.06 0.22 105.56 34 0.12 0.62

DDX21_HUMAN DDX21 KAEPSEVDMNpSPK S71 ELM+Swissprot - - - - - - - - 48.06 34 -0.11 0.22 - - - -
DDX42_HUMAN DDX42 YMAENPTAGVVQEEEEDNLEYDpSDGNPIAPTKS185 ELM+Swissprot_similarity58.95 60 0.31 0.50 73.45 46 -0.12 -0.21 - - - - - - - -

DDX42_HUMAN DDX42 YMAENPTAGVVQEEEEDNLEpYDSDGNPIAPTKY183 NEW - - - - 68.55 61 -0.03 -0.21 - - - - - - - -

DDX42_HUMAN DDX42 QQFHSKPVDpSDpSDDDPLEAFMAEVEDQAARS109, S111 ELM+Swissprot, ELM+Swissprot- - - - 138.17 87 -0.09 -0.21 - - - - 118.59 71 0.10 0.10

DDX46_HUMAN DDX46 AALGLQDpSDDEDAAVDIDEQIESMFNSK S804 ELM+Swissprot - - - - 19.3 39 -0.26 2.30 - - - - - - - -

DDX46_HUMAN DDX46 SGPTVpTKVVTVVTTK T262 NEW - - - - - - - - - - - - 11.22 34 5.42 3.15

DDX51_HUMAN DDX51 VNDAEPGpSPEAPQGK S83 ELM+Swissprot 146.98 76 0.10 0.16 138.72 85 -0.01 -0.15 146.98 79 -0.15 -0.01 178.96 86 0.18 0.16
DDX54_HUMAN DDX54 GAApSQARGSDpSEDGEFEIQAEDDAR S34, S41 NEW, ELM+Swissprot108.08 67 0.78 0.93 - - - - - - - - - - - -

DDX54_HUMAN DDX54 GAASQARGpSDpSEDGEFEIQAEDDAR S39, S41 ELM+Swissprot, ELM+Swissprot108.08 67 0.78 0.93 78.04 54 0.13 -0.11 93.44 62 -0.52 -0.35 - - - -
DDX55_HUMAN DDX55 EEGpSDIEDEDMEELLNDTR S544 Swissprot 82.8 97 0.17 0.10 - - - - - - - - - - - -

DDX6_HUMAN DDX6 VMApTTGGTNLR T199 NEW 7.45 33 -4.23 0.22 - - - - - - - - - - - -

DDX6_HUMAN DDX6 VMATpTGGTNLR T200 NEW 7.45 33 -4.23 0.22 - - - - - - - - - - - -

DDX6_HUMAN DDX6 VMATTGGpTNLR T203 NEW 7.45 33 -4.23 0.22 - - - - - - - - - - - -

DEMA_HUMAN EPB49 RGAEEEEEEEDDDpSGEEMK S226 ELM+Swissprot - - - - - - - - 136.78 60 -1.02 -0.84 - - - -

DEN2C_HUMAN DENND2C NRNpSQTIR S285 NEW - - - - - - - - 35.44 33 2.96 2.97 - - - -
DEN4C_HUMAN DENND4C ISpSVPNSLSK S1387 NEW - - - - 86.27 44 -0.13 -0.29 - - - - - - - -

DEN4C_HUMAN DENND4C LFpSPVIAR S989 NEW - - - - - - - - 135.86 44 -0.56 -0.55 - - - -
DENR_HUMAN DENR LTVENpSPKQEAGISEGQGTAGEEEEK S73 Swissprot 80.08 117 0.28 0.24 77.51 104 -0.39 -0.13 98.1 93 -0.22 0.11 93.94 108 -1.30 -0.07

DENR_HUMAN DENR LTVENpSPK S73 Swissprot - - - - 69.57 36 -0.41 -0.13 - - - - - - - -

DENR_HUMAN DENR LpTVENSPKQEAGISEGQGTAGEEEEK T69 Swissprot - - - - - - - - - - - - 93.94 99 -1.23 -0.07

DFFA_HUMAN DFFA ApSPPGDLQNPK S315 ELM+Swissprot - - - - 102.9 48 0.06 -0.30 146.32 56 -0.16 -0.32 94.59 64 -0.35 -0.14

DGC14_HUMAN DGCR14 GLpSPAMpSPALQR S391, S395 NEW, NEW - - - - 77.31 40 0.06 -0.49 89.76 54 0.19 0.01 - - - -



DGC14_HUMAN DGCR14 VTENLASLpTPK T386 NEW - - - - 56.01 34 -0.86 -0.49 45.48 36 -0.23 0.01 - - - -

DGCR8_HUMAN DGCR8 EQSSDLTPpSGDVpSPVKPLSR S373, S377 NEW, NEW 65.28 49 0.11 0.31 104.54 69 -0.10 -0.46 - - - - 81.03 43 -0.08 0.28

DGCR8_HUMAN DGCR8 EQSSDLTPSGDVpSPVKPLSR S377 NEW 29.75 37 0.22 0.31 41.99 42 -0.37 -0.46 - - - - - - - -

DGCR8_HUMAN DGCR8 pYGGDSDHPSDGEpTSVQPMMTK Y267, T279 NEW, NEW - - - - 11.45 31 0.03 -0.46 - - - - - - - -

DGCR8_HUMAN DGCR8 pYGGDSDHPpSDGETSVQPMMTK Y267, S275 NEW, NEW - - - - 11.45 31 0.03 -0.46 - - - - - - - -
DGCR8_HUMAN DGCR8 YGGDpSDHPpSDGETSVQPMMTK S271, S275 NEW, NEW - - - - - - - - - - - - 124.07 47 0.44 0.28

DGLB_HUMAN DAGLB WSPAYSFSSDpSPLDSSPK S579 NEW - - - - - - - - 106.28 77 -0.04 -0.04 - - - -

DHX15_HUMAN DHX15 VIVMpSATLDAGK S292 NEW 23.54 50 0.24 1.14 - - - - - - - - - - - -

DHX16_HUMAN DHX16 LLEDpSEEpSSEETVSR S103, S106 ELM+Swissprot, ELM+Swissprot95.78 95 0.79 0.46 118.12 105 0.19 -0.11 105.78 125 0.31 0.42 93.94 96 0.73 0.11

DHX16_HUMAN DHX16 QQTEKPEpSEDEWER S160 ELM+Swissprot 103.96 45 0.58 0.46 164.13 54 0.10 -0.11 - - - - - - - -

DHX16_HUMAN DHX16 LLEDpSEEpSpSEETVSR S103, S106, S107ELM+Swissprot, ELM+Swissprot, ELM+Swissprot- - - - - - - - 74.81 54 -0.05 0.42 - - - -
DHX16_HUMAN DHX16 LLEDpSEESpSEETVSR S103, S107 ELM+Swissprot, ELM+Swissprot- - - - - - - - 105.78 125 0.31 0.42 93.94 96 0.73 0.11

DHX29_HUMAN DHX29 FQSPQIQATIpSPPLQPK S200 ELM+Swissprot - - - - 132.25 34 0.00 0.00 - - - - - - - -
DHX8_HUMAN DHX8 QSMDMpSPIK S460 NEW - - - - 51.27 51 -0.06 -0.26 - - - - - - - -

DI3L2_HUMAN DIS3L2 RPGTQGHLGPEKEEEEpSDGEPEDSSTS S875 NEW 18.32 54 0.94 1.22 - - - - - - - - - - - -

DI3L2_HUMAN DIS3L2 RPGpTQGHLGPEKEEEESDGEPEDSSTS T862 NEW - - - - - - - - - - - - 8.55 52 0.34 0.58

DIDO1_HUMAN DIDO1 VKGGDDHDDpTpSDSDpSDGLTLK T151, S152, S156ELM+Swissprot, ELM+Swissprot, NEW76.39 39 0.75 0.50 - - - - - - - - - - - -

DIDO1_HUMAN DIDO1 VKGGDDHDDpTpSDpSDSDGLTLK T151, S152, S154ELM+Swissprot, ELM+Swissprot, ELM+Swissprot76.39 39 0.75 0.50 - - - - - - - - - - - -

DIDO1_HUMAN DIDO1 RNpSVERPAEPVAGAATPSLVEQQK S1456 ELM+Swissprot 59.74 52 0.28 0.50 - - - - 78.77 74 -0.65 -0.47 - - - -
DIDO1_HUMAN DIDO1 TAAPpSPSLLYK S523 ELM+Swissprot - - - - - - - - 150.12 38 -0.18 -0.47 - - - -

DJB12_HUMAN DNAJB12 AGGTDAPpSANGEAGGESTK S81 NEW - - - - - - - - - - - - 53.79 43 0.45 0.46

DKC1_HUMAN DKC1 AGLESGAEPGDGDpSDTTK S494 ELM+Swissprot 119.94 77 0.04 0.56 163.84 113 -0.09 -0.22 177.25 103 0.06 -0.06 208.39 96 0.06 0.16

DKC1_HUMAN DKC1 AGLESGAEPGDGDpSDTTKK S494 ELM+Swissprot 158.07 79 0.01 0.56 73.29 77 0.05 -0.22 128.02 96 -0.02 -0.06 100.11 66 0.27 0.16

DKC1_HUMAN DKC1 AGLEpSGAEPGDGDpSDTTKK S485, S494 ELM+Swissprot_similarity, ELM+Swissprot- - - - 35.34 32 0.10 -0.22 97.7 60 -0.39 -0.06 - - - -

DKC1_HUMAN DKC1 RESEpSEpSDETPPAAPQLIK S453, S455 ELM+Swissprot, ELM+Swissprot- - - - 75.25 34 -0.23 -0.22 - - - - - - - -

DKC1_HUMAN DKC1 REpSEpSESDETPPAAPQLIK S451, S453 ELM+Swissprot, ELM+Swissprot- - - - 75.25 34 -0.23 -0.22 - - - - - - - -

DKC1_HUMAN DKC1 REpSESEpSDETPPAAPQLIK S451, S455 ELM+Swissprot, ELM+Swissprot- - - - 75.25 34 -0.23 -0.22 - - - - - - - -
DKC1_HUMAN DKC1 pSLPEEDVAEIQHAEEFLIKPESK S21 ELM+Swissprot - - - - 28.91 41 -1.06 -0.22 - - - - - - - -

DKC1_HUMAN DKC1 AKEVELVpSE S513 ELM+Swissprot - - - - - - - - 94.8 40 -0.72 -0.06 - - - -

DLG1_HUMAN DLG1 EQMMNSSISSGpSGSLR S573 NEW - - - - - - - - - - - - 92.17 67 0.26 0.31

DLG5_HUMAN DLG5 VGPCpSSPPAAR S1208 NEW - - - - 57.59 31 0.66 0.50 57.59 40 -0.03 0.01 - - - -

DLG5_HUMAN DLG5 VGPCSpSPPAAR S1209 NEW - - - - 57.59 31 0.66 0.50 57.59 40 -0.03 0.01 - - - -

DLG5_HUMAN DLG5 LGpSSSNLQFK S1263 NEW - - - - - - - - 111.42 52 0.03 0.01 - - - -
DLGP4_HUMAN DLGAP4 ANSWQLVEpTPEK T915 Swissprot_similarity127.99 80 -0.02 -0.41 142.76 84 -0.05 -0.21 100.39 77 0.03 0.72 127.99 68 -0.17 -0.03

DLGP5_HUMAN DLGAP5 NEMGIPQQTTpSPENAGPQNTK S662 ELM+Swissprot 90.47 37 -0.14 0.49 124.07 35 -0.76 -0.61 50.86 66 -0.51 -0.04 146.35 61 -1.41 -0.09
DLGP5_HUMAN DLGAP5 NTASQNpSILEEGETK S777 ELM+Swissprot 172.36 90 -1.76 0.49 158.07 88 -2.89 -0.61 222.28 99 -2.47 -0.04 82.62 70 -3.86 -0.09

DLGP5_HUMAN DLGAP5 TYQVTPMpTPR T329 Swissprot - - - - 114.67 42 -0.20 -0.61 - - - - - - - -

DLGP5_HUMAN DLGAP5 TYQVpTPMTPR T326 NEW - - - - 114.67 42 -0.20 -0.61 - - - - - - - -

DLGP5_HUMAN DLGAP5 SpSIEDAQCPGLPDLIEENHVVNK S690 NEW - - - - 130.1 65 -1.06 -0.61 - - - - - - - -

DLGP5_HUMAN DLGAP5 pSSIEDAQCPGLPDLIEENHVVNK S689 ELM+Swissprot - - - - 130.1 65 -1.06 -0.61 - - - - - - - -

DLGP5_HUMAN DLGAP5 HISFGGNLITFpSPLQPGEF S839 ELM+Swissprot - - - - 62.95 54 -0.78 -0.61 - - - - - - - -
DLGP5_HUMAN DLGAP5 NEMGIPQQTpTSPENAGPQNTK T661 NEW - - - - - - - - 50.86 37 -0.45 -0.04 - - - -

DMXL2_HUMAN DMXL2 ASEGASpSESLLSVPGQK S930 NEW - - - - - - - - 76.62 80 0.00 0.01 - - - -

DMXL2_HUMAN DMXL2 ASEGApSSESLLSVPGQK S929 NEW - - - - - - - - 76.62 80 0.00 0.01 - - - -

DNJA1_HUMAN DNAJA1 VNFPENGFLpSPDK S335 Swissprot 49.23 56 0.17 0.37 49.23 56 -0.52 0.35 70.15 92 -0.25 0.22 - - - -

DNJC1_HUMAN DNAJC1 DFDIAEQNEpSpSDEESLRK S479, S480 ELM+Swissprot_similarity, ELM+Swissprot_similarity70.42 49 -0.03 0.27 50.46 41 -0.22 -0.18 41.99 43 -0.29 -0.39 71.82 50 -0.21 0.10

DNJC1_HUMAN DNAJC1 DSVTCpSPGMVR S381 NEW - - - - - - - - 89.76 38 -0.92 -0.39 - - - -

DNJC2_HUMAN DNAJC2 NApSApSFQELEDK S47, S49 Swissprot, Swissprot65.55 42 0.68 0.47 - - - - - - - - - - - -

DNJC5_HUMAN DNAJC5 SLpSTSGESLYHVLGLDK S10 ELM+Swissprot 163.49 74 0.11 0.25 113.88 51 0.11 -0.05 82.62 56 0.10 0.11 - - - -
DNL1_HUMAN LIG1 EGEDGDQPTpTPPKPLK T183 NEW 50.86 31 0.09 0.24 - - - - - - - - - - - -

DNL1_HUMAN LIG1 EGEDGDQPpTTPPKPLK T182 NEW 50.86 31 0.09 0.24 - - - - - - - - - - - -

DNL1_HUMAN LIG1 AEpTPTEpSVSEPEVATK T195, S199 ELM+Swissprot, NEW65.6 44 0.37 0.24 71.82 35 0.28 0.07 - - - - - - - -

DNL1_HUMAN LIG1 EWNGVVSEpSDpSPVK S49, S51 ELM+Swissprot, ELM+Swissprot74.81 48 0.60 0.24 - - - - - - - - - - - -

DNL1_HUMAN LIG1 VLGpSEGEEEDEALpSPAK S66, S76 ELM+Swissprot, ELM+Swissprot82.62 42 0.39 0.24 115.96 55 0.19 0.07 111.87 97 0.34 0.12 - - - -

DNL1_HUMAN LIG1 AEpTPTESVpSEPEVATK T195, S201 ELM+Swissprot, ELM+Swissprot65.6 44 0.37 0.24 - - - - - - - - - - - -
DNL1_HUMAN LIG1 EWNGVVSESDpSPVK S51 ELM+Swissprot 97.7 71 0.16 0.24 164.13 87 0.01 0.07 210.19 83 0.04 0.12 149.82 84 -0.01 0.36

DNL1_HUMAN LIG1 VLGSEGEEEDEALpSPAK S76 ELM+Swissprot 191.99 129 -0.08 0.24 111.87 127 -0.15 0.07 56.67 122 0.11 0.12 136.78 90 0.20 0.36
DNL1_HUMAN LIG1 TIQEVLEEQpSEDEDREAK S141 ELM+Swissprot 139.18 71 0.20 0.24 50.86 74 0.02 0.07 33.78 47 0.05 0.12 48.83 36 0.21 0.36

DNL1_HUMAN LIG1 AEpTPTESVSEPEVATK T195 ELM+Swissprot 92.17 60 0.18 0.24 128.58 73 0.15 0.07 115.96 75 0.24 0.12 105.78 60 0.43 0.36

DNL1_HUMAN LIG1 EWNGVVpSESDpSPVK S47, S51 ELM, ELM+Swissprot74.81 56 0.31 0.24 125.18 60 0.41 0.07 164.13 65 0.22 0.12 - - - -

DNL1_HUMAN LIG1 TSKAETPpTESVpSEPEVATK T197, S201 NEW, ELM+Swissprot- - - - 60.79 35 0.34 0.07 74.81 37 0.27 0.12 - - - -

DNL1_HUMAN LIG1 TLSSFFpTPR T233 ELM+Swissprot - - - - 103.12 53 -0.21 0.07 103.12 61 -0.83 0.12 - - - -

DNL1_HUMAN LIG1 EWNGVVpSEpSDSPVK S47, S49 ELM, ELM+Swissprot- - - - 125.18 60 0.41 0.07 164.13 65 0.22 0.12 - - - -
DNL1_HUMAN LIG1 TSKAETPpTESVSEPEVATK T197 NEW - - - - - - - - 59.16 51 0.23 0.12 - - - -

DNL1_HUMAN LIG1 TSKAEpTPTESVpSEPEVATK T195, S201 ELM+Swissprot, ELM+Swissprot- - - - - - - - 74.81 37 0.27 0.12 - - - -
DNL1_HUMAN LIG1 TSKAEpTPTESVSEPEVATK T195 ELM+Swissprot - - - - - - - - 59.16 42 0.05 0.12 - - - -

DNL3_HUMAN LIG3 LTTTGQVpTSPVK T122 Swissprot_similarity - - - - 51.74 32 -0.18 -0.13 111.19 68 -0.24 1.17 - - - -

DNL3_HUMAN LIG3 LTTTGQVTpSPVK S123 Swissprot - - - - 51.74 32 -0.18 -0.13 111.19 68 -0.24 1.17 111.19 63 -0.21 -0.07

DNL3_HUMAN LIG3 VVPNPFpSESGGDMK S41 NEW - - - - - - - - 78.04 37 3.18 1.17 - - - -

DNM1L_HUMAN DNM1L TpSKAEELLAEEK S596 NEW 24.73 37 3.44 0.90 - - - - - - - - - - - -

DNM1L_HUMAN DNM1L SKPIPIMPApSPQK S616 ELM+Swissprot - - - - - - - - - - - - 38.85 54 -0.66 0.29
DNM3A_HUMAN DNMT3A RSEPQPEEGpSPAGGQK S105 Swissprot - - - - - - - - - - - - 82.62 53 0.07 0.21

DNMBP_HUMAN DNMBP SLDQTpSPCPLVLVR S689 NEW - - - - 101.78 49 -1.06 -0.80 116.92 35 -0.79 -1.62 - - - -

DNMBP_HUMAN DNMBP SLDQpTSPCPLVLVR T688 NEW - - - - - - - - 116.92 35 -0.79 -1.62 - - - -

DNMT1_HUMAN DNMT1 EADDDEEVDDNIPEMPpSPK S714 ELM+Swissprot 60.35 32 0.24 0.68 - - - - - - - - - - - -

DNMT1_HUMAN DNMT1 EADDDEEVDDNIPEMPpSPKK S714 ELM+Swissprot 96.66 40 0.24 0.68 93.44 51 0.09 -0.49 - - - - - - - -

DNMT1_HUMAN DNMT1 SDGEAKPEPpSPpSPR S152, S154 NEW, Swissprot - - - - - - - - 40.85 33 0.10 -0.01 - - - -
DOC10_HUMAN DOCK10 ASLApSLDpSNPSTNEK S1289, S1292 ELM+Swissprot, ELM+Swissprot- - - - - - - - 74.81 94 0.17 0.19 - - - -

DOCK7_HUMAN DOCK7 SPpSGpSAFGSQENLR S1432, S1434 Swissprot_similarity, NEW46.94 43 0.71 0.33 - - - - - - - - - - - -
DOCK7_HUMAN DOCK7 SPpSGSAFGpSQENLR S1432, S1438 Swissprot_similarity, NEW46.94 43 0.71 0.33 - - - - 89.63 66 0.27 0.14 - - - -

DOCK7_HUMAN DOCK7 SNpSWVNTGGPK S929 NEW 138.18 53 0.70 0.33 158.61 67 0.18 -0.20 - - - - - - - -

DOCK7_HUMAN DOCK7 SPSGSAFGpSQENLR S1438 NEW 89.63 77 0.25 0.33 - - - - 46.94 52 0.46 0.14 60.79 42 -0.04 0.21

DOCK7_HUMAN DOCK7 SPpSGSAFGSQENLR S1432 Swissprot_similarity - - - - 114.49 80 0.27 -0.20 127.75 84 0.48 0.14 - - - -

DOCK7_HUMAN DOCK7 QISGQYSGpSPQLLK S30 Swissprot - - - - 54.21 57 -0.40 -0.20 194.31 82 -0.54 0.14 - - - -

DOCK7_HUMAN DOCK7 MNpSLTFK S1383 NEW - - - - - - - - 48.48 38 0.04 0.14 - - - -
DOCK7_HUMAN DOCK7 SRpSLSNpSNPDISGTPTSPDDEVR S896, S900 NEW, Swissprot_similarity- - - - - - - - - - - - 66.78 50 0.16 0.21

DOCK7_HUMAN DOCK7 SRSLpSNpSNPDISGTPTSPDDEVR S898, S900 NEW, Swissprot_similarity- - - - - - - - - - - - 66.78 50 0.16 0.21
DOCK7_HUMAN DOCK7 SRpSLpSNSNPDISGTPTSPDDEVR S896, S898 NEW, NEW - - - - - - - - - - - - 66.78 50 0.16 0.21

DP13A_HUMAN APPL1 VNQSALEAVTPpSPSFQQR S401 ELM+Swissprot_similarity- - - - - - - - 132.25 108 -2.15 -2.14 - - - -

DPH2_HUMAN DPH2 GIAIAYEDEGpSG S488 NEW 116.7 50 0.22 0.29 196.05 50 0.03 -0.10 138.18 61 -0.19 0.00 - - - -

DPOA2_HUMAN POLA2 AISpTPETPLTK T127 ELM+Swissprot - - - - 89.76 32 -0.06 0.88 67.31 36 0.49 0.50 - - - -

DPOA2_HUMAN POLA2 AIpSTPETPLTK S126 NEW - - - - - - - - 67.31 36 0.49 0.50 - - - -



DPOD3_HUMAN POLD3 VALpSDDETKETENMR S307 ELM+Swissprot 79.77 61 -0.18 0.11 67.05 31 -0.02 -0.18 - - - - - - - -

DPOD3_HUMAN POLD3 LApTPAGLK T277 NEW - - - - - - - - 46.61 38 -0.64 -0.63 - - - -

DPOLA_HUMAN POLA1 IApSPVSR S209 ELM 66.57 36 0.12 0.14 52.77 32 -0.12 -0.28 66.57 37 -0.21 -0.24 - - - -

DPOLA_HUMAN POLA1 pSIGApSPNPFSVHTATAVPSGK S186, S190 Swissprot_similarity, NEW- - - - - - - - 62.87 40 -0.93 -0.24 - - - -

DPPA3_HUMAN DPPA3 NLSNLTINASSEpSVSPLSEALLR S52 NEW - - - - 34.41 34 -0.35 -0.51 - - - - - - - -
DPPA3_HUMAN DPPA3 NLSNLTINASSESVpSPLSEALLR S54 NEW - - - - 34.41 34 -0.35 -0.51 - - - - - - - -

DPYL2_HUMAN DPYSL2 TVTPApSSAKpTSPAK S517, T521 NEW, NEW 79.77 50 0.37 0.42 - - - - - - - - - - - -

DPYL2_HUMAN DPYSL2 TVTPApSSAKTpSPAK S517, S522 NEW, ELM+Swissprot79.77 50 0.37 0.42 - - - - - - - - - - - -

DPYL2_HUMAN DPYSL2 TVTPASpSAKpTSPAK S518, T521 ELM+Swissprot, NEW79.77 50 0.37 0.42 76.39 62 0.17 -0.19 - - - - 76.39 40 0.40 -0.09

DPYL2_HUMAN DPYSL2 TVTPASpSAKTpSPAK S518, S522 ELM+Swissprot, ELM+Swissprot79.77 50 0.37 0.42 76.39 62 0.17 -0.19 - - - - 76.39 40 0.40 -0.09

DPYL2_HUMAN DPYSL2 GLYDGPVCEVSVpTPK T509 ELM+Swissprot 146.98 51 -0.02 0.42 146.98 106 -0.38 -0.19 175.58 93 -0.47 0.07 167.38 73 -0.93 -0.09
DPYL2_HUMAN DPYSL2 TVpTPASSAK T514 ELM+Swissprot 106.41 39 1.27 0.42 106.41 45 0.61 -0.19 - - - - - - - -

DPYL2_HUMAN DPYSL2 TVTPASSAKpTSPAK T521 NEW - - - - - - - - 76.39 50 -0.45 0.07 - - - -
DPYL2_HUMAN DPYSL2 TVpTPASSAKpTSPAK T514, T521 ELM+Swissprot, NEW- - - - - - - - 65.6 43 -0.41 0.07 - - - -

DPYL2_HUMAN DPYSL2 TVpTPASSAKTpSPAK T514, S522 ELM+Swissprot, ELM+Swissprot- - - - - - - - 65.6 43 -0.41 0.07 - - - -

DPYL2_HUMAN DPYSL2 TVTPASSAKTpSPAK S522 ELM+Swissprot - - - - - - - - 76.39 50 -0.45 0.07 - - - -

DPYL3_HUMAN DPYSL3 GMYDGPVFDLTTpTPKGGpTPAGSAR T509, T514 Swissprot_similarity, NEW75.25 35 0.37 0.28 65.28 50 -0.37 -0.37 37.14 45 -0.64 -0.15 - - - -

DPYL3_HUMAN DPYSL3 GMYDGPVFDLTTpTPK T509 Swissprot_similarity146.98 65 0.14 0.28 120.37 55 -0.53 -0.37 133.43 64 -0.38 -0.15 - - - -

DPYL3_HUMAN DPYSL3 GMYDGPVFDLpTTTPKGGpTPAGSAR T507, T514 NEW, NEW 75.25 35 0.37 0.28 65.28 50 -0.37 -0.37 37.14 45 -0.64 -0.15 - - - -
DPYL3_HUMAN DPYSL3 GMYDGPVFDLTpTTPKGGpTPAGSAR T508, T514 NEW, NEW 75.25 35 0.37 0.28 65.28 50 -0.37 -0.37 37.14 45 -0.64 -0.15 - - - -

DPYL3_HUMAN DPYSL3 GMYDGPVFDLTpTpTPKGGTPAGSAR T508, T509 NEW, Swissprot_similarity- - - - 85.72 42 -0.56 -0.37 101.93 52 -0.63 -0.15 - - - -

DPYL3_HUMAN DPYSL3 GMYDGPVFDLpTTTPK T507 NEW - - - - 118.12 55 -0.53 -0.37 - - - - - - - -

DPYL3_HUMAN DPYSL3 GMYDGPVFDLTpTTPK T508 NEW - - - - 118.12 55 -0.53 -0.37 133.43 79 -0.01 -0.15 - - - -

DPYL3_HUMAN DPYSL3 GSPpTRPNPPVR T524 NEW - - - - - - - - 122.92 44 -0.04 -0.15 - - - -

DREB_HUMAN DBN1 LpSSPVLHR S141 ELM+Swissprot 46.61 37 0.35 0.17 56.74 48 -0.20 -0.14 - - - - - - - -

DREB_HUMAN DBN1 LSpSPVLHR S142 ELM+Swissprot 46.61 37 0.35 0.17 56.74 46 -0.41 -0.14 86.47 56 -0.20 -0.14 - - - -

DREB_HUMAN DBN1 MAPTPIPpTRSPpSDSSTASTPVAEQIER T335, S339 Swissprot, ELM+Swissprot- - - - 104.27 33 0.05 -0.14 - - - - - - - -
DREB_HUMAN DBN1 RMAPpTPIPTR T331 NEW - - - - 9.28 31 -2.37 -0.14 - - - - - - - -

DREB_HUMAN DBN1 MAPTPIPTRpSPpSDSSTASTPVAEQIER S337, S339 ELM+Swissprot_similarity, ELM+Swissprot- - - - 104.27 33 0.05 -0.14 108.94 47 -0.98 -0.14 - - - -

DREB_HUMAN DBN1 MAPTPIPpTRSPSDSSTASTPVAEQIER T335 Swissprot - - - - - - - - 50.96 39 0.07 -0.14 - - - -

DREB_HUMAN DBN1 SPSDSSTASpTPVAEQIER T346 Swissprot - - - - - - - - 191.05 121 -0.79 -0.14 - - - -

DREB_HUMAN DBN1 MAPTPIPTRpSPSDSSTASpTPVAEQIER S337, T346 ELM+Swissprot_similarity, Swissprot- - - - - - - - 108.94 47 -0.98 -0.14 - - - -

DREB_HUMAN DBN1 MAPTPIPTRpSPSDSSTApSTPVAEQIER S337, S345 ELM+Swissprot_similarity, NEW- - - - - - - - 108.94 47 -0.98 -0.14 - - - -
DREB_HUMAN DBN1 MAPTPIPTRpSPSDSSTASTPVAEQIER S337 ELM+Swissprot_similarity- - - - - - - - 50.96 39 0.07 -0.14 - - - -

DREB_HUMAN DBN1 MAPTPIPTRSPpSDSpSTASTPVAEQIER S339, S342 ELM+Swissprot, Swissprot_similarity- - - - - - - - - - - - 72.63 44 0.12 0.37
DREB_HUMAN DBN1 MAPTPIPTRSPpSDSSpTASTPVAEQIER S339, T343 ELM+Swissprot, NEW- - - - - - - - - - - - 72.63 44 0.12 0.37

DREB_HUMAN DBN1 MAPTPIPTRSPpSDpSSTASTPVAEQIER S339, S341 ELM+Swissprot, ELM- - - - - - - - - - - - 72.63 44 0.12 0.37

DREB_HUMAN DBN1 SPpSDSSTASTPVAEQIER S339 ELM+Swissprot - - - - - - - - - - - - 93.44 73 0.11 0.37

DSG2_HUMAN DSG2 GSpSpSASIVK S700, S701 NEW, NEW 126.13 47 0.18 0.44 - - - - - - - - - - - -

DSG2_HUMAN DSG2 AApSYTEEDENHTAK S782 NEW - - - - - - - - 155.9 82 -0.18 -0.09 - - - -

DSG2_HUMAN DSG2 VVPSFLPVDQGGpSLVGR S680 ELM+Swissprot - - - - - - - - 18.74 40 -0.03 -0.09 - - - -
DSRAD_HUMAN ADAR TAESQpTPTPSATSFFSGK T601 NEW - - - - - - - - 78.04 90 0.03 -0.07 - - - -

DSRAD_HUMAN ADAR TAESQTPpTPSATSFFSGK T603 NEW - - - - - - - - 78.04 35 0.11 -0.07 - - - -

DSRAD_HUMAN ADAR TAEpSQTPTPSATSFFSGK S599 NEW - - - - - - - - 78.04 35 0.11 -0.07 - - - -

DSRAD_HUMAN ADAR MGFTEVpTPVTGASLR T808 ELM+Swissprot - - - - - - - - 149.82 93 -0.90 -0.07 - - - -

DTD1_HUMAN DTD1 SApSSGAEGDVSSEREP S196 ELM+Swissprot 169.28 108 0.18 0.81 187.13 106 0.03 -0.13 - - - - - - - -

DTD1_HUMAN DTD1 SASpSGAEGDVSSEREP S197 ELM+Swissprot 169.28 108 0.18 0.81 202.39 106 0.03 -0.13 169.28 115 0.24 0.33 144.27 112 0.11 0.15

DTNA_HUMAN DTNA TQFEDLVPpSPTSEK S662 NEW - - - - - - - - 79.77 39 -0.03 0.06 - - - -

DTX3L_HUMAN DTX3L DSCIpSPSEPETK S221 NEW - - - - 63.88 35 -0.36 -0.35 51.74 44 -0.43 0.15 - - - -
DTX3L_HUMAN DTX3L AApSPPLK S539 NEW - - - - 81.63 34 -0.33 -0.35 97.98 45 -0.29 0.15 - - - -

DTX4_HUMAN DTX4 QASSMPTGTTMGpSPASPPGPNpSKTGR S273, S282 NEW, NEW - - - - - - - - - - - - 35.06 32 -5.78 -5.64

DTX4_HUMAN DTX4 QASSMPTGTTMGSPApSPPGPNSKpTGR S276, T284 NEW, NEW - - - - - - - - - - - - 35.06 32 -5.78 -5.64

DTX4_HUMAN DTX4 QASSMPTGTTMGpSPASPPGPNSKpTGR S273, T284 NEW, NEW - - - - - - - - - - - - 35.06 32 -5.78 -5.64

DTX4_HUMAN DTX4 QASSMPTGTTMGSPApSPPGPNpSKTGR S276, S282 NEW, NEW - - - - - - - - - - - - 35.06 32 -5.78 -5.64

DUS10_HUMAN DUSP10 EIIVpYDENTNEPSR Y236 NEW 37.02 34 -0.52 -0.38 - - - - - - - - - - - -
DUS21_HUMAN DUSP21 pSLFLSNGVAANDK S28 NEW - - - - - - - - - - - - 28.71 34 0.00 0.14

DUS3L_HUMAN DUS3L QENCGAQQVPAGPGpTSpTPPSSPVR T271, T273 NEW, NEW - - - - - - - - - - - - 70.19 32 0.03 0.23
DUS3L_HUMAN DUS3L QENCGAQQVPAGPGpTpSTPPSSPVR T271, S272 NEW, NEW - - - - - - - - - - - - 70.19 32 0.03 0.23

DYH14_HUMAN DNAH14 DRFHMGLSTILEApTpTLVTEMQEELLILGPQVEQKT2270, T2271 NEW, NEW - - - - 7.35 32 -5.72 -5.88 - - - - - - - -

DYH2_HUMAN DNAH2 AVpTANSEK T3064 NEW - - - - 46.61 32 6.58 6.42 - - - - - - - -

DYN1_HUMAN DNM1 RpSPTSpSPTPQR S774, S778 ELM+Swissprot, ELM+Swissprot- - - - - - - - 54.51 33 -0.64 -0.38 - - - -

DYN1_HUMAN DNM1 RpSPTSSPpTPQR S774, T780 ELM+Swissprot, ELM- - - - - - - - 54.51 33 -0.64 -0.38 - - - -

DYR1A_HUMAN DYRK1A IYQpYIQSR Y321 ELM+Swissprot 83.38 38 -0.04 0.10 83.38 38 -0.21 -0.37 98.15 34 0.05 0.06 105.9 40 -0.14 0.00
E41L1_HUMAN EPB41L1 APEpSDpTGDEDQDQERDTVFLK S578, T580 NEW, NEW - - - - 106.28 43 0.20 -0.25 87.24 47 0.04 0.08 - - - -

E41L1_HUMAN EPB41L1 SLpSPIIGK S784 ELM+Swissprot - - - - 72.16 42 -0.74 -0.25 101.82 46 0.08 0.08 - - - -
E41L2_HUMAN EPB41L2 EIpSPGSGPGEIR S715 NEW 98.01 71 0.04 0.31 100.39 66 -0.44 0.65 85.46 74 -0.36 -0.01 87.55 46 -1.01 0.34

E41L2_HUMAN EPB41L2 EISPGpSGPGEIR S718 NEW - - - - 75.38 61 -0.15 0.65 - - - - - - - -

E41L2_HUMAN EPB41L2 EIpSPGpSGPGEIR S715, S718 NEW, NEW - - - - - - - - 43.04 33 0.25 -0.01 - - - -

E41L3_HUMAN EPB41L3 GISQTNLITTVpTPEK T469 Swissprot_similarity161.03 87 -0.04 0.70 178.96 104 -0.43 -0.21 175.58 82 -0.03 0.21 - - - -

E41L3_HUMAN EPB41L3 TTEpSGpSDSESKPDQEAEPQEAAGAQGRS5, S7 NEW, NEW 126.5 82 0.18 0.70 115.19 77 0.06 -0.21 148.17 60 -0.32 0.21 115.19 69 -0.12 -0.04

E41L3_HUMAN EPB41L3 TTESGpSDSESKPDQEAEPQEAAGAQGR S7 NEW 175.37 82 -0.01 0.70 177.78 85 0.05 -0.21 - - - - 136.11 81 0.08 -0.04
E41L3_HUMAN EPB41L3 TTEpSGSDSESKPDQEAEPQEAAGAQGR S5 NEW 175.37 82 -0.01 0.70 177.78 85 0.05 -0.21 - - - - - - - -

E41L3_HUMAN EPB41L3 TETISFGSVpSPGGVK S962 ELM+Swissprot 144.27 100 0.08 0.70 146.98 98 -0.47 -0.21 202.39 118 -0.27 0.21 187.13 93 -1.25 -0.04

E41L3_HUMAN EPB41L3 GISQpTNLITTVpTPEKK T462, T469 Swissprot_similarity, Swissprot_similarity- - - - 78.04 33 0.55 -0.21 - - - - - - - -

E41L3_HUMAN EPB41L3 GIpSQTNLITTVpTPEKK S460, T469 Swissprot_similarity, Swissprot_similarity- - - - 78.04 33 0.55 -0.21 - - - - - - - -

E41L3_HUMAN EPB41L3 TpTESGpSDSESKPDQEAEPQEAAGAQGRT3, S7 NEW, NEW - - - - 115.19 77 0.06 -0.21 148.17 60 -0.32 0.21 - - - -

E41L3_HUMAN EPB41L3 TpTEpSGSDSESKPDQEAEPQEAAGAQGRT3, S5 NEW, NEW - - - - 115.19 77 0.06 -0.21 148.17 60 -0.32 0.21 - - - -
E41L3_HUMAN EPB41L3 TTEpSGSDSEpSKPDQEAEPQEAAGAQGRS5, S11 NEW, NEW - - - - 90.42 81 0.06 -0.21 56.79 77 -0.23 0.21 - - - -

E41L3_HUMAN EPB41L3 pTTEpSGSDSESKPDQEAEPQEAAGAQGRT2, S5 NEW, NEW - - - - 115.19 77 0.06 -0.21 148.17 60 -0.32 0.21 - - - -
E41L3_HUMAN EPB41L3 TTEpSGSDpSESKPDQEAEPQEAAGAQGRS5, S9 NEW, NEW - - - - 90.42 81 0.06 -0.21 - - - - - - - -

E41L3_HUMAN EPB41L3 pTTESGpSDSESKPDQEAEPQEAAGAQGRT2, S7 NEW, NEW - - - - 115.19 77 0.06 -0.21 148.17 60 -0.32 0.21 - - - -

E41L3_HUMAN EPB41L3 KGEEVpTPISAIR T492 NEW - - - - 56.01 51 -0.84 -0.21 - - - - - - - -

E41L3_HUMAN EPB41L3 GEEVpTPISAIR T492 NEW - - - - 71.15 37 -0.76 -0.21 108.39 54 -0.32 0.21 - - - -

E41L3_HUMAN EPB41L3 TpTESGSDSEpSKPDQEAEPQEAAGAQGRT3, S11 NEW, NEW - - - - - - - - 56.79 77 -0.23 0.21 - - - -

E41L3_HUMAN EPB41L3 pTTESGSDSEpSKPDQEAEPQEAAGAQGRT2, S11 NEW, NEW - - - - - - - - 56.79 77 -0.23 0.21 - - - -
E41L3_HUMAN EPB41L3 TTESGpSDSEpSKPDQEAEPQEAAGAQGRS7, S11 NEW, NEW - - - - - - - - 56.79 77 -0.23 0.21 - - - -

E41L3_HUMAN EPB41L3 RLpSTpSPVR S760, S762 NEW, ELM+Swissprot- - - - - - - - 69.57 35 -0.19 0.21 - - - -
E41L3_HUMAN EPB41L3 GISQTNLIpTTVTPEK T466 NEW - - - - - - - - - - - - 46.94 43 -0.49 -0.04

E41L3_HUMAN EPB41L3 GISQTNLITpTVTPEK T467 NEW - - - - - - - - - - - - 46.94 43 -0.49 -0.04

E41L3_HUMAN EPB41L3 TETISFGpSVSPGGVK S960 NEW - - - - - - - - - - - - 84.26 51 -1.48 -0.04

E41L5_HUMAN EPB41L5 QLEMENpSPLLSPR S517 NEW - - - - 81.57 35 -0.06 -0.23 - - - - - - - -

EAP1_HUMAN C14orf4 NSSSPVpSPASVPGQR S662 ELM+Swissprot 107.82 66 -0.48 -0.33 120.37 76 -0.13 -0.29 - - - - - - - -



EAP1_HUMAN C14orf4 NSpSSPVSPASVPGQR S658 Swissprot - - - - - - - - 84.26 52 0.16 0.18 - - - -

EAP1_HUMAN C14orf4 NSSpSPVSPASVPGQR S659 ELM+Swissprot - - - - - - - - 84.26 52 0.16 0.18 - - - -

EAPP_HUMAN EAPP YYDDIYFDpSDpSEDEDRAVQVTK S109, S111 Swissprot, Swissprot152.52 73 0.40 0.60 88.83 97 0.13 0.06 93.44 57 -0.65 -0.64 - - - -

EAPP_HUMAN EAPP YYDDIpYFDSDpSEDEDRAVQVTK Y106, S111 NEW, Swissprot - - - - 80.08 66 0.30 0.06 - - - - - - - -

ECHB_HUMAN HADHB AAPAVQTKpTK T42 NEW - - - - - - - - 48.2 38 3.11 0.98 - - - -
ECHB_HUMAN HADHB AAPAVQpTKTK T40 NEW - - - - - - - - 48.2 38 3.11 0.98 - - - -

ECT2_HUMAN ECT2 ANpTPELK T328 ELM+Swissprot - - - - - - - - 40.22 34 0.31 0.32 - - - -

EDC3_HUMAN EDC3 SQDVAVpSPQQQQCSK S131 ELM+Swissprot - - - - 39.19 34 -0.24 -0.16 120.37 70 0.10 0.11 - - - -

EDC4_HUMAN EDC4 DSQDApSAEQSDHDDEVASLASASGGFGTKS875 Swissprot_similarity43.81 65 0.54 0.30 53.23 64 0.08 -0.39 25.02 46 -0.37 0.41 - - - -

EDC4_HUMAN EDC4 DSQDASAEQpSDHDDEVASLASASGGFGTKS879 Swissprot_similarity24.57 49 0.64 0.30 53.23 64 0.08 -0.39 25.02 46 -0.37 0.41 - - - -

EDC4_HUMAN EDC4 pSLEPMAGQLSNSVATKLTAVEGpSMK S1058, S1080 NEW, NEW 8.88 31 0.13 0.30 - - - - - - - - - - - -
EDC4_HUMAN EDC4 SLEPMAGQLSNpSVApTKLpTAVEGpSMK S1069, T1072, T1075, S1080NEW, ELM+Swissprot, NEW, NEW5.63 39 -1.44 0.30 - - - - - - - - - - - -

EDC4_HUMAN EDC4 DpSQDASAEQSDHDDEVASLASASGGFGTKS871 NEW 43.81 65 0.54 0.30 - - - - - - - - - - - -
EDC4_HUMAN EDC4 SLEPMAGQLpSNSVATKLTAVEGpSMK S1067, S1080 ELM+Swissprot, NEW8.88 31 0.13 0.30 - - - - - - - - - - - -

EDC4_HUMAN EDC4 SLEPMAGQLpSNSVApTKLpTAVEGpSMK S1067, T1072, T1075, S1080ELM+Swissprot, ELM+Swissprot, NEW, NEW5.63 39 -1.44 0.30 - - - - - - - - - - - -

EDC4_HUMAN EDC4 ETCSTLAEpSPR S844 ELM+Swissprot 105.56 64 0.12 0.30 79.35 61 -0.62 -0.39 81.51 69 -0.49 0.41 56.01 48 -1.27 -0.17

EEA1_HUMAN EEA1 MEKEALMpTELSTVK T853 NEW - - - - - - - - - - - - 54.21 31 -7.52 -0.19

EF1B_HUMAN EEF1B2 YGPADVEDTTGSGATDSKDDDDIDLFGpSDDEEESEEAKS106 ELM+Swissprot 87.23 82 1.27 0.56 41.77 63 0.52 0.31 - - - - - - - -

EF1B_HUMAN EEF1B2 DDDDIDLFGpSDDEEESEEAKR S106 ELM+Swissprot 57.98 57 1.01 0.56 - - - - - - - - - - - -
EF1D_HUMAN EEF1D KPApTPAEDDEDDDIDLFGpSDNEEEDK T147, S162 ELM+Swissprot, ELM+Swissprot72.63 98 1.20 0.64 114.22 86 0.26 -0.08 138.22 63 -0.44 0.17 84.91 57 -1.07 0.14

EF1D_HUMAN EEF1D KPApTPAEDDEDDDIDLFGpSDNEEEDKEAAQLRT147, S162 ELM+Swissprot, ELM+Swissprot132.63 129 0.83 0.64 163.84 111 -0.11 -0.08 - - - - 134.43 114 -0.49 0.14

EF1D_HUMAN EEF1D ATAPQTQHVpSPMR S133 ELM+Swissprot 43.04 66 -0.01 0.64 150.97 53 -0.13 -0.08 95.76 56 -0.76 0.17 69.17 52 -0.20 0.14

EF1D_HUMAN EEF1D KPATPAEDDEDDDIDLFGpSDNEEEDKEAAQLRS162 ELM+Swissprot 133.28 134 0.55 0.64 60.76 126 -0.03 -0.08 130.88 90 -0.51 0.17 119.73 143 0.51 0.14

EF1D_HUMAN EEF1D KPATPAEDDEDDDIDLFGpSDNEEEDK S162 ELM+Swissprot 80.08 136 0.50 0.64 80.08 111 0.23 -0.08 134.07 94 0.19 0.17 116.87 101 0.13 0.14

EF2K_HUMAN EEF2K KYEpSDEDpSLGSSGR S470, S474 ELM+Swissprot, ELM+Swissprot- - - - - - - - 70.15 56 0.01 -0.23 - - - -

EF2K_HUMAN EEF2K LEGVDGGQpSPR S18 ELM+Swissprot - - - - - - - - 56.01 36 -0.53 -0.23 27.82 34 -0.70 -0.57

EFHA1_HUMAN EFHA1 IIpSKQDDLMpTVK S205, T212 NEW, NEW - - - - - - - - - - - - 35.78 33 -2.34 -2.20
EFHD2_HUMAN EFHD2 ADLNQGIGEPQSPpSRR S76 NEW - - - - 82.62 42 -0.70 -0.31 41.11 42 -0.63 -0.12 - - - -

EFHD2_HUMAN EFHD2 ADLNQGIGEPQpSPSR S74 ELM+Swissprot - - - - 109.95 75 -0.59 -0.31 161.03 93 -0.62 -0.12 95.78 70 -1.41 0.23

EFHD2_HUMAN EFHD2 ADLNQGIGEPQpSPSRR S74 ELM+Swissprot - - - - - - - - 41.11 42 -0.63 -0.12 - - - -

EFNB1_HUMAN EFNB1 AAALSLSTLApSPK S287 Swissprot_similarity - - - - - - - - 136.26 81 -0.35 -0.19 - - - -

EGFR_HUMAN EGFR ELVEPLpTPSGEAPNQALLR T693 ELM+Swissprot - - - - 159.01 110 0.11 -0.05 199.28 111 0.16 0.04 - - - -

EHBP1_HUMAN EHBP1 DLSpTSPKPSPIPpSPVLGR T427, S436 NEW, ELM+Swissprot- - - - 87.24 32 0.15 -0.01 84.24 47 0.31 0.30 - - - -
EHBP1_HUMAN EHBP1 DLSTpSPKPSPIPpSPVLGR S428, S436 ELM+Swissprot, ELM+Swissprot- - - - 87.24 32 0.15 -0.01 84.24 47 0.31 0.30 - - - -

EHMT2_HUMAN EHMT2 SFPSpSPSK S119 NEW - - - - 86.47 33 -0.28 -0.29 72.16 58 0.15 0.16 - - - -
EHMT2_HUMAN EHMT2 SFPpSSPSK S118 NEW - - - - - - - - 72.16 58 0.15 0.16 - - - -

EI24_HUMAN EI24 TVYLQSALSSSTpSAEK S339 NEW 113.88 56 0.10 0.24 - - - - - - - - - - - -

EI24_HUMAN EI24 TVYLQSALSpSSTSAEK S336 NEW - - - - 155.24 85 1.33 1.17 - - - - - - - -

EI2BD_HUMAN EIF2B4 ELPESGIQLGpTPR T86 NEW - - - - 174.39 62 -0.63 -0.12 130.44 56 0.23 0.37 - - - -

EI2BD_HUMAN EIF2B4 ApSPSTAGETPSGVK S130 NEW - - - - - - - - 138.72 89 -0.22 0.37 - - - -

EI2BE_HUMAN EIF2B5 GGpSPQMDDIK S544 ELM+Swissprot 118.17 63 -0.04 0.23 103.12 45 -0.46 -0.20 103.12 74 0.36 0.09 - - - -
EIF2A_HUMAN EIF2A pSPDLAPTPAPQSTPR S506 ELM+Swissprot 93.94 57 0.02 0.00 105.78 60 -0.08 -0.20 65.6 66 -0.08 0.58 93.94 52 -0.08 0.07

EIF2A_HUMAN EIF2A SPDLAPTPAPQpSTPR S517 NEW - - - - - - - - 73.29 81 -1.08 0.58 - - - -

EIF3B_HUMAN EIF3B SDpSRAQAVSEDAGGNEGR S119 NEW 109.95 49 0.22 0.77 91.57 43 0.26 0.08 119.94 77 -0.41 0.08 59.35 38 0.00 0.31

EIF3B_HUMAN EIF3B TEPAAEAEAASGPpSESPSPPAAEELPGpSHAEPPVPAQGEAPGEQARS81, S95 NEW, NEW - - - - 65.2 76 1.01 0.08 - - - - - - - -

EIF3B_HUMAN EIF3B DIPARVTLMQLPpTR T500 NEW - - - - 18.62 35 -0.17 0.08 - - - - - - - -

EIF3B_HUMAN EIF3B TEPAAEAEAASGPSEpSPSPPAAEELPGpSHAEPPVPAQGEAPGEQARS83, S95 ELM+Swissprot, NEW- - - - 65.2 76 1.01 0.08 - - - - - - - -

EIF3B_HUMAN EIF3B TEPAAEAEAASGPSESPpSPPAAEELPGpSHAEPPVPAQGEAPGEQARS85, S95 ELM+Swissprot, NEW- - - - 65.2 76 1.01 0.08 - - - - - - - -

EIF3C_HUMAN EIF3C QPLLLpSEDEEDTK S39 ELM+Swissprot 174.39 89 0.08 0.61 159.17 87 0.15 -0.20 159.17 101 -0.25 -0.01 147.66 84 0.01 0.09
EIF3F_HUMAN EIF3F TCFpSPNR S258 NEW 52.77 33 0.03 0.44 50.52 37 0.02 -0.12 52.77 40 -0.17 -0.06 40.22 35 -0.32 0.09

EIF3G_HUMAN EIF3G GIPLATGDpTSPEPELLPGAPLPPPK T41 Swissprot 144.26 54 0.02 0.20 - - - - 113.57 68 0.15 0.02 - - - -

EIF3G_HUMAN EIF3G GIPLATGDTpSPEPELLPGAPLPPPK S42 ELM+Swissprot - - - - 136.27 57 0.08 0.25 113.57 68 0.15 0.02 84.91 53 -0.10 0.11

EIF3J_HUMAN EIF3J VLpTPEEQLADK T109 Swissprot - - - - - - - - 134.56 54 -0.49 -0.02 - - - -

EIF3X_HUMAN KIAA0664 SEDPPGQEAGpSEEEGSSASGLAK S664 ELM+Swissprot - - - - 43.51 37 0.28 0.70 - - - - - - - -

ELAV1_HUMAN ELAVL1 NVALLSQLYHpSPAR S202 ELM+Swissprot - - - - - - - - 231.22 76 -3.77 0.11 - - - -
ELAV2_HUMAN ELAVL2 TNQAILSQLYQpSPNR S221 NEW - - - - - - - - 146.98 96 -0.41 -0.40 - - - -

ELF1_HUMAN ELF1 YADpSPGASpSPEQPK S163, S168 NEW, ELM+Swissprot- - - - - - - - 97.7 67 -0.61 -0.59 68.56 33 -0.48 -0.34
ELF4_HUMAN ELF4 STpSPVTDPSIPIR S188 NEW - - - - - - - - 83.47 36 0.24 0.26 - - - -

ELK3_HUMAN ELK3 AApSPVLLSSNSQK S396 NEW - - - - 85.46 52 0.18 0.02 85.46 39 -0.33 -0.32 - - - -

ELMO1_HUMAN ELMO1 LQNLpSpYTEILK S510, Y511 NEW, NEW - - - - 7.65 33 -2.84 -3.00 - - - - - - - -

ELOA1_HUMAN TCEB3 AFSpSPQEEEEAGFTGR S516 NEW - - - - - - - - 169.28 92 -0.60 -0.59 - - - -

EMAL3_HUMAN EML3 AIpSSANLLVR S176 ELM+Swissprot 49.68 48 -0.09 -0.08 146.3 76 0.08 -0.30 130.72 86 0.03 -0.01 - - - -

EMAL3_HUMAN EML3 VLGAGGAGPAPApTPSR T881 ELM+Swissprot - - - - 136.78 51 -0.60 -0.30 - - - - 100.11 60 -1.04 -0.90
EMAL4_HUMAN EML4 ATLLEDQQDPpSPSS S978 NEW - - - - - - - - 89.76 33 -0.18 0.11 - - - -

EMAL4_HUMAN EML4 NGMLLpTGGGK T525 NEW - - - - - - - - - - - - 29.65 34 2.01 0.90
EMD_HUMAN EMD QSVTSFPDADAFHHQVHDDDLLSpSSEEECKDRS142 NEW 11.45 51 2.23 3.12 - - - - - - - - - - - -

EMD_HUMAN EMD QSVTSFPDADAFHHQVHDDDLLpSSSEEECKDRS141 NEW 11.45 51 2.23 3.12 - - - - - - - - - - - -

EMD_HUMAN EMD QSVTSFPDADAFHHQVHDDDLLSSpSEEECKDRS143 NEW 11.45 51 2.23 3.12 - - - - - - - - - - - -

EMIL3_HUMAN EMILIN3 GPGAPAGDELpTR T421 NEW 11.87 33 6.72 6.86 - - - - - - - - 12.22 33 6.61 6.75

EMSY_HUMAN C11orf30 TNpSSSSSPVVLK S209 ELM+Swissprot 75.38 57 0.35 1.10 44.23 53 0.33 0.16 89.76 48 0.18 -0.05 53.09 33 0.34 0.47

EMSY_HUMAN C11orf30 TITVPVpSGSPK S236 NEW - - - - - - - - 105.56 63 -0.05 -0.05 - - - -
EMSY_HUMAN C11orf30 TNpSSSpSSPVVLK S209, S212 ELM+Swissprot, NEW- - - - - - - - 63.88 38 -0.57 -0.05 - - - -

EMSY_HUMAN C11orf30 TITVPVSGpSPK S238 ELM+Swissprot - - - - - - - - 105.56 48 -0.26 -0.05 - - - -

ENAH_HUMAN ENAH ASSTpSTPEPTR S488 NEW - - - - 94.59 43 -0.81 -0.36 108.39 50 -0.49 0.08 - - - -

ENASE_HUMAN ENGASE EAAAVpTVTR T7 NEW - - - - 30.65 33 0.18 0.02 - - - - - - - -

ENASE_HUMAN ENGASE EAAAVTVpTR T9 NEW - - - - 30.65 33 0.18 0.02 - - - - - - - -

ENL_HUMAN MLLT1 ALEVEEpSNpSEDEASFK S359, S361 Swissprot, Swissprot69.06 36 0.57 0.68 130.95 92 0.50 -0.11 118.12 104 0.95 0.31 90.47 53 0.68 0.82
ENSA_HUMAN ENSA YFDpSGDYNMAK S67 ELM+Swissprot 150.12 50 0.26 0.08 134.56 63 -0.20 -0.27 94.59 72 -0.40 -0.14 - - - -

EP15_HUMAN EPS15 LNDPFQPFPGNDpSPKEK S814 ELM+Swissprot 97.7 45 -0.08 0.07 67.76 47 -0.21 -0.33 - - - - - - - -
EP15_HUMAN EPS15 LQQETAELEEpSVEpSGK S467, S470 NEW, NEW - - - - - - - - 70.42 79 -1.46 -0.29 - - - -

EP15_HUMAN EPS15 NIIGpSSPVADFSAIK S323 ELM+Swissprot - - - - - - - - 141.67 55 -0.32 -0.29 - - - -

EP15R_HUMAN EPS15L1 pSTPSHGSVSSLNSTGSLpSPK S238, S255 NEW, ELM+Swissprot- - - - 41.99 44 -1.18 -0.39 - - - - - - - -

EP15R_HUMAN EPS15L1 SpTPSHGSVSSLNSTGSLpSPK T239, S255 NEW, ELM+Swissprot- - - - 41.99 44 -1.18 -0.39 - - - - - - - -

EP15R_HUMAN EPS15L1 STPSHGSVSSLNSTGSLpSPK S255 ELM+Swissprot - - - - 90.42 66 -0.07 -0.39 24.59 48 -0.68 -0.22 - - - -

EP15R_HUMAN EPS15L1 STPSHGSVSSLNSTGpSLSPK S253 NEW - - - - - - - - 24.59 48 -0.68 -0.22 - - - -
EP15R_HUMAN EPS15L1 TVFPGAVPVLPApSPPPK S229 ELM+Swissprot - - - - - - - - 98.36 40 0.07 -0.22 - - - -

EP300_HUMAN EP300 TQAAGPVpSQGK S1897 NEW - - - - - - - - - - - - 8.36 33 -0.04 0.10
EP400_HUMAN EP400 ALpSPVTSR S736 ELM+Swissprot - - - - 86.47 35 -0.27 -0.43 86.47 33 0.05 0.09 - - - -

EP400_HUMAN EP400 HQPASASSTAApSPAHPAK S1547 Swissprot - - - - - - - - - - - - 53.05 52 -0.80 -0.66

EPC2_HUMAN EPC2 LLNLQDpSDSEECTSR S538 NEW - - - - 172.36 107 -0.07 -0.23 172.36 98 -0.05 -0.04 - - - -

EPHA2_HUMAN EPHA2 LPSTSGpSEGVPFR S901 ELM+Swissprot - - - - 57.98 38 0.00 -0.06 - - - - - - - -

EPHB2_HUMAN EPHB2 FLEDDTpSDPTYTSALGGK S776 NEW 31.66 46 0.36 0.44 142.65 61 0.18 -0.23 215.06 109 0.27 0.32 95.03 56 0.18 0.09



EPHB2_HUMAN EPHB2 FLEDDpTSDPTYTSALGGK T775 ELM+Swissprot 31.66 46 0.36 0.44 - - - - - - - - - - - -

EPN2_HUMAN EPN2 GSpSQPNLSTSHSEQEYGK S173 Swissprot_similarity99.69 71 0.33 0.06 116.92 68 0.18 0.02 - - - - - - - -

EPN4_HUMAN CLINT1 ApSPDQNASTHTPQSSVK S299 ELM+Swissprot 103.96 56 0.26 0.41 53.05 43 0.17 -0.38 50.86 65 -0.03 -0.19 43.85 43 0.26 0.09

EPN4_HUMAN CLINT1 ApSPDQNASTHpTPQSSVK S299, T308 ELM+Swissprot, NEW- - - - 49.23 36 -0.97 -0.38 93.62 34 -0.72 -0.19 130.44 37 -1.57 0.09

EPN4_HUMAN CLINT1 TIDLGAAAHYTGDKApSPDQNASTHTPQSSVKS299 ELM+Swissprot - - - - - - - - - - - - 52.4 35 0.34 0.09
EPS8_HUMAN EPS8 QNpSSSpSDSGGSIVR S659, S662 ELM, NEW - - - - 68.56 42 0.44 -0.68 - - - - - - - -

ERBB2_HUMAN ERBB2 NNQLALpTLIDTNRSR T182 NEW 55.41 34 -5.79 -5.64 37.91 34 -5.16 -5.32 - - - - - - - -

ERC6L_HUMAN ERCC6L IVpSDGEDEDDSFK S1028 NEW 93.62 47 0.15 1.97 119.47 94 -0.05 -0.20 133.28 78 1.16 -0.21 - - - -

ERC6L_HUMAN ERCC6L GFGpSVEELCTNSSLGMEK S820 NEW - - - - 119.94 121 0.06 -0.20 - - - - - - - -

ERC6L_HUMAN ERCC6L NDIpSPPGR S1069 NEW - - - - 58.87 32 -0.10 -0.20 - - - - - - - -

ERC6L_HUMAN ERCC6L GTGpSADSIATLPK S807 NEW - - - - - - - - 108.66 47 -3.44 -0.21 - - - -
ERC6L_HUMAN ERCC6L FFSSQIPSpSVNK S1082 NEW - - - - - - - - 98.01 44 -0.69 -0.21 - - - -

ERC6L_HUMAN ERCC6L FFSSQIPpSSVNK S1081 NEW - - - - - - - - 98.01 44 -0.69 -0.21 - - - -
ERCC5_HUMAN ERCC5 NAPAAVDEGpSIpSPR S382, S384 NEW, ELM+Swissprot55.41 46 0.22 0.46 125.18 34 -0.19 0.06 - - - - - - - -

ERCC5_HUMAN ERCC5 NAPAAVDEGSIpSPR S384 ELM+Swissprot 155.9 71 -0.18 0.46 170.79 84 0.02 0.06 155.9 53 0.25 0.22 127.75 58 -0.13 0.01

ERCC5_HUMAN ERCC5 FDSSLLpSpSDDETK S562, S563 ELM, ELM+Swissprot91.57 55 0.75 0.46 93.62 39 0.68 0.06 103.96 59 0.08 0.22 - - - -

ERCC6_HUMAN ERCC6 IIEQLpSPQAATSR S158 ELM+Swissprot - - - - 23.41 55 -0.43 -0.59 106.25 63 -0.36 -0.35 - - - -

ERF_HUMAN ERF GEGPGEAGGPLpTPR T526 ELM+Swissprot - - - - 28.91 34 0.33 0.16 136.01 86 -0.20 -0.09 - - - -

ERN1_HUMAN ERN1 ASNHSLCpSGpSpSASKAGSSPSLEQDDGDEEpTpSVVIVGKS539, S541, S542, T561, S562NEW, NEW, NEW, NEW, NEW- - - - - - - - - - - - 7.26 33 2.85 2.98
ERN1_HUMAN ERN1 ASNHpSLCSGpSpSApSKAGSSPpSLEQDDGDEETSVVIVGKS536, S541, S542, S544, S551NEW, NEW, NEW, NEW, NEW- - - - - - - - - - - - 7.26 33 2.85 2.98

ERN1_HUMAN ERN1 ASNHSLCpSGpSpSApSKAGSSPpSLEQDDGDEETSVVIVGKS539, S541, S542, S544, S551NEW, NEW, NEW, NEW, NEW- - - - - - - - - - - - 7.26 33 2.85 2.98

ERN1_HUMAN ERN1 ASNHpSLCpSGpSSApSKAGSSPpSLEQDDGDEETSVVIVGKS536, S539, S541, S544, S551NEW, NEW, NEW, NEW, NEW- - - - - - - - - - - - 7.26 33 2.85 2.98

ERN1_HUMAN ERN1 ASNHpSLCpSGpSSASKAGSSPSLEQDDGDEEpTpSVVIVGKS536, S539, S541, T561, S562NEW, NEW, NEW, NEW, NEW- - - - - - - - - - - - 7.26 33 2.85 2.98

ERN1_HUMAN ERN1 ASNHpSLCpSGSpSApSKAGSSPpSLEQDDGDEETSVVIVGKS536, S539, S542, S544, S551NEW, NEW, NEW, NEW, NEW- - - - - - - - - - - - 7.26 33 2.85 2.98

ERN1_HUMAN ERN1 ASNHpSLCpSGSpSASKAGSSPSLEQDDGDEEpTpSVVIVGKS536, S539, S542, T561, S562NEW, NEW, NEW, NEW, NEW- - - - - - - - - - - - 7.26 33 2.85 2.98

ERN1_HUMAN ERN1 ASNHpSLCSGpSpSASKAGSSPSLEQDDGDEEpTpSVVIVGKS536, S541, S542, T561, S562NEW, NEW, NEW, NEW, NEW- - - - - - - - - - - - 7.26 33 2.85 2.98

ESF1_HUMAN ESF1 FKIDpSNISPK S150 NEW - - - - 30.65 33 -0.06 -0.11 - - - - - - - -
ESF1_HUMAN ESF1 FKIDSNIpSPK S153 ELM+Swissprot - - - - 30.65 33 -0.06 -0.11 28.71 45 -0.09 -0.20 - - - -

ESF1_HUMAN ESF1 DGTpSPEEEIEIER S694 ELM+Swissprot - - - - - - - - 150.97 57 -0.08 -0.20 - - - -

ESF1_HUMAN ESF1 IDpSNISPK S150 NEW - - - - - - - - - - - - 35.44 37 0.60 0.31

ESF1_HUMAN ESF1 IDSNIpSPK S153 ELM+Swissprot - - - - - - - - - - - - 35.44 37 0.60 0.31

ESPL1_HUMAN ESPL1 EPGPIAPSTNpSSPVLK S1125 NEW - - - - 100.11 80 -0.28 -0.13 111.87 54 -0.22 0.02 48.83 71 -0.25 0.23

ESPL1_HUMAN ESPL1 EPGPIAPSTNSpSPVLK S1126 ELM+Swissprot - - - - 100.11 80 -0.28 -0.13 111.87 54 -0.22 0.02 48.83 71 -0.25 0.23
ESPL1_HUMAN ESPL1 MSFEILRGpSDGEDSASGGK S1508 ELM+Swissprot - - - - 35.34 38 0.20 -0.13 - - - - - - - -

ESYT1_HUMAN ESYT1 TLpSPEFNER S1034 NEW 121.97 44 0.03 1.06 106.41 57 -0.17 -0.08 121.97 41 -0.09 0.36 - - - -
ETS1_HUMAN ETS1 VPSpYDpSFDSEDYPAALPNHKPK Y283, S285 NEW, ELM - - - - 76.62 36 -0.87 -1.04 - - - - - - - -

ETS1_HUMAN ETS1 VPpSpYDSFDSEDYPAALPNHKPK S282, Y283 ELM, NEW - - - - 76.62 36 -0.87 -1.04 - - - - - - - -

EXOC1_HUMAN EXOC1 LTGpSTSpSLNK S470, S473 NEW, NEW 83.81 50 0.78 0.02 28.71 45 0.40 -0.68 59.27 40 -0.38 -0.39 - - - -

EXOC1_HUMAN EXOC1 LTGSpTSpSLNK T471, S473 NEW, NEW 83.81 50 0.78 0.02 28.71 45 0.40 -0.68 - - - - - - - -

EXOC1_HUMAN EXOC1 LpTGSTSpSLNK T468, S473 NEW, NEW - - - - 28.71 45 0.40 -0.68 - - - - - - - -

EXOC1_HUMAN EXOC1 LTGpSTSSLNK S470 NEW - - - - 86.27 71 -0.15 -0.68 73.26 87 -0.78 -0.39 - - - -
EXOC1_HUMAN EXOC1 LTGpSpTSSLNK S470, T471 NEW, NEW - - - - - - - - 59.27 40 -0.38 -0.39 - - - -

EXOC1_HUMAN EXOC1 LTGpSTpSSLNK S470, S472 NEW, NEW - - - - - - - - 59.27 40 -0.38 -0.39 - - - -

EXOC7_HUMAN EXOC7 SSSSSGVPYpSPAIPNK S250 ELM+Swissprot 92.17 71 0.79 0.93 155.24 63 -0.16 -0.46 81.03 72 -0.38 -0.13 33.78 35 -0.86 -0.73

EXOC8_HUMAN EXOC8 GQAGFFpSTPGGASR S141 NEW - - - - - - - - 130.44 54 -1.24 -0.69 - - - -

EXOS1_HUMAN EXOSC1 LCNLEEGpSPGSGTYTR S21 NEW - - - - - - - - 136.78 120 -0.54 -0.22 - - - -

EXOS2_HUMAN EXOSC2 LDpSVLLLSSMNLPGGELRR S106 NEW - - - - - - - - - - - - 14.22 42 2.72 2.95

EZH2_HUMAN EZH2 ESSIIAPAPAEDVDpTPPR T487 ELM+Swissprot 72.63 44 -0.18 -0.03 116.07 104 -0.02 -0.09 238.44 126 0.21 -0.15 - - - -

EZH2_HUMAN EZH2 EFAAALpTAER T339 NEW - - - - - - - - 122.92 70 -0.66 -0.15 - - - -
F103A_HUMAN FAM103A1 RPPEpSPPIVEEWNSR S36 Swissprot - - - - 97.7 35 0.03 -0.18 - - - - - - - -

F120A_HUMAN FAM120A GVIpSTPVIR S990 NEW - - - - - - - - 106.41 44 -1.32 0.49 - - - -

F120A_HUMAN FAM120A GVISpTPVIR T991 ELM+Swissprot - - - - - - - - 106.41 44 -1.32 0.49 - - - -

F122A_HUMAN FAM122A SNpSAPLIHGLSDTSPVFQAEAPSAR S37 NEW - - - - 102.85 62 0.27 0.11 - - - - - - - -

F122A_HUMAN FAM122A SNpSAPLIHGLSDpTSPVFQAEAPSAR S37, T47 NEW, NEW - - - - - - - - 104.54 57 -0.30 -0.28 - - - -

F122A_HUMAN FAM122A HGLLLPApSPVR S76 ELM+Swissprot - - - - - - - - 77.31 42 -0.30 -0.28 - - - -
F134C_HUMAN FAM134C GQTPLpTEGpSEDLDGHpSDPEESFAR T310, S313, S320Swissprot, Swissprot, Swissprot- - - - 53.05 39 0.69 0.13 - - - - - - - -

F149A_HUMAN FAM149A GpTKLPTGVDHMASPLVQpTSR T637, T653 NEW, NEW - - - - - - - - - - - - 17.55 31 1.94 2.08
F149A_HUMAN FAM149A GpTKLPTGVDHMASPLVQTpSR T637, S654 NEW, NEW - - - - - - - - - - - - 17.55 31 1.94 2.08

F166A_HUMAN FAM166A QQETLDVGpSFQR S198 NEW 24.73 33 2.88 3.03 17.55 34 7.17 7.01 - - - - - - - -

F1711_HUMAN FAM171A1 SQISFDNLpTPSGTLGK T448 NEW - - - - - - - - 130.95 74 0.50 0.52 - - - -

F1711_HUMAN FAM171A1 RTADAPSEPAApSPHQR S849 NEW - - - - - - - - - - - - 39.82 31 0.23 0.19

F1711_HUMAN FAM171A1 TADAPSEPAApSPHQR S849 NEW - - - - - - - - - - - - 51.94 32 -0.14 0.19

F175A_HUMAN FAM175A GFGEYSRpSPTF S406 NEW - - - - - - - - 92.11 42 0.05 0.06 - - - -
F175B_HUMAN FAM175B QMPSESLDPAFpSPR S280 NEW - - - - 85.98 37 -0.96 -1.13 136.01 66 -0.57 -0.43 - - - -

F176A_HUMAN FAM176A NVFTpSAEELER S114 NEW 79.35 56 0.41 0.57 92.11 55 0.35 0.25 122.92 60 0.05 0.10 92.11 53 0.06 0.20
F176A_HUMAN FAM176A NVFpTSAEELER T113 NEW - - - - - - - - - - - - 92.11 53 0.06 0.20

F263_HUMAN PFKFB3 RNSVpTPLApSPEPTK T463, S467 NEW, NEW - - - - - - - - 93.62 34 -0.58 -0.57 - - - -

F263_HUMAN PFKFB3 RNpSVTPLApSPEPTK S461, S467 ELM+Swissprot_similarity, NEW- - - - - - - - 93.62 49 -0.59 -0.57 - - - -

F27D1_HUMAN FAM27D1 LpTPpTNpTVRAGLR T184, T186, T188NEW, NEW, NEW - - - - 25.44 31 4.55 4.39 - - - - - - - -

F90A1_HUMAN FAM90A1 KASLSpSSSSLGPK S193 NEW - - - - 4.3 31 8.21 8.05 - - - - - - - -

F90A1_HUMAN FAM90A1 KASLSSSpSSLGPK S195 NEW - - - - 4.3 31 8.21 8.05 - - - - - - - -
F90A1_HUMAN FAM90A1 KASLSSpSSSLGPK S194 NEW - - - - 4.3 31 8.21 8.05 - - - - - - - -

FA18B_HUMAN FAM18B QFLRQNpTGDDQTS T199 NEW - - - - - - - - 81.51 60 0.10 0.15 - - - -

FA21A_HUMAN FAM21A RpTPSDDEEDNLFAPPK T331 Swissprot 65.6 43 0.08 0.12 84.26 53 0.18 -0.10 - - - - - - - -

FA21A_HUMAN FAM21A AGNpSDpSEEDDANGRVELILEPK S158, S160 Swissprot, Swissprot- - - - 64.1 46 0.04 -0.10 - - - - - - - -

FA21A_HUMAN FAM21A AVApSPEATVSQTDENK S498 Swissprot - - - - 180.59 128 0.01 -0.10 180.59 124 -0.24 0.04 69.06 64 -0.48 0.13

FA21A_HUMAN FAM21A ETVSEAPPLLFpSDEEEK S728 NEW - - - - 132.25 86 -0.03 -0.10 - - - - - - - -
FA21A_HUMAN FAM21A LTDEDFpSPFGSGGGLFSGGK S352 Swissprot - - - - - - - - 134.07 126 -0.36 0.04 - - - -

FA29A_HUMAN HAUS6 AVLSDpSPQLSEGK S552 ELM+Swissprot - - - - 122.16 39 -0.96 -1.10 166.28 90 -0.55 -0.92 - - - -
FA29A_HUMAN HAUS6 QpTTPESDFNLQALR T822 NEW - - - - - - - - 74.81 42 -0.80 -0.92 - - - -

FA29A_HUMAN HAUS6 QTpTPESDFNLQALR T823 NEW - - - - - - - - 74.81 63 -3.66 -0.92 - - - -

FA38A_HUMAN FAM38A TApSELLLDR S1215 ELM+Swissprot 138.46 51 0.09 0.24 91.73 61 -0.29 0.24 - - - - 52.96 45 -0.14 0.00

FA40A_HUMAN FAM40A KDSEGYpSESPDLEFEYADTDK S63 NEW 136.78 76 0.44 0.34 161.39 84 0.23 -0.03 - - - - - - - -

FA40A_HUMAN FAM40A KDSEGYSEpSPDLEFEYADTDK S65 NEW 136.78 76 0.44 0.34 - - - - - - - - - - - -

FA40A_HUMAN FAM40A KDpSEGYSESPDLEFEYADTDK S59 NEW 87.24 62 0.35 0.34 - - - - - - - - - - - -
FA40A_HUMAN FAM40A KDSEGpYSESPDLEFEYADTDK Y62 NEW - - - - 140.4 71 0.16 -0.03 96.66 39 -1.13 -0.18 - - - -

FA40A_HUMAN FAM40A AApSPPASASDLIEQQQK S335 ELM+Swissprot - - - - 215.06 139 0.03 -0.03 215.06 153 0.08 -0.18 215.06 89 -0.07 0.10
FA44A_HUMAN BOD1L QHpYLpSSEDEPDDNPDVLDSR Y2777, S2779 NEW, ELM 93.44 51 0.43 -0.01 61.85 42 0.04 0.07 - - - - - - - -

FA44A_HUMAN BOD1L QHpYLSpSEDEPDDNPDVLDSR Y2777, S2780 NEW, ELM 93.44 51 0.43 -0.01 61.85 42 0.04 0.07 - - - - 56.9 34 0.06 0.14

FA44A_HUMAN BOD1L GTGVNSNpSEK S1193 NEW 20.47 36 -6.79 -0.01 - - - - - - - - - - - -

FA44A_HUMAN BOD1L GTGVNpSNSEK S1191 NEW 20.47 36 -6.79 -0.01 - - - - - - - - - - - -

FA44A_HUMAN BOD1L GpTGVNSNSEK T1187 NEW 20.47 36 -6.79 -0.01 - - - - - - - - - - - -



FA44A_HUMAN BOD1L TQLpSPSIK S3019 NEW 25.44 32 -0.21 -0.01 35.44 32 -0.13 0.07 69.57 39 -0.21 0.05 25.44 32 0.02 0.14

FA44A_HUMAN BOD1L YYpSDpSDDELTVEQR S482, S484 ELM+Swissprot, ELM+Swissprot109.95 35 0.22 -0.01 125.18 58 0.04 0.07 231.22 82 -0.26 0.05 - - - -

FA44A_HUMAN BOD1L EVpSPPGAR S3029 NEW - - - - 72.16 37 0.00 0.07 58.87 38 -0.04 0.05 58.87 38 -0.08 0.14

FA44A_HUMAN BOD1L DVTLpSPVK S1531 NEW - - - - - - - - 113.91 38 0.86 0.05 - - - -

FA44A_HUMAN BOD1L TDTGIVTVEQpSPSSSK S2905 NEW - - - - - - - - 97.7 71 -0.24 0.05 - - - -
FA44A_HUMAN BOD1L TDTGIVTVEQSPpSSSK S2907 NEW - - - - - - - - 115.96 71 -0.24 0.05 - - - -

FA48A_HUMAN FAM48A ADEESDSQMpSPSHSSTDDHSNWFIIGSK S381 NEW - - - - 81.57 40 0.12 -0.04 - - - - - - - -

FA48A_HUMAN FAM48A ADEESDSQMSPpSHSSTDDHSNWFIIGSK S383 NEW - - - - 81.57 40 0.12 -0.04 - - - - - - - -

FA53C_HUMAN FAM53C SLpSVPVDLSR S122 ELM+Swissprot - - - - - - - - 100.07 45 -0.94 0.15 - - - -

FA54B_HUMAN FAM54B ASpSFADMMGILK S238 Swissprot_similarity - - - - 131.17 78 0.32 0.16 - - - - - - - -

FA65A_HUMAN FAM65A SQpSFAGVLGSHER S22 NEW - - - - 73.26 36 0.75 0.02 - - - - - - - -
FA65A_HUMAN FAM65A FSTYSQpSPPDTPSLR S351 ELM+Swissprot - - - - 120.37 64 -0.18 0.02 95.78 87 -0.09 0.06 - - - -

FA65C_HUMAN FAM65C ELEpYQVLGFR Y539 NEW - - - - 61.05 36 -3.63 -3.80 - - - - - - - -
FA76B_HUMAN FAM76B ISNLpSPEEEQGLWK S193 ELM+Swissprot - - - - 37.91 41 0.04 -0.13 155.9 94 0.02 -0.17 - - - -

FA76B_HUMAN FAM76B SSATIQNEpTPK T215 NEW - - - - - - - - 89.76 64 -0.50 -0.17 - - - -

FA83D_HUMAN FAM83D GTQSTEGpSPVSK S462 NEW - - - - - - - - 75.38 34 0.20 0.21 - - - -

FA83G_HUMAN FAM83G LLPDPGpSPR S760 NEW - - - - 52.96 38 0.66 0.49 77.93 38 -0.45 -0.43 41.85 65 -2.19 -2.05

FACD2_HUMAN FANCD2 SEpSPSLTQER S592 ELM+Swissprot 86.27 42 -0.05 0.32 73.26 32 -0.06 -0.40 - - - - - - - -

FACD2_HUMAN FANCD2 SQNSQESTADESEDDMpSSQASK S1417 NEW - - - - 118.12 70 -0.61 -0.40 - - - - - - - -
FACD2_HUMAN FANCD2 SQNSQESTADEpSEDDMSSQASK S1412 ELM+Swissprot - - - - - - - - - - - - 146.35 78 -0.16 -0.11

FACE1_HUMAN ZMPSTE24 pSIDFPLTK S244 NEW - - - - 48.48 34 -7.22 -0.57 - - - - - - - -

FAK1_HUMAN PTK2 LQPQEIpSPPPTANLDR S910 ELM+Swissprot - - - - 59.16 56 -0.60 -0.53 90.47 73 -0.20 -0.18 50.86 34 -0.68 -0.55

FANCI_HUMAN FANCI TIEpTSPSLSR T406 NEW 61.05 32 -0.15 -0.24 73.26 50 -0.79 -0.29 86.27 54 -0.46 -0.14 - - - -

FANCI_HUMAN FANCI TIETpSPSLSR S407 ELM+Swissprot - - - - - - - - 97.24 50 -0.67 -0.14 86.27 38 -1.83 -0.76

FANCJ_HUMAN BRIP1 STpSPTFNK S990 ELM+Swissprot 72.16 32 -0.17 -0.19 - - - - 72.16 49 -0.06 -0.01 - - - -

FANCJ_HUMAN BRIP1 LNpSPLEK S197 NEW - - - - - - - - 78.12 42 -0.47 -0.01 - - - -

FANCJ_HUMAN BRIP1 ATPELGSSENSASpSPPR S1032 ELM+Swissprot - - - - - - - - - - - - 134.47 79 -0.18 -0.09
FARP1_HUMAN FARP1 LGAPENSGISpTLER T24 Swissprot 114.49 68 -0.02 0.13 78.04 66 0.44 0.28 67.05 55 0.41 0.25 56.67 39 -0.92 -0.78

FARP1_HUMAN FARP1 VSAGEPGSHPpSPAPR S427 ELM+Swissprot - - - - - - - - 54.21 34 0.04 0.25 - - - -

FAS_HUMAN FASN ADEASELACPpTPK T2204 ELM+Swissprot 91.57 47 0.17 1.22 130.44 63 -0.12 -0.01 - - - - - - - -

FAS_HUMAN FASN LGMLpSPEGTCK S207 NEW - - - - 69.17 44 -0.73 -0.01 - - - - - - - -

FBP1L_HUMAN FNBP1L TIpSDGTISASK S295 NEW 69.17 45 -0.05 -0.36 - - - - 122.92 63 0.37 1.30 - - - -

FBX28_HUMAN FBXO28 VIDEIpYR Y178 NEW 10.5 32 3.28 2.58 - - - - - - - - - - - -
FBX28_HUMAN FBXO28 EVMESAVGNSSGpSGQNEESPRK S338 NEW 59.74 74 0.18 2.58 - - - - - - - - - - - -

FBX28_HUMAN FBXO28 EVMESAVGNSSGSGQNEEpSPRK S344 ELM+Swissprot - - - - 53.79 78 0.06 -0.10 - - - - - - - -
FBX28_HUMAN FBXO28 EVMESAVGNSSGSGQNEEpSPR S344 ELM+Swissprot - - - - - - - - - - - - 40.48 33 0.20 0.34

FBX4_HUMAN FBXO4 SGTNpSPPPPFSDWGR S12 ELM+Swissprot - - - - 64.21 87 -0.09 -0.24 - - - - - - - -

FCHO2_HUMAN FCHO2 NLpSNEELTK S403 ELM+Swissprot 77.93 36 -0.27 -0.13 121.97 39 -0.01 -0.04 106.41 36 -0.14 1.04 - - - -

FERM2_HUMAN FERMT2 DQNEpSLDEEMFYK S666 NEW 81.57 50 -1.30 0.12 - - - - - - - - - - - -

FGD1_HUMAN FGD1 LLNSTNREDEDpTPPNpSPNVDLGK T711, S715 NEW, NEW - - - - 95.03 50 -0.16 -0.32 - - - - - - - -

FHOD1_HUMAN FHOD1 pSLEGGGCPAR S367 ELM+Swissprot 29.65 38 0.02 0.94 29.65 33 -0.73 -0.33 49.68 48 -0.13 -0.32 - - - -
FHOD1_HUMAN FHOD1 EPLIPApSPK S523 ELM+Swissprot 30.65 31 0.12 0.94 40.47 44 -0.55 -0.33 51.27 47 -0.28 -0.32 52.96 49 -0.65 -0.26

FHOD1_HUMAN FHOD1 QLWDpSPETAPAAR S486 NEW - - - - 106.25 56 0.84 -0.33 - - - - - - - -

FHOD1_HUMAN FHOD1 TPQpSPAPCVLLR S498 ELM+Swissprot - - - - 53.09 35 -0.92 -0.33 142.76 65 -0.59 -0.32 - - - -

FILA_HUMAN FLG DKNTDTLpSK S29 NEW 91.73 32 2.48 2.63 - - - - 91.73 38 2.21 2.22 - - - -

FIP1_HUMAN FIP1L1 DHSPpTPpSVFNSDEERYR T494, S496 Swissprot_similarity, Swissprot_similarity24.73 32 0.17 0.36 - - - - - - - - - - - -

FIP1_HUMAN FIP1L1 DHSPpTPSVFNpSDEERYR T494, S500 Swissprot_similarity, Swissprot24.73 32 0.17 0.36 - - - - - - - - - - - -

FIP1_HUMAN FIP1L1 DHSPTPpSVFNSDEER S496 Swissprot_similarity111.42 68 0.00 0.36 105.56 67 -0.20 -0.28 - - - - - - - -

FIP1_HUMAN FIP1L1 DHSPpTPSVFNSDEER T494 Swissprot_similarity100.39 76 0.05 0.36 105.56 57 -0.36 -0.28 - - - - - - - -
FIP1_HUMAN FIP1L1 DHpSPTPpSVFNSDEERYR S492, S496 Swissprot, Swissprot_similarity24.73 32 0.17 0.36 - - - - - - - - - - - -

FIP1_HUMAN FIP1L1 ERDHpSPTPSVFNpSDEER S492, S500 Swissprot, Swissprot54.21 56 0.45 0.36 - - - - - - - - - - - -

FIP1_HUMAN FIP1L1 DHpSPTPSVFNpSDEERYR S492, S500 Swissprot, Swissprot24.73 32 0.17 0.36 - - - - - - - - - - - -

FIP1_HUMAN FIP1L1 ERDHpSPTPSVFNSDEER S492 Swissprot 87.76 40 0.74 0.36 - - - - 88.83 69 -1.02 -0.25 - - - -

FIP1_HUMAN FIP1L1 DHpSPTPSVFNSDEER S492 Swissprot 100.39 76 0.05 0.36 105.56 57 -0.36 -0.28 - - - - 97.7 41 0.00 0.28

FIP1_HUMAN FIP1L1 ERDHSPpTPSVFNpSDEER T494, S500 Swissprot_similarity, Swissprot- - - - 78.04 37 -0.17 -0.28 - - - - - - - -
FIP1_HUMAN FIP1L1 DHSPpTPSVFNpSDEER T494, S500 Swissprot_similarity, Swissprot- - - - 73.55 41 -0.05 -0.28 68.56 46 -0.36 -0.25 - - - -

FIP1_HUMAN FIP1L1 DHpSPTPSVFNpSDEER S492, S500 Swissprot, Swissprot- - - - 73.55 73 -0.16 -0.28 - - - - 42.9 37 -0.06 0.28
FIP1_HUMAN FIP1L1 AEFTpSPPSLFK S259 ELM+Swissprot - - - - 79.35 49 -0.58 -0.28 92.11 48 -0.18 -0.25 - - - -

FIP1_HUMAN FIP1L1 ERDHSPpTPSVFNSDEER T494 Swissprot_similarity - - - - - - - - - - - - 68.56 31 0.49 0.28

FKB15_HUMAN FKBP15 SpSLpSGDEEDELFK S1162, S1164 ELM+Swissprot, ELM+Swissprot150.97 50 0.15 0.34 108.66 57 0.09 -0.11 130.44 77 0.10 0.12 - - - -

FKB15_HUMAN FKBP15 pSSLpSGDEEDELFK S1161, S1164 ELM+Swissprot, ELM+Swissprot49.23 48 0.24 0.34 - - - - - - - - - - - -

FKB15_HUMAN FKBP15 SSLpSGDEEDELFK S1164 ELM+Swissprot - - - - 32.89 49 0.04 -0.11 - - - - - - - -

FL2D_HUMAN WTAP EGNTTEDDFPpSSPGNGNK S305 NEW - - - - 141.67 110 -0.08 -0.13 155.62 94 -0.01 -0.04 - - - -
FL2D_HUMAN WTAP EGNTTEDDFPSpSPGNGNK S306 ELM+Swissprot - - - - 141.67 110 -0.08 -0.13 155.62 94 -0.01 -0.04 166.33 81 0.23 0.34

FLCN_HUMAN FLCN AHpSPAEGASVESSpSPGPK S62, S73 NEW, NEW - - - - - - - - - - - - 37.02 33 -0.94 -0.81
FLCN_HUMAN FLCN AHpSPAEGASVESpSSPGPK S62, S72 NEW, NEW - - - - - - - - - - - - 37.02 33 -0.94 -0.81

FLCN_HUMAN FLCN AHpSPAEGASVEpSSSPGPK S62, S71 NEW, NEW - - - - - - - - - - - - 37.02 33 -0.94 -0.81

FLII_HUMAN FLII NAEAVLQpSPGLSGK S856 ELM+Swissprot - - - - 101.78 67 -0.84 -0.57 127.75 41 -0.88 -0.47 101.78 53 -1.85 -0.50

FLII_HUMAN FLII LAGASPApTVAAAAAAGSGPK T409 NEW - - - - - - - - 26.91 37 -0.61 -0.47 - - - -

FLNA_HUMAN FLNA AFGPGLQGGpSAGSPAR S1081 NEW 67.76 88 0.09 0.53 - - - - - - - - 78.04 91 -2.09 0.27

FLNA_HUMAN FLNA AFGPGLQGGSAGpSPAR S1084 ELM+Swissprot 67.76 91 0.06 0.53 136.78 97 -0.49 -0.18 100.11 93 -0.53 -0.01 78.04 91 -2.09 0.27
FLNA_HUMAN FLNA CSGPGLpSPGMVR S1459 ELM+Swissprot 119.47 61 -0.08 0.53 70.15 50 -0.50 -0.18 93.62 69 -0.63 -0.01 98.01 44 -1.43 0.27

FLNA_HUMAN FLNA RAPpSVANVGSHCDLSLK S2152 ELM+Swissprot 95.76 76 0.27 0.53 159.17 86 -0.26 -0.18 116.92 88 -1.26 -0.01 70.42 74 -0.08 0.27

FLNA_HUMAN FLNA EGPYSISVLYGDEEVPRpSPFK S1533 Swissprot - - - - 22.13 52 -0.39 -0.18 - - - - - - - -

FLNA_HUMAN FLNA FNEEHIPDSPFVVPVApSPSGDAR S2327 Swissprot - - - - 43.51 39 -0.11 -0.18 - - - - - - - -

FLNA_HUMAN FLNA YGGDEIPFpSPYR S1630 NEW - - - - 73.55 34 -0.23 -0.18 62.3 42 -0.70 -0.01 - - - -

FLNA_HUMAN FLNA APpSVANVGSHCDLSLK S2152 ELM+Swissprot - - - - 92.17 59 -0.03 -0.18 - - - - - - - -
FLNB_HUMAN FLNB LDVTILSPpSR S985 NEW - - - - 97.24 38 0.38 0.11 - - - - - - - -

FLNB_HUMAN FLNB APpSVATVGSICDLNLK S2107 NEW - - - - 70.42 62 0.43 0.11 - - - - - - - -
FLNB_HUMAN FLNB LDVTILpSPSR S983 ELM+Swissprot - - - - 97.24 38 0.38 0.11 126.36 61 -0.54 0.08 - - - -

FLNC_HUMAN FLNC LGpSFGSITR S2233 NEW 80.54 56 1.12 0.78 80.54 53 0.10 0.69 94.8 67 -0.38 -0.04 109.99 46 -0.61 1.19

FLNC_HUMAN FLNC GSpSYSSIPK S2624 NEW 43.32 38 0.70 0.78 65 32 0.13 0.69 91.73 38 -1.08 -0.04 - - - -

FLNC_HUMAN FLNC GpSSYSSIPK S2623 NEW 43.32 35 0.54 0.78 - - - - 65 38 -1.08 -0.04 77.93 45 0.35 1.19

FLNC_HUMAN FLNC SSSSRGpSSpYSSIPK S2623, Y2625 NEW, NEW - - - - 22.2 39 0.67 0.69 - - - - 22.2 36 0.72 1.19

FLNC_HUMAN FLNC SSpSSRGSSpYSSIPK S2619, Y2625 NEW, NEW - - - - 22.2 39 0.67 0.69 - - - - 22.2 36 0.72 1.19
FLNC_HUMAN FLNC SSSpSRGSSpYSSIPK S2620, Y2625 NEW, NEW - - - - 22.2 39 0.67 0.69 - - - - 22.2 36 0.72 1.19

FLNC_HUMAN FLNC SSSSRGSpSpYSSIPK S2624, Y2625 NEW, NEW - - - - 22.2 39 0.67 0.69 - - - - 22.2 36 0.72 1.19
FLNC_HUMAN FLNC GGLVGpTPAPFSIDTK T1079 NEW - - - - 74.81 32 -0.25 0.69 - - - - - - - -

FLNC_HUMAN FLNC YGGDEIPYpSPFR S1624 NEW - - - - 34.76 37 -0.23 0.69 - - - - - - - -

FLNC_HUMAN FLNC WGDESVPGpSPFK S2718 NEW - - - - - - - - 73.55 37 -1.07 -0.04 - - - -

FLNC_HUMAN FLNC SSSSRGSSpYpSSIPK Y2625, S2626 NEW, NEW - - - - - - - - - - - - 22.2 36 0.72 1.19

FLNC_HUMAN FLNC SSSSRGSSpYSpSIPK Y2625, S2627 NEW, NEW - - - - - - - - - - - - 22.2 36 0.72 1.19



FMNL_HUMAN FMNL1 RDpSELGPGVK S624 ELM+Swissprot - - - - 97.24 46 0.32 -0.27 - - - - - - - -

FMO4_HUMAN FMO4 LMMEApTEKEQLIK T409 NEW - - - - 39.82 32 -2.44 -2.60 - - - - - - - -

FMOD_HUMAN FMOD YLPFVPpSR S105 NEW - - - - - - - - 9.28 34 0.86 0.87 - - - -

FNBP1_HUMAN FNBP1 TVpSDNpSLSNSR S296, S299 ELM+Swissprot, Swissprot73.26 35 0.71 0.51 92.11 60 0.39 -0.01 79.35 46 -0.02 0.05 - - - -

FNBP1_HUMAN FNBP1 TVpSDNSLSNSR S296 ELM+Swissprot 81.51 47 0.01 0.51 92.11 51 -0.07 -0.01 75.51 45 0.08 0.05 83.81 38 -0.01 0.13
FNBP2_HUMAN SRGAP2 TSPVVAPTSEPpSpSPLHTQLLK S993, S994 NEW, NEW - - - - 46.94 35 -0.15 -0.32 - - - - - - - -

FNBP2_HUMAN SRGAP2 TSPVVAPpTpSEPSSPLHTQLLK T989, S990 NEW, NEW - - - - 46.94 35 -0.15 -0.32 - - - - - - - -

FNBP2_HUMAN SRGAP2 TSPVVAPpTSEPSpSPLHTQLLK T989, S994 NEW, NEW - - - - 46.94 35 -0.15 -0.32 79.51 41 0.08 -0.55 - - - -

FNBP2_HUMAN SRGAP2 TSPVVAPTpSEPSpSPLHTQLLK S990, S994 NEW, NEW - - - - 46.94 35 -0.15 -0.32 79.51 41 0.08 -0.55 - - - -

FNBP2_HUMAN SRGAP2 TSPVVAPTpSEPpSSPLHTQLLK S990, S993 NEW, NEW - - - - 46.94 35 -0.15 -0.32 79.51 41 0.08 -0.55 - - - -

FNBP2_HUMAN SRGAP2 TSPVVAPpTSEPpSSPLHTQLLK T989, S993 NEW, NEW - - - - 46.94 35 -0.15 -0.32 79.51 41 0.08 -0.55 - - - -
FNBP2_HUMAN SRGAP2 TNATpSPGVNSSTpSPQSTDK S1053, S1061 NEW, NEW - - - - - - - - 103.96 45 -0.69 -0.55 - - - -

FNBP2_HUMAN SRGAP2 LDpSPQIR S916 NEW - - - - - - - - 63.74 37 -1.50 -0.55 - - - -
FNBP4_HUMAN FNBP4 ALEEGDGSVSGSpSPR S432 ELM+Swissprot 120.37 59 -0.05 0.11 161.03 91 -0.21 -0.16 133.43 51 -0.69 -0.42 97.7 91 -0.25 0.14

FNBP4_HUMAN FNBP4 ALEEGDGSVSGpSSPR S431 NEW - - - - - - - - 133.43 51 -0.69 -0.42 97.7 55 -0.20 0.14

FND3A_HUMAN FNDC3A MpSSPPSSPQK S138 NEW - - - - 61.05 39 -0.29 -0.30 - - - - 37.98 32 0.40 0.54

FND3A_HUMAN FNDC3A MSpSPPpSSPQK S139, S142 ELM+Swissprot, NEW- - - - 59.27 39 0.00 -0.30 - - - - - - - -

FND3A_HUMAN FNDC3A MSpSPPSpSPQK S139, S143 ELM+Swissprot, ELM+Swissprot- - - - 59.27 39 0.00 -0.30 - - - - - - - -

FND3A_HUMAN FNDC3A MSpSPPSSPQK S139 ELM+Swissprot - - - - 61.05 39 -0.29 -0.30 - - - - 37.98 32 0.40 0.54
FND3B_HUMAN FNDC3B LNpSPPSSIYK S208 Swissprot 37.98 34 0.35 0.27 83.81 32 -0.27 -0.23 83.81 50 -0.12 0.26 - - - -

FNTA_HUMAN FNTA HSTENDpSPTNVQQ S373 NEW - - - - 81.57 51 -0.20 -0.21 70.15 46 -0.30 -0.09 - - - -

FOSL2_HUMAN FOSL2 QEPLEEDpSPSSSSAGLDK S230 ELM+Swissprot 138.22 97 0.06 0.15 114.22 87 -0.42 -0.26 96.66 109 -0.39 0.01 108.08 65 -0.90 -0.02

FOSL2_HUMAN FOSL2 GSSGpSPAHAESYSSGGGGQQK S19 NEW - - - - - - - - 87.76 92 -0.87 0.01 - - - -

FOSL2_HUMAN FOSL2 SHPYpSPLPGLASVPGHMALPRPGVIK S83 Swissprot - - - - - - - - - - - - 16.8 33 0.12 -0.02

FOSL2_HUMAN FOSL2 SHPYSPLPGLApSVPGHMALPRPGVIK S90 NEW - - - - - - - - - - - - 16.8 33 0.12 -0.02

FOSL2_HUMAN FOSL2 pSHPYSPLPGLASVPGHMALPRPGVIK S79 NEW - - - - - - - - - - - - 16.8 33 0.12 -0.02

FOXK1_HUMAN FOXK1 SGGLQpTPECLpSREGpSPIPHDPEFGSK T436, S441, S445Swissprot, Swissprot, Swissprot46.04 46 0.14 0.14 65.28 41 0.16 0.51 67.88 40 -0.32 -0.11 67.88 33 -0.31 0.43
FOXK1_HUMAN FOXK1 EEAPApSPLRPLYPQIpSPLK S213, S223 Swissprot, Swissprot84.26 36 0.21 0.14 84.26 34 -0.06 0.51 72.63 40 -0.05 -0.11 71.82 35 0.59 0.43

FOXK1_HUMAN FOXK1 pSAPApSPTHPGLMSPR S416, S420 Swissprot, Swissprot26.91 57 0.24 0.14 108.39 66 0.21 0.51 - - - - - - - -

FOXK1_HUMAN FOXK1 SGGLQpTPECLpSR T436, S441 Swissprot, Swissprot63.88 39 0.39 0.14 53.09 54 0.05 0.51 - - - - - - - -

FOXK1_HUMAN FOXK1 SGGLQpTPECLSR T436 Swissprot 102.9 70 -0.02 0.14 116.7 75 0.12 0.51 65.55 78 -0.21 -0.11 65.55 46 0.80 0.43

FOXK1_HUMAN FOXK1 EGpSPIPHDPEFGSK S445 Swissprot 108.66 49 0.12 0.14 158.19 50 -0.35 0.51 106.25 35 0.18 -0.11 116.92 39 -0.23 0.43

FOXK1_HUMAN FOXK1 QpSPGPALAR S101 NEW 67.2 36 -0.06 0.14 109.99 53 -0.14 0.51 67.2 38 0.12 -0.11 94.8 40 -0.37 0.43
FOXK1_HUMAN FOXK1 pSAPASPpTHPGLMSPR S416, T422 Swissprot, Swissprot- - - - 108.39 62 0.24 0.51 - - - - - - - -

FOXK1_HUMAN FOXK1 SMVSPVPSPpTGTISVPNSCPASPR T245 Swissprot - - - - 56.79 32 -0.43 0.51 - - - - - - - -
FOXK1_HUMAN FOXK1 SMVSPVPSPTGpTISVPNSCPASPR T247 Swissprot - - - - 56.79 32 -0.43 0.51 - - - - - - - -

FOXK1_HUMAN FOXK1 SAPApSPpTHPGLMSPR S420, T422 Swissprot, Swissprot- - - - - - - - 15.32 46 -0.12 -0.11 28.91 56 -0.04 0.43

FOXK1_HUMAN FOXK1 SAPApSPTHPGLMpSPR S420, S428 Swissprot, Swissprot- - - - - - - - 91.57 40 -0.49 -0.11 - - - -

FOXP4_HUMAN FOXP4 MTGSPpTLVK T556 NEW - - - - 62.96 37 -0.14 -0.31 - - - - - - - -

FOXP4_HUMAN FOXP4 MTGpSPTLVK S554 NEW - - - - 62.96 37 -0.14 -0.31 - - - - - - - -

FR1OP_HUMAN FGFR1OP GPTTGEGALDLpSDVHpSPPKpSPEGK S152, S156, S160NEW, ELM+Swissprot, ELM+Swissprot64.21 34 -1.31 0.87 49.21 51 -2.08 -0.02 - - - - - - - -
FR1OP_HUMAN FGFR1OP GPTTGEGALDLSDVHpSPPKpSPEGK S156, S160 ELM+Swissprot, ELM+Swissprot- - - - 76.28 36 0.60 -0.02 - - - - - - - -

FRMD5_HUMAN FRMD5 TVpSSSNLFFK S306 NEW - - - - - - - - 130.07 50 -0.02 0.00 - - - -

FRMD6_HUMAN FRMD6 EIGSSTSpSpSSETVVK S510, S511 NEW, NEW - - - - 55.41 32 0.25 -0.11 - - - - - - - -

FRMD6_HUMAN FRMD6 HpSLSLDDIR S542 NEW - - - - 103.12 65 -0.05 -0.11 - - - - - - - -

FRMD6_HUMAN FRMD6 HSLpSLDDIR S544 NEW - - - - 103.12 65 -0.05 -0.11 - - - - - - - -

FRYL_HUMAN FRYL TYGGDTGpSPEISFTK S2272 ELM+Swissprot - - - - 183.79 87 -0.56 -0.14 183.79 86 -0.45 -0.38 128.58 53 -1.21 -1.08

FSD1_HUMAN FSD1 AFGVGVApYR Y375 NEW 52.96 33 -0.05 0.09 - - - - - - - - - - - -

FUBP1_HUMAN FUBP1 QQAAYYAQpTSPQGMPQHPPAPQGQ T629 NEW 53.79 37 0.04 -0.01 - - - - 33.77 44 0.04 -0.01 - - - -
FUBP1_HUMAN FUBP1 QQAAYYAQTpSPQGMPQHPPAPQGQ S630 ELM+Swissprot 53.79 37 0.04 -0.01 95.15 31 -0.24 -0.15 33.77 44 0.04 -0.01 - - - -

FUBP1_HUMAN FUBP1 SCMLTGpTPESVQSAK T153 ELM+Swissprot - - - - 172.36 97 -0.42 -0.15 83.47 57 -0.05 -0.01 43.04 48 -0.57 0.06

FUBP1_HUMAN FUBP1 QQAAYpYAQTSPQGMPQHPPAPQGQ Y626 NEW - - - - - - - - 50.07 34 -0.03 -0.01 - - - -

FUBP1_HUMAN FUBP1 QQAApYYAQTSPQGMPQHPPAPQGQ Y625 NEW - - - - - - - - 50.07 34 -0.03 -0.01 - - - -

FUBP2_HUMAN KHSRP VQIpSPDSGGLPER S181 ELM+Swissprot 81.57 49 -0.10 0.04 93.62 62 -0.07 -0.25 93.62 43 -0.07 -0.05 71.8 39 -0.43 0.13

FUBP2_HUMAN KHSRP IGGDAATTVNNSpTPDFGFGGQK T100 Swissprot - - - - - - - - 96.66 45 -0.56 -0.05 - - - -
FUND2_HUMAN FUNDC2 pSNQIPTEVR S151 Swissprot - - - - - - - - 51.27 35 0.53 0.54 - - - -

FUSIP_HUMAN FUSIP1 pSRpSFDYNYR S131, S133 Swissprot, ELM+Swissprot44.9 35 0.04 0.29 44.9 42 0.02 0.04 65 38 -0.16 0.26 51.27 32 0.19 0.20
FWCH2_HUMAN FLYWCH2 ASQEPpSPKPGTEVIPAAPR S21 NEW 76.62 35 0.08 0.23 - - - - - - - - - - - -

FXR1_HUMAN FXR1 DPDSNPYSLLDNTESDQTADTDApSESHHSTNRRS494 NEW 41.21 57 1.45 1.25 38.65 35 0.74 0.25 - - - - - - - -

FXR1_HUMAN FXR1 DPDSNPYSLLDNTESDQTADTDASESHHSpTNRRT500 NEW - - - - 38.65 35 0.74 0.25 - - - - - - - -

FXR1_HUMAN FXR1 DPDSNPYSLLDNTESDQTADTDASESHHpSTNRRS499 NEW - - - - 38.65 35 0.74 0.25 - - - - - - - -

FXR1_HUMAN FXR1 DPDSNPYSLLDNTESDQTADTDASEpSHHSTNRRS496 NEW - - - - 38.65 35 0.74 0.25 - - - - - - - -

FXR2_HUMAN FXR2 TDGpSIpSGDRQPVTVADYISR S601, S603 ELM+Swissprot, ELM+Swissprot81.03 53 0.20 0.45 - - - - 54.21 44 0.01 1.31 76.62 48 0.31 0.57
FYTD1_HUMAN FYTTD1 LVGATATpSSPPPK S15 NEW - - - - - - - - 103.96 70 -0.33 -0.32 116.92 55 0.09 0.23

FYTD1_HUMAN FYTTD1 LVGATATSpSPPPK S16 ELM+Swissprot - - - - - - - - 103.96 70 -0.33 -0.32 116.92 55 0.09 0.23
FYV1_HUMAN PIKFYVE SApSITNLSLDR S307 ELM+Swissprot_similarity83.81 53 1.14 1.29 - - - - 134.56 80 0.28 0.30 - - - -

FZR_HUMAN FZR1 RSpSPDDGNDVSPYSLpSPVSNK S138, S151 NEW, ELM+Swissprot_similarity- - - - 119.94 50 0.09 -0.07 - - - - - - - -

FZR_HUMAN FZR1 RpSSPDDGNDVSPYSLpSPVSNK S137, S151 NEW, ELM+Swissprot_similarity- - - - 119.94 50 0.09 -0.07 - - - - - - - -

G3BP1_HUMAN G3BP1 SSpSPAPADIAQTVQEDLR S232 ELM+Swissprot 179.98 129 -0.10 0.87 179.98 130 0.06 0.42 215.06 136 0.03 -0.19 266.04 122 -0.11 0.30

G3BP1_HUMAN G3BP1 YQDEVFGGFVTEPQEEpSEEEVEEPEER S149 ELM+Swissprot - - - - 95.15 62 0.14 0.42 - - - - - - - -

G3BP1_HUMAN G3BP1 SpSSPAPADIAQTVQEDLR S231 ELM+Swissprot - - - - - - - - - - - - 193.98 122 -0.11 0.30
G3BP1_HUMAN G3BP1 pSSSPAPADIAQTVQEDLR S230 ELM+Swissprot - - - - - - - - - - - - 193.98 122 -0.11 0.30

G3P_HUMAN GAPDH GALQNIIPApSTGAAK S210 NEW 114.49 61 -0.35 0.86 99.69 57 -0.32 -0.08 136.01 93 0.12 0.08 - - - -

G3P_HUMAN GAPDH IISNApSCTTNCLAPLAK S151 NEW - - - - 67.76 103 -0.66 -0.08 111.87 122 0.65 0.08 - - - -

G3P_HUMAN GAPDH IISNASCTpTNCLAPLAK T154 NEW - - - - 113.88 103 -0.66 -0.08 - - - - - - - -

G8_HUMAN C6orf48 QLMNSGSPARDNAPpSQR S98 NEW - - - - 17.53 34 -2.98 -3.15 - - - - - - - -

GA2L3_HUMAN GAS2L3 SALNLNQPVSVSSVpSPVK S570 NEW - - - - 93.44 97 -0.23 -0.39 153.19 65 -0.07 -0.06 - - - -
GBF1_HUMAN GBF1 AASpSSSPGpSPVASSPSR S1779, S1784 NEW, ELM+Swissprot73.55 47 0.31 0.23 - - - - - - - - - - - -

GBF1_HUMAN GBF1 AASSpSSPGpSPVASSPSR S1780, S1784 NEW, ELM+Swissprot73.55 47 0.31 0.23 128.58 62 0.22 -0.03 - - - - - - - -
GBF1_HUMAN GBF1 ADAPDAGAQpSDSELPSYHQNDVSLDR S1298 NEW 78.77 77 0.12 0.23 152.32 85 0.10 -0.03 - - - - - - - -

GBF1_HUMAN GBF1 AASSSSPGSPVASpSPSR S1789 NEW 160.77 89 0.10 0.23 - - - - - - - - 188.81 119 0.23 0.34

GBF1_HUMAN GBF1 AASSSSPGSPVApSSPSR S1788 NEW 160.77 89 0.10 0.23 - - - - - - - - 188.81 119 0.23 0.34

GBF1_HUMAN GBF1 GYTpSDSEVYTDHGRPGK S1318 ELM+Swissprot 89.76 50 0.45 0.23 68.56 58 0.04 -0.03 - - - - - - - -

GBF1_HUMAN GBF1 ADAPDAGAQpSDSELPSYHQNDVpSLDR S1298, S1311 NEW, NEW - - - - 60.78 48 -1.87 -0.03 - - - - - - - -

GBF1_HUMAN GBF1 TPGHPPPPEIPSELGACDFEKPEpSPR S1773 ELM+Swissprot - - - - 44.33 37 -0.96 -0.03 58.73 68 -0.61 -0.02 - - - -
GBF1_HUMAN GBF1 AASSSSPGpSPVASSPSR S1784 ELM+Swissprot - - - - 188.81 83 0.18 -0.03 - - - - 111.87 69 0.17 0.34

GBF1_HUMAN GBF1 ADAPDAGAQSDpSELPSYHQNDVpSLDR S1300, S1311 ELM, NEW - - - - 60.78 48 -1.87 -0.03 - - - - - - - -
GBF1_HUMAN GBF1 ADAPDAGAQSDpSELPSYHQNDVSLDR S1300 ELM - - - - 102.85 85 0.10 -0.03 118.59 33 0.22 -0.02 - - - -

GBF1_HUMAN GBF1 AASSpSSPGSPVASSPSR S1780 NEW - - - - - - - - 121.98 123 0.14 -0.02 - - - -

GBF1_HUMAN GBF1 AASSSSPGpSPVApSSPSR S1784, S1788 ELM+Swissprot, NEW- - - - - - - - 113.88 60 -0.02 -0.02 - - - -

GBF1_HUMAN GBF1 AASSSSPGpSPVASpSPSR S1784, S1789 ELM+Swissprot, NEW- - - - - - - - 113.88 86 -0.05 -0.02 71.82 53 0.27 0.34

GCF_HUMAN C2orf3 VLpSGNCNHQEGpTSSDDELPSAEMIDFQKS419, T428 NEW, NEW 43.51 40 0.21 0.36 - - - - - - - - - - - -



GCF_HUMAN C2orf3 VLpSGNCNHQEGTpSSDDELPSAEMIDFQKS419, S429 NEW, ELM+Swissprot43.51 40 0.21 0.36 - - - - - - - - - - - -

GCF_HUMAN C2orf3 VLSGNCNHQEGTpSpSDDELPSAEMIDFQKS429, S430 ELM+Swissprot, ELM+Swissprot- - - - 73.29 73 -0.07 -0.23 - - - - 65.7 51 0.07 0.20

GCF_HUMAN C2orf3 VLSGNCNHQEGpTpSSDDELPSAEMIDFQKT428, S429 NEW, ELM+Swissprot- - - - - - - - - - - - 65.7 51 0.07 0.20

GCF_HUMAN C2orf3 VLSGNCNHQEGpTSpSDDELPSAEMIDFQKT428, S430 NEW, ELM+Swissprot- - - - - - - - - - - - 65.7 51 0.07 0.20

GCFC_HUMAN C21orf66 MADHLEGLpSpSDDEETSTDITNFNLEK S557, S558 ELM+Swissprot, ELM+Swissprot87.58 69 0.29 0.45 85.72 71 0.10 -0.68 - - - - - - - -
GCFC_HUMAN C21orf66 NTQVpYLK Y732 NEW - - - - 63.74 36 -7.22 -0.68 - - - - - - - -

GCR_HUMAN NR3C1 STpSVPENPK S134 NEW 106.41 58 0.05 -0.47 121.97 52 0.44 0.00 106.41 66 -0.67 -0.29 77.93 58 -0.51 -0.38

GCR_HUMAN NR3C1 VSASpSPSLAVASQSDSK S45 NEW - - - - - - - - 121.98 97 -0.68 -0.29 - - - -

GDIA_HUMAN GDI1 TDDYLDQPCLEpTVNR T205 NEW 64.21 35 -0.10 0.07 - - - - - - - - - - - -

GEPH_HUMAN GPHN EVHDELEDLPpSPPPPLpSPPPpTTSPHKQTEDKS188, S194, T198Swissprot_similarity, Swissprot_similarity, NEW- - - - 84.26 41 -0.04 -0.04 - - - - - - - -

GEPH_HUMAN GPHN EVHDELEDLPpSPPPPLpSPPPTpTSPHKQTEDKS188, S194, T199Swissprot_similarity, Swissprot_similarity, NEW- - - - 84.26 41 -0.04 -0.04 - - - - - - - -
GEPH_HUMAN GPHN EVHDELEDLPpSPPPPLpSPPPTTpSPHKQTEDKS188, S194, S200Swissprot_similarity, Swissprot_similarity, NEW- - - - 84.26 41 -0.04 -0.04 - - - - - - - -

GEPH_HUMAN GPHN EVHDELEDLPpSPPPPLpSPPPTTSPHK S188, S194 Swissprot_similarity, Swissprot_similarity- - - - 48.37 46 0.04 -0.04 - - - - - - - -
GEPH_HUMAN GPHN ASHpSAVDITK S305 Swissprot_similarity - - - - 118.17 45 0.32 -0.04 - - - - - - - -

GEPH_HUMAN GPHN DTASLSTTPSEpSPR S270 NEW - - - - 125.18 59 -0.82 -0.04 125.18 66 -1.10 -0.15 - - - -

GEPH_HUMAN GPHN LSpTASCPTPK T281 NEW - - - - 48.2 39 0.63 -0.04 - - - - - - - -

GEPH_HUMAN GPHN LSTApSCPTPK S283 NEW - - - - 48.2 39 0.63 -0.04 - - - - - - - -

GEPH_HUMAN GPHN DTASLSTpTPSEpSPR T266, S270 ELM+Swissprot, NEW- - - - - - - - 112.17 57 -0.72 -0.15 99.69 54 -2.27 0.51

GFPT1_HUMAN GFPT1 VDpSTTCLFPVEEK S261 ELM+Swissprot 119.47 75 0.31 0.65 119.47 74 0.31 -0.21 133.28 69 0.06 -0.05 60.79 36 0.20 0.19
GFPT1_HUMAN GFPT1 VDSpTTCLFPVEEK T262 NEW - - - - - - - - - - - - 60.79 36 0.20 0.19

GGNB2_HUMAN GGNBP2 LEQLCEEFpSEEER S360 Swissprot_similarity - - - - 78.04 55 -0.05 -0.22 - - - - - - - -

GIT1_HUMAN GIT1 SLSpSPTDNLELSLR S362 Swissprot_similarity55.41 39 -4.72 0.05 - - - - 125.18 82 1.15 0.67 - - - -

GIT1_HUMAN GIT1 HGSGADpSDYENTQSGDPLLGLEGK S596 NEW 60.78 50 0.54 0.05 - - - - - - - - - - - -

GIT1_HUMAN GIT1 HGSGADSDpYENTQSGDPLLGLEGK Y598 ELM+Swissprot 61.85 53 0.40 0.05 - - - - - - - - - - - -

GIT1_HUMAN GIT1 SLpSSPTDNLELSLR S361 Swissprot_similarity - - - - 68.56 38 -2.78 0.10 - - - - - - - -

GIT1_HUMAN GIT1 SQSDLDDQHDYDpSVApSDEDTDQEPLR S385, S388 ELM+Swissprot, ELM+Swissprot- - - - 53.79 72 0.91 0.10 44.33 56 0.03 0.67 41.21 38 0.38 0.51

GIT1_HUMAN GIT1 HGpSGADSDYENTQSGDPLLGLEGK S592 ELM+Swissprot - - - - 114.22 85 0.20 0.10 - - - - - - - -
GIT1_HUMAN GIT1 QPPGPVPpTPPLPSER T480 NEW - - - - - - - - 82.62 54 -0.77 0.67 - - - -

GLCI1_HUMAN GLCCI1 SApSWGSADQLK S223 NEW - - - - - - - - 94.59 39 -0.01 0.00 - - - -

GMIP_HUMAN GMIP SLDpSPTSpSPGAGTR S437, S441 ELM+Swissprot, ELM+Swissprot- - - - - - - - 65.6 60 -0.27 -0.25 - - - -

GNA14_HUMAN GNA14 LVYQNIFpTAMQAMIRAMDTLR T81 NEW - - - - - - - - - - - - 9.06 32 2.60 2.74

GNL1_HUMAN GNL1 EEQTDTpSDGESVTHHIR S51 Swissprot 50.46 51 0.51 1.37 81.57 54 -0.37 -0.48 - - - - 71.82 45 0.32 1.00

GNL1_HUMAN GNL1 EEQTDpTpSDGESVTHHIR T50, S51 NEW, Swissprot 87.55 54 0.91 1.37 - - - - - - - - - - - -
GNL1_HUMAN GNL1 EEQTDpTSDGESVTHHIR T50 NEW 50.46 51 0.51 1.37 81.57 54 -0.37 -0.48 - - - - 71.82 45 0.32 1.00

GNL1_HUMAN GNL1 EEQpTDTpSDGESVTHHIR T48, S51 ELM, Swissprot 87.55 54 0.91 1.37 - - - - - - - - - - - -
GNL1_HUMAN GNL1 REEQTDTpSDGESVTHHIR S51 Swissprot - - - - - - - - 87.24 34 -1.58 -0.52 49.68 34 1.25 1.00

GNL1_HUMAN GNL1 REEQTDpTSDGESVTHHIR T50 NEW - - - - - - - - - - - - 49.68 34 1.25 1.00

GOGA3_HUMAN GOLGA3 LpTLLQR T704 NEW 30.39 34 -1.07 -0.93 - - - - - - - - - - - -

GOGA3_HUMAN GOLGA3 GEASSpSNPApTPIK S1392, T1396 NEW, NEW - - - - - - - - 70.15 54 0.42 0.35 - - - -

GOGA4_HUMAN GOLGA4 TpSSFTEQLDEGTPNR S40 NEW 130.95 67 0.49 0.35 158.07 81 0.17 -0.05 - - - - - - - -

GOGA4_HUMAN GOLGA4 TSpSFTEQLDEGTPNR S41 Swissprot_similarity - - - - 138.72 78 0.23 -0.05 - - - - - - - -
GOGA4_HUMAN GOLGA4 SpSSKEpSLVR S88, S92 NEW, NEW - - - - 31.72 33 0.27 -0.05 - - - - - - - -

GOGA4_HUMAN GOLGA4 SSpSKEpSLVR S89, S92 NEW, NEW - - - - 31.72 33 0.27 -0.05 - - - - - - - -

GOGA4_HUMAN GOLGA4 VPpSVESLFR S71 ELM+Swissprot - - - - - - - - 65 38 0.07 -0.16 - - - -

GOGB1_HUMAN GOLGB1 HDKpSSTEEEMEIEK S138 NEW - - - - 98.01 60 -0.80 0.55 - - - - - - - -

GOGB1_HUMAN GOLGB1 QMNQpTLQDK T1100 NEW - - - - - - - - 51.27 44 -6.81 0.35 - - - -

GOLI_HUMAN RNF130 GAPLpTFR T53 NEW - - - - 10.5 31 -3.39 -3.56 - - - - - - - -

GOLI_HUMAN RNF130 NIpSVQMTIAVGTR S174 NEW - - - - - - - - - - - - 9.65 33 2.96 3.10

GOLI4_HUMAN GOLIM4 ELEHNAEEpTYGENDENTDDK T640 NEW 25.71 37 0.10 1.17 60.35 36 0.09 -0.17 - - - - - - - -
GOLI4_HUMAN GOLIM4 ELEHNAEETpYGENDENTDDK Y641 NEW - - - - 87.76 38 0.12 -0.17 - - - - - - - -

GOLP3_HUMAN GOLPH3 TpSLpTQRSSGLVQR S3, T5 NEW, NEW - - - - 21.16 32 -5.41 -1.01 - - - - - - - -

GORS2_HUMAN GORASP2 VGDSTPVSEKPVSAAVDANASEpSP S451 ELM+Swissprot 55.87 46 -0.04 0.22 66.78 61 -0.13 -0.26 - - - - - - - -

GORS2_HUMAN GORASP2 VGDSTPVSEKPVSAAVDANApSESP S449 NEW - - - - 7.99 49 -0.03 -0.26 30.87 53 -0.22 -0.10 28.58 48 -0.09 -0.09

GORS2_HUMAN GORASP2 ADAASSLTVDVpTPPTAK T415 ELM+Swissprot - - - - 191.99 95 -0.38 -0.26 - - - - - - - -

GPC5C_HUMAN GPRC5C VPSEGApYDIILPR Y387 NEW - - - - 32.02 31 2.07 1.91 - - - - - - - -
GPKOW_HUMANGPKOW LADSGDGAGPpSPEEKDFLK S42 NEW 79.51 33 -0.04 0.69 64.21 36 -0.11 -0.20 - - - - - - - -

GPKOW_HUMANGPKOW GLGLGANLTEAQALpTPTGPSR T216 Swissprot - - - - - - - - 88.83 48 -0.63 -0.36 - - - -
GPKOW_HUMANGPKOW GLGLGANLTEAQALTPpTGPSR T218 NEW - - - - - - - - 88.83 48 -0.63 -0.36 - - - -

GPR26_HUMAN GPR26 LAAFLDpTFLAANSMLSMAALSIDR T87 NEW - - - - - - - - - - - - 0 33 3.37 3.50

GPR26_HUMAN GPR26 LAAFLDTFLAANpSMLSMAALSIDR S93 NEW - - - - - - - - - - - - 0 33 3.37 3.50

GPR26_HUMAN GPR26 LAAFLDTFLAANSMLpSMAALSIDR S96 NEW - - - - - - - - - - - - 0 33 3.37 3.50

GPR26_HUMAN GPR26 LAAFLDTFLAANSMLSMAALpSIDR S101 NEW - - - - - - - - - - - - 0 33 3.37 3.50

GPSM3_HUMAN GPSM3 pSAPPpSPPPPGTR S35, S39 NEW, NEW - - - - - - - - 24.73 38 0.16 0.17 - - - -
GPTC8_HUMAN GPATCH8 ATGPPSQNSNIGTGRGpSEGDCpSPEDK S663, S668 NEW, NEW - - - - 19.3 40 -0.10 -0.26 - - - - - - - -

GRASP_HUMAN GRASP AFGPGPAEpTPAVGPGPGPRAALSR T315 NEW 24.05 35 -3.98 -3.84 - - - - - - - - - - - -
GRB10_HUMAN GRB10 SIQPQVpSPR S104 ELM+Swissprot - - - - - - - - 65 35 -0.38 -0.22 - - - -

GRIA3_HUMAN GRIA3 pTIVVpTTILESPpYVMYK T424, T428, Y435NEW, NEW, NEW - - - - - - - - - - - - 11.22 36 -5.06 -4.92

GRIA3_HUMAN GRIA3 pTIVVpTTILESPYVMpYK T424, T428, Y438NEW, NEW, NEW - - - - - - - - - - - - 11.22 36 -5.06 -4.92

GRIN1_HUMAN GPRIN1 HRpSPSGAGEGASCSDGPR S73 NEW - - - - - - - - 111.87 63 -1.35 -1.33 - - - -

GRLF1_HUMAN GRLF1 TSFSVGpSDDELGPIR S1179 ELM+Swissprot 138.72 86 -0.12 -0.12 164.13 89 -0.25 -0.41 99.69 95 0.09 0.10 - - - -

GRM1A_HUMAN GRAMD1A SQEPpSPVGSR S267 NEW - - - - 73.26 42 -0.19 -0.35 - - - - - - - -
GRM1A_HUMAN GRAMD1A GLLpSGLR S550 NEW - - - - - - - - 81.63 38 -0.94 -0.92 - - - -

GSDMD_HUMANGSDMD EGSGRFpSLPGATCLQGEGQGHLSQK S185 NEW - - - - 38.85 39 0.19 -0.09 - - - - - - - -

GSDMD_HUMANGSDMD EGpSGRFSLPGATCLQGEGQGHLSQK S181 NEW - - - - 38.85 39 0.19 -0.09 - - - - - - - -

GSE1_HUMAN KIAA0182 ERpSPpSPPTIQSK S826, S828 NEW, NEW 62.96 34 0.08 0.22 - - - - - - - - - - - -

GSK3B_HUMAN GSK3B GEPNVSpYICSR Y216 ELM+Swissprot 134.56 74 -0.09 1.01 146.32 74 0.05 0.08 178.73 63 0.14 0.20 131.17 70 -0.20 0.10

GTF2I_HUMAN GTF2I SILpSPGGSCGPIK S210 ELM+Swissprot - - - - 106.25 83 -0.74 -0.10 106.25 74 -0.61 -0.27 - - - -
GTPB1_HUMAN GTPBP1 LHGGFDpSDCpSEDGEALNGEPELDLTSK S44, S47 ELM+Swissprot, ELM+Swissprot83.62 54 0.28 0.43 136.27 64 -0.12 -0.21 - - - - - - - -

GTPB2_HUMAN GTPBP2 GAGpSSSGCGGPK S32 NEW 44.23 36 -2.82 -2.67 - - - - - - - - - - - -
GTPB2_HUMAN GTPBP2 GAGSpSSGCGGPK S33 NEW 44.23 36 -2.82 -2.67 - - - - - - - - - - - -

GTSE1_HUMAN GTSE1 LVDVpSPDRGpSPPSR S575, S580 ELM+Swissprot, ELM+Swissprot22.2 31 0.02 0.17 67.05 33 -0.42 -0.76 - - - - 49.23 32 -0.58 -0.66

GTSE1_HUMAN GTSE1 FSIGDpSPDpSpSTPK S461, S464, S465NEW, NEW, NEW - - - - 79.77 34 -0.56 -0.76 - - - - - - - -

GTSE1_HUMAN GTSE1 FSIGDpSPDSpSpTPK S461, S465, T466NEW, NEW, NEW - - - - 79.77 34 -0.56 -0.76 - - - - - - - -

GTSE1_HUMAN GTSE1 FSIGDpSPDpSSpTPK S461, S464, T466NEW, NEW, NEW - - - - 79.77 34 -0.56 -0.76 - - - - - - - -

GTSE1_HUMAN GTSE1 EIPApSPSR S243 NEW - - - - 25.44 39 -0.41 -0.76 46.61 39 -0.40 -0.70 58.87 42 -0.94 -0.66
GTSE1_HUMAN GTSE1 LLASpSPALPSSGAQAR S168 ELM+Swissprot - - - - 141.67 85 -0.89 -0.76 155.24 74 -0.94 -0.70 90.47 44 -2.20 -0.66

GTSE1_HUMAN GTSE1 AVGpSPLCVPAR S536 ELM+Swissprot - - - - 131.17 44 -0.89 -0.76 131.17 66 -0.82 -0.70 - - - -
GTSE1_HUMAN GTSE1 VPQALNFpSPEESDSTFSK S592 ELM+Swissprot - - - - 93.44 79 -0.53 -0.76 - - - - - - - -

GTSE1_HUMAN GTSE1 FSIGDpSPDSpSTPK S461, S465 NEW, NEW - - - - - - - - 79.77 40 -0.86 -0.70 - - - -

GTSE1_HUMAN GTSE1 FSIGDpSPDSSpTPK S461, T466 NEW, NEW - - - - - - - - 79.77 40 -0.86 -0.70 - - - -

GTSE1_HUMAN GTSE1 LLApSSPALPSSGAQAR S167 NEW - - - - - - - - 90.47 74 -0.94 -0.70 - - - -

GTSE1_HUMAN GTSE1 EIPASPpSR S245 NEW - - - - - - - - - - - - 58.87 42 -0.94 -0.66



GUAA_HUMAN GMPS TLNMTTpSPEEK S332 Swissprot - - - - - - - - 105.56 36 -0.24 0.30 - - - -

GUAA_HUMAN GMPS TLNMTpTSPEEK T331 NEW - - - - - - - - 105.56 36 -0.24 0.30 - - - -

GUC2D_HUMAN GUCY2D GSFLSAGpTR T432 NEW - - - - 4.44 33 -2.09 -2.25 - - - - - - - -

GUC2D_HUMAN GUCY2D GpSFLSAGTR S426 NEW - - - - 4.44 33 -2.09 -2.25 - - - - - - - -

GUC2D_HUMAN GUCY2D GSFLpSAGTR S429 NEW - - - - 4.44 33 -2.09 -2.25 - - - - - - - -
GVIN1_HUMAN GVIN1 HCTGpSRK S1087 NEW - - - - - - - - 63.74 36 -6.81 -6.80 - - - -

H12_HUMAN HIST1H1C AAGGApTPK T146 NEW - - - - - - - - 48.48 43 -3.33 -0.18 - - - -

H1X_HUMAN H1FX AGGSAALpSPSK S31 ELM+Swissprot 92.11 67 -0.07 0.06 108.39 65 0.38 0.28 28.71 58 -0.22 -0.32 105.56 64 0.19 0.33

H2AW_HUMAN H2AFY2 SETILpSPPPEK S129 NEW - - - - 89.76 50 -0.89 -0.67 105.56 68 -0.81 -0.44 - - - -

H2AY_HUMAN H2AFY LEAIIpTPPPAK T129 ELM+Swissprot - - - - 92.11 40 -0.70 -0.65 77.31 38 -0.45 0.61 - - - -

HAP28_HUMAN PDAP1 QYTpSPEEIDAQLQAEK S19 NEW - - - - 203.48 83 -0.53 -0.22 - - - - - - - -
HAP28_HUMAN PDAP1 KSLDpSDEpSEDEEDDYQQK S60, S63 ELM+Swissprot, ELM+Swissprot- - - - 97.7 49 0.17 -0.22 81.57 53 0.82 0.23 - - - -

HAP28_HUMAN PDAP1 QpYTSPEEIDAQLQAEK Y17 NEW - - - - - - - - 74.81 51 -0.32 0.23 - - - -
HAT1_HUMAN HAT1 LIpSPYK S361 ELM+Swissprot - - - - 69.75 36 -0.20 0.08 - - - - - - - -

HCFC1_HUMAN HCFC1 VASpSPVMVSNPATR S598 Swissprot - - - - 116.92 45 -0.98 -0.54 114.49 65 -0.83 -0.34 130.44 69 -1.78 -1.64

HCFC1_HUMAN HCFC1 VApSSPVMVSNPATR S597 NEW - - - - - - - - 114.49 77 -0.76 -0.34 - - - -

HCFC1_HUMAN HCFC1 pSPISVPGGSALISNLGK S666 ELM+Swissprot - - - - - - - - 119.94 95 -0.57 -0.34 - - - -

HD_HUMAN HTT LLSPQMpSGEEEDSDLAAK S1876 Swissprot_similarity - - - - 106.28 100 0.15 -0.01 - - - - - - - -

HD_HUMAN HTT EPGEQApSVPLSPK S1197 NEW - - - - - - - - 81.57 48 -0.16 -0.73 - - - -
HDAC1_HUMAN HDAC1 RIpSICpSSDK S406, S409 NEW, NEW 39.19 32 0.33 0.74 - - - - 29.65 35 1.62 0.87 - - - -

HDAC1_HUMAN HDAC1 IACEEEFpSDpSEEEGEGGRK S421, S423 ELM+Swissprot, ELM+Swissprot55.83 56 1.13 0.74 - - - - 71.82 74 0.65 0.87 87.76 32 1.15 1.29

HDAC1_HUMAN HDAC1 RIACEEEFpSDpSEEEGEGGR S421, S423 ELM+Swissprot, ELM+Swissprot- - - - - - - - 67.05 42 -0.33 0.87 - - - -

HDAC2_HUMAN HDAC2 MLPHAPGVQMQAIPEDAVHEDpSGDEDGEDPDKS394 ELM+Swissprot 63.82 61 -0.09 0.64 50.02 44 -0.36 0.17 - - - - 75.52 66 -0.07 0.82

HDAC2_HUMAN HDAC2 IACDEEFpSDpSEDEGEGGRR S422, S424 ELM+Swissprot, ELM+Swissprot- - - - 36.16 71 0.83 0.17 61.59 70 0.56 -0.17 38.65 48 1.53 0.82

HDAC2_HUMAN HDAC2 RIACDEEFpSDpSEDEGEGGR S422, S424 ELM+Swissprot, ELM+Swissprot- - - - - - - - 87.76 40 0.12 -0.17 - - - -

HDAC6_HUMAN HDAC6 QNPQpSPPQDSSVTSK S22 ELM+Swissprot - - - - 71.82 37 -0.13 -0.35 - - - - - - - -

HDAC7_HUMAN HDAC7 TVpSEPNLK S155 ELM - - - - 101.82 41 0.08 0.03 101.82 37 -0.42 -0.27 101.82 42 0.14 0.28
HDAC8_HUMAN HDAC8 IQQILNpYIK Y368 NEW - - - - - - - - 75.51 33 -5.07 -5.06 - - - -

HDGF_HUMAN HDGF GNAEGpSpSDEEGKLVIDEPAK S132, S133 ELM+Swissprot, ELM+Swissprot68.56 57 0.18 0.26 99.69 59 0.14 -0.10 100.39 49 0.19 0.25 153.19 44 0.10 0.30

HDGF_HUMAN HDGF GNAEGSpSDEEGKLVIDEPAK S133 ELM+Swissprot 74.81 45 0.25 0.26 - - - - - - - - - - - -

HDGF_HUMAN HDGF GNAEGpSSDEEGKLVIDEPAK S132 ELM+Swissprot 74.81 45 0.25 0.26 - - - - - - - - - - - -

HDGF_HUMAN HDGF AGDLLEDpSPK S165 ELM+Swissprot 146.3 95 -0.08 0.26 168.67 74 0.26 -0.10 130.07 91 1.38 0.25 130.07 95 0.39 0.30

HDGF_HUMAN HDGF AGDLLEDpSPKRPK S165 ELM+Swissprot 85.46 55 0.14 0.26 182.22 66 0.19 -0.10 170.16 63 0.05 0.25 81.51 88 0.05 0.30
HDGF_HUMAN HDGF NSpTPSEPGSGR T200 ELM+Swissprot - - - - 61.05 43 -0.53 -0.10 - - - - - - - -

HDGF_HUMAN HDGF RAGDLLEDpSPK S165 ELM+Swissprot - - - - - - - - 65.55 39 0.05 0.25 - - - -
HDGR2_HUMAN Hdgfrp2 CGpSpSEDLHDSVR S633, S634 Swissprot, Swissprot89.76 59 0.02 0.16 111.19 75 0.15 -0.19 - - - - 100.39 32 -0.25 0.13

HDGR2_HUMAN Hdgfrp2 APSApSDSDpSKADpSDGAKPEPVAMAR S232, S236, S240Swissprot, Swissprot, ELM+Swissprot- - - - 87.58 43 0.05 -0.19 - - - - - - - -

HDGR2_HUMAN Hdgfrp2 APpSASDSDpSKADpSDGAKPEPVAMAR S230, S236, S240NEW, Swissprot, ELM+Swissprot- - - - 87.58 43 0.05 -0.19 - - - - - - - -

HDGR2_HUMAN Hdgfrp2 APSApSDpSDSKADpSDGAKPEPVAMAR S232, S234, S240Swissprot, Swissprot, ELM+Swissprot- - - - - - - - - - - - 56.79 39 0.20 0.13

HDGR2_HUMAN Hdgfrp2 APpSApSDSDSKADpSDGAKPEPVAMAR S230, S232, S240NEW, Swissprot, ELM+Swissprot- - - - - - - - - - - - 56.79 33 0.14 0.13

HEAT6_HUMAN HEATR6 APAGPSLEETSVpSSPK S642 NEW - - - - 101.93 53 -0.44 -0.56 - - - - - - - -
HEAT6_HUMAN HEATR6 APAGPSLEETSVSpSPK S643 NEW - - - - 101.93 53 -0.44 -0.56 - - - - - - - -

HEBP2_HUMAN HEBP2 VYYTAGYNpSPVK S181 NEW - - - - 54.51 59 -0.37 -0.20 77.31 60 -0.26 -0.05 - - - -

HECW2_HUMAN HECW2 ANpSDTDLVTSESR S48 NEW - - - - 170.16 63 -0.11 -0.27 - - - - 124.99 52 0.05 7.58

HECW2_HUMAN HECW2 ENILPHSTSRpSR S911 NEW - - - - - - - - - - - - 24.73 31 -0.02 7.58

HECW2_HUMAN HECW2 TpTTFIDPR T1011 NEW - - - - - - - - - - - - 25.44 33 9.02 7.58

HECW2_HUMAN HECW2 TTpTFIDPR T1012 NEW - - - - - - - - - - - - 25.44 33 9.02 7.58

HELB_HUMAN HELB LSSSGAPPADFPpSPR S967 ELM+Swissprot - - - - - - - - 82.62 65 -0.11 0.33 - - - -

HERC1_HUMAN HERC1 SRSEpSDLpSQPESDEEGpYALSGR S1514, S1517, Y1526Swissprot, Swissprot, NEW36.16 33 0.48 0.63 - - - - - - - - - - - -
HERC1_HUMAN HERC1 SRpSESDLpSQPESDEEGpYALSGR S1512, S1517, Y1526NEW, Swissprot, NEW36.16 33 0.48 0.63 - - - - - - - - - - - -

HERC2_HUMAN HERC2 CGSQFpSIALTK S669 NEW - - - - 26.98 31 -6.10 -0.89 - - - - - - - -

HERC2_HUMAN HERC2 IRAEEEDLAAVPFLApSDNEEEEDEK S2928 ELM+Swissprot - - - - 140.13 89 0.15 -0.89 - - - - - - - -

HES3_HUMAN HES3 SPPPLLLLPESLPGSSASVPPPQPApSpSRCAESPGLGLRS161, S162 NEW, NEW - - - - - - - - - - - - 5.93 34 1.86 2.00

HEXI2_HUMAN HEXIM2 TQpSPGGCSAEAVLAR S76 ELM 133.43 83 -0.01 0.13 172.36 88 -0.20 -0.34 146.98 85 -0.20 -0.10 136.01 63 -0.44 -0.30

HEXI2_HUMAN HEXIM2 TQpSPGGCpSAEAVLAR S76, S81 ELM, NEW - - - - - - - - 107.82 40 -0.04 -0.10 - - - -
HIPK1_HUMAN HIPK1 AVCSTpYLQSR Y352 ELM+Swissprot_similarity122.92 60 0.08 0.22 57.59 57 -0.14 -0.29 75.51 57 0.04 0.12 86.27 56 -0.18 -0.05

HIRP3_HUMAN HIRIP3 SLKEpSEQEpSEEEILAQK S223, S227 ELM+Swissprot, ELM+Swissprot63.88 49 0.15 0.36 51.74 39 0.03 -0.15 81.57 44 -0.23 0.20 67.31 44 -0.21 -0.38
HIRP3_HUMAN HIRIP3 ESEQEpSEEEILAQKK S227 ELM+Swissprot 57.98 48 -0.03 0.36 15.32 48 -0.03 -0.15 - - - - - - - -

HIRP3_HUMAN HIRIP3 DLPAQRGEEpSpSEEEEK S159, S160 ELM+Swissprot, ELM+Swissprot- - - - 51.94 45 -0.13 -0.15 42.9 48 -0.19 0.20 - - - -

HIRP3_HUMAN HIRIP3 NGVAAEVpSPAKEENPR S125 ELM+Swissprot - - - - 74.81 54 0.06 -0.15 - - - - - - - -

HIRP3_HUMAN HIRIP3 EpSEQESEEEILAQKK S223 ELM+Swissprot - - - - 15.32 34 0.00 -0.15 - - - - - - - -

HIRP3_HUMAN HIRIP3 ESEQEpSEEEILAQK S227 ELM+Swissprot - - - - - - - - 112.17 93 0.52 0.20 - - - -

HIRP3_HUMAN HIRIP3 RPPpTPCpSDPER T84, S87 ELM+Swissprot, ELM+Swissprot- - - - - - - - - - - - 48.2 47 -0.91 -0.38
HJURP_HUMAN HJURP GGPApSPGGLQGLETR S473 Swissprot 133.43 95 -0.04 0.11 146.98 67 -0.30 -0.26 161.03 102 0.01 -0.26 133.43 98 -0.64 -0.48

HJURP_HUMAN HJURP EYCLpSPR S448 NEW - - - - 61.19 34 -0.07 -0.26 74.99 46 0.34 -0.26 - - - -
HJURP_HUMAN HJURP SPGDPAKPApSpSPR S210, S211 NEW, NEW - - - - - - - - 23.41 49 -0.22 -0.26 - - - -

HJURP_HUMAN HJURP pSPGDPAKPApSSPR S201, S210 NEW, NEW - - - - - - - - 30.4 40 -0.05 -0.26 23.41 32 -1.46 -0.48

HJURP_HUMAN HJURP pSPGDPAKPASpSPR S201, S211 NEW, NEW - - - - - - - - 30.4 40 -0.05 -0.26 23.41 32 -1.46 -0.48

HJURP_HUMAN HJURP LPpSSPLGCR S641 NEW - - - - - - - - - - - - 32.87 34 -1.04 -0.48

HMCS1_HUMAN HMGCS1 RPTPNDDTLDEGVGLVHSNIATEHIPpSPAKKS495 ELM+Swissprot 55.83 44 2.31 1.58 - - - - - - - - - - - -

HMCS1_HUMAN HMGCS1 RPTPNDDTLDEGVGLVHSNIATEHIPpSPAKS495 ELM+Swissprot - - - - - - - - 77.69 64 -0.62 -0.03 - - - -
HMGA1_HUMAN HMGA1 QPPVpSPGTALVGSQK S36 Swissprot 26.91 31 0.22 0.45 93.94 113 -0.71 -0.29 95.78 85 -0.24 -0.16 122.72 75 -2.24 -0.26

HMGA1_HUMAN HMGA1 QPPVSPGpTALVGSQK T39 NEW 26.91 31 0.22 0.45 - - - - - - - - - - - -

HMGA1_HUMAN HMGA1 EPSEVPpTPK T53 ELM+Swissprot 75.51 42 0.84 0.45 62.96 49 -0.44 -0.29 62.96 51 -0.71 -0.16 88.9 50 -1.52 -0.26

HMGA1_HUMAN HMGA1 KQPPVpSPGTALVGSQK S36 Swissprot - - - - 58.01 68 -0.64 -0.29 48.83 59 -0.45 -0.16 - - - -

HMGA1_HUMAN HMGA1 KQPPVSPGpTALVGSQK T39 NEW - - - - 58.01 68 -0.64 -0.29 - - - - 58.01 47 -2.17 -0.26

HMGA1_HUMAN HMGA1 QPPVpSPGTALVGSQKEPSEVPpTPK S36, T53 Swissprot, ELM+Swissprot- - - - - - - - 45.25 34 -0.53 -0.16 - - - -
HMGA2_HUMAN HMGA2 QQQEPTGEPpSPK S44 ELM 98.01 42 0.18 0.26 73.55 51 0.34 0.09 124.99 62 0.17 0.10 62.3 46 0.38 0.45

HMGA2_HUMAN HMGA2 KQQQEPTGEPpSPK S44 ELM - - - - - - - - 79.77 49 -0.12 0.10 - - - -
HMGN1_HUMAN HMGN1 EDLPAENGETKTEESPApSDEAGEK S89 Swissprot - - - - - - - - - - - - 71.39 70 0.43 0.45

HN1_HUMAN HN1 MASNIFGpTPEENQASWAK T54 Swissprot 208.39 68 0.60 0.42 197.03 102 -1.09 -0.26 208.39 82 -0.57 -0.23 45.17 77 -2.44 -0.03

HN1_HUMAN HN1 SpSGGREDLESSGLQR S71 NEW 49.23 41 0.19 0.42 76.39 59 -0.76 -0.26 45.87 65 -0.63 -0.23 - - - -

HN1_HUMAN HN1 RNSpSEASSGDFLDLK S88 ELM+Swissprot 128.58 59 0.09 0.42 106.25 73 -0.04 -0.26 115.96 68 0.17 -0.23 128.58 71 0.09 -0.03

HN1_HUMAN HN1 RNpSSEASSGDFLDLK S87 ELM+Swissprot 128.58 59 0.09 0.42 106.25 73 -0.04 -0.26 - - - - 161.03 71 0.09 -0.03

HN1_HUMAN HN1 NSpSEASSGDFLDLK S88 ELM+Swissprot 125.18 82 0.23 0.42 91.57 73 0.10 -0.26 87.76 37 0.21 -0.23 - - - -
HN1_HUMAN HN1 RNpSSEASpSGDFLDLK S87, S92 ELM+Swissprot, Swissprot_similarity- - - - 115.96 49 0.41 -0.26 - - - - - - - -

HN1_HUMAN HN1 RNSpSEASpSGDFLDLK S88, S92 ELM+Swissprot, Swissprot_similarity- - - - 115.96 49 0.41 -0.26 - - - - - - - -
HN1_HUMAN HN1 RNpSSEApSSGDFLDLK S87, S91 ELM+Swissprot, NEW- - - - 115.96 49 0.41 -0.26 - - - - - - - -

HN1_HUMAN HN1 RNSpSEApSSGDFLDLK S88, S91 ELM+Swissprot, NEW- - - - 115.96 49 0.41 -0.26 - - - - - - - -

HN1L_HUMAN HN1L TSDIFGpSPVTATSR S97 ELM+Swissprot 114.49 80 0.69 0.35 155.9 95 -0.62 -0.32 114.49 108 -0.68 -0.25 159.17 94 -1.93 -0.21

HN1L_HUMAN HN1L GSGIFDEpSTPVQTR S75 Swissprot - - - - 103.96 66 -0.18 -0.32 141.55 66 -0.76 -0.25 114.49 59 -2.09 -0.21

HN1L_HUMAN HN1L GSGIFDESpTPVQTR T76 Swissprot - - - - 103.96 66 -0.18 -0.32 141.55 70 -0.85 -0.25 114.49 59 -2.09 -0.21



HN1L_HUMAN HN1L AMKPPGGESSNLFGSPEEApTPSSRPNR T35 NEW - - - - 19.2 67 -1.02 -0.32 - - - - - - - -

HN1L_HUMAN HN1L AMKPPGGESSNLFGpSPEEATPSSRPNR S30 NEW - - - - 73.55 33 -0.91 -0.32 - - - - 28.58 52 -2.37 -0.21

HN1L_HUMAN HN1L TNPPGGKGpSGIFDESTPVQTR S69 NEW - - - - 111.87 84 -0.29 -0.32 - - - - 33.78 34 -0.95 -0.21

HN1L_HUMAN HN1L SIPAGAEPGEKGpSAR S144 Swissprot - - - - - - - - 105.78 62 -0.36 -0.25 - - - -

HN1L_HUMAN HN1L TNPPGGKGpSGIFDESpTPVQTR S69, T76 NEW, Swissprot - - - - - - - - 76.62 54 -0.54 -0.25 - - - -
HN1L_HUMAN HN1L TNPPGGKGpSGIFDEpSTPVQTR S69, S75 NEW, Swissprot - - - - - - - - 76.62 54 -0.54 -0.25 - - - -

HNRDL_HUMAN HNRPDL VFVGGLpSPDTSEEQIK S241 ELM+Swissprot 191.99 87 -0.13 0.11 67.76 45 0.04 0.43 79.51 74 0.08 0.15 - - - -

HNRH1_HUMAN HNRNPH1 HTGPNpSPDTANDGFVR S104 Swissprot 124.1 73 -0.08 1.30 87.24 84 -0.22 0.06 121.98 96 -0.25 -0.31 78.04 44 -0.56 0.46

HNRH1_HUMAN HNRNPH1 EGRPSGEAFVELEpSEDEVK S63 Swissprot - - - - 101.78 47 0.37 0.06 - - - - - - - -

HNRL2_HUMAN HNRNPUL2 EEDEPEERpSGDETPGSEVPGDK S161 ELM+Swissprot 75.25 50 0.90 0.53 96.66 52 0.63 -0.01 - - - - 75.25 52 1.60 0.65

HNRL2_HUMAN HNRNPUL2 pSGDETPGSEVPGDK S161 ELM+Swissprot 60.79 34 0.07 0.53 67.05 46 0.03 -0.01 - - - - - - - -
HNRLL_HUMAN HNRPLL TEEGEIDYpSAEEGENRR S35 NEW 56.67 47 0.46 1.30 82.62 63 0.16 0.25 - - - - - - - -

HNRPD_HUMAN HNRNPD IDASKNEEDEGHpSNSSPR S80 Swissprot 46.94 32 0.22 0.24 13.26 31 -0.16 -0.15 - - - - - - - -
HNRPD_HUMAN HNRNPD IDASKNEEDEGHSNpSSPR S82 ELM+Swissprot 78.04 32 0.22 0.24 13.26 31 -0.16 -0.15 75.25 70 -0.38 -0.01 75.25 81 0.07 0.17

HNRPD_HUMAN HNRNPD IDASKNEEDEGHSNSpSPR S83 ELM+Swissprot 78.04 32 0.22 0.24 57.98 31 -0.16 -0.15 - - - - 53.05 81 0.07 0.17

HNRPD_HUMAN HNRNPD IFVGGLSPDpTPEEK T193 ELM+Swissprot - - - - - - - - 120.37 81 0.01 -0.01 - - - -

HNRPD_HUMAN HNRNPD IFVGGLpSPDTPEEK S190 ELM+Swissprot - - - - - - - - 85.98 48 0.10 -0.01 - - - -

HNRPG_HUMAN RBMX DVYLpSPR S208 ELM+Swissprot 74.99 38 -0.06 0.28 74.99 37 -0.28 -0.27 74.99 39 -0.19 -0.06 74.99 31 -0.57 0.10

HNRPG_HUMAN RBMX DVYLpSPRDDGYSTK S208 ELM+Swissprot 106.25 36 -0.22 0.28 111.19 46 -0.32 -0.27 108.66 40 -0.18 -0.06 - - - -
HNRPG_HUMAN RBMX GLPPpSMER S352 ELM+Swissprot 35.44 43 0.04 0.28 56.74 34 -0.22 -0.27 86.47 40 0.30 -0.06 34.11 38 -0.33 0.10

HNRPG_HUMAN RBMX GFAFVTFEpSPADAK S58 ELM+Swissprot - - - - - - - - 186.24 81 -0.13 -0.06 - - - -

HNRPK_HUMAN HNRNPK DYDDMpSPR S284 ELM+Swissprot 69.57 33 0.69 0.36 86.47 46 -0.40 -0.19 86.47 44 -0.40 0.06 - - - -

HNRPK_HUMAN HNRNPK IILDLIpSESPIKGR S214 Swissprot - - - - 24.73 44 -0.40 -0.19 - - - - - - - -

HNRPK_HUMAN HNRNPK RDYDDMpSPR S284 ELM+Swissprot - - - - 109.99 35 -0.35 -0.19 88.9 49 -0.43 0.06 - - - -

HNRPK_HUMAN HNRNPK GpSYGDLGGPIITTQVTIPK S379 ELM+Swissprot - - - - 146.35 79 -1.06 -0.19 - - - - - - - -

HNRPK_HUMAN HNRNPK IILDLISEpSPIK S216 ELM+Swissprot - - - - - - - - 139.42 60 -0.63 0.06 - - - -

HNRPM_HUMAN HNRNPM MGANpSLER S588 NEW 24.46 36 0.38 0.19 56.74 45 -0.62 -0.25 - - - - - - - -
HNRPU_HUMAN HNRNPU SPQPPVEEEDEHFDDpTVVCLDTYNCDLHFKT285 NEW - - - - 54.09 81 0.35 -0.06 - - - - - - - -

HNRPU_HUMAN HNRNPU AKpSPQPPVEEEDEHFDDTVVCLDTYNCDLHFKS270 ELM+Swissprot - - - - 62.87 43 0.37 -0.06 - - - - - - - -

HNRPU_HUMAN HNRNPU pSPQPPVEEEDEHFDDTVVCLDTYNCDLHFKS270 ELM+Swissprot - - - - 29.16 63 0.22 -0.06 - - - - 28.58 74 0.57 0.25

HOOK3_HUMAN HOOK3 LNQSDSIEDPNpSPAGR S238 ELM+Swissprot - - - - - - - - 92.17 51 -0.46 0.02 - - - -

HP1B3_HUMAN HP1BP3 TVNpSTRETPPK S47 NEW - - - - - - - - 56.01 36 -0.11 -0.10 - - - -

HP1B3_HUMAN HP1BP3 TVNSTREpTPPK T51 NEW - - - - - - - - 56.01 36 -0.11 -0.10 - - - -
HPBP1_HUMAN HSPBP1 LLQTCFSSPADDpSMDR S359 NEW - - - - 136.78 92 -3.04 -0.49 191.99 87 -3.38 -3.25 - - - -

HRH1_HUMAN HRH1 SGpSNTGLDYIK S380 NEW - - - - 59.27 36 -0.30 -0.46 183.5 70 -0.27 -0.02 - - - -
HRX_HUMAN MLL LAVISDpSGEK S2955 NEW - - - - - - - - 71.15 41 -0.97 -0.96 - - - -

HRX_HUMAN MLL LAVIpSDSGEK S2953 NEW - - - - - - - - 71.15 41 -0.97 -0.96 - - - -

HS105_HUMAN HSPH1 NVQQDNSEAGTQPQVQTDAQQTSQSPPpSPELTSEENKS557 Swissprot - - - - 53.79 102 -0.04 -0.15 148.48 113 -0.23 0.16 55.6 53 -0.05 0.68

HS105_HUMAN HSPH1 NVQQDNSEAGTQPQVQTDAQQTSQSPPSPELpTSEENKT561 NEW - - - - 53.79 74 0.02 -0.15 - - - - 55.6 53 -0.05 0.68

HS105_HUMAN HSPH1 NVQQDNSEAGTQPQVQTDAQQTSQSPPSPELpTSEENKIPDADKT561 NEW - - - - 16.45 39 0.23 -0.15 - - - - - - - -

HS105_HUMAN HSPH1 NVQQDNSEAGTQPQVQTDAQQTSQSPPSPELTpSEENKIPDADKS562 NEW - - - - 16.45 39 0.23 -0.15 - - - - - - - -
HS105_HUMAN HSPH1 IEpSPKLER S809 ELM+Swissprot - - - - - - - - 72.16 35 -0.23 0.16 72.16 41 -0.06 0.68

HS12A_HUMAN HSPA12A ETAPTSAYSpSPAR S23 Swissprot_similarity - - - - 116.92 48 -0.99 -0.43 81.57 78 -0.50 -0.48 79.77 60 -1.91 -0.55

HS12A_HUMAN HSPA12A ETAPTSAYpSSPAR S22 NEW - - - - - - - - 81.57 60 -0.49 -0.48 79.77 60 -1.91 -0.55

HS90A_HUMAN HSP90AA1 ESEDKPEIEDVGpSDEEEEK S263 ELM+Swissprot 107.82 64 0.60 0.82 152.78 60 -0.08 0.49 - - - - 106.28 64 1.02 0.48

HS90A_HUMAN HSP90AA1 ESEDKPEIEDVGpSDEEEEKK S263 ELM+Swissprot 121.98 79 -2.74 0.82 66.49 69 0.08 0.49 147.4 78 0.62 -0.15 48.83 58 1.16 0.48

HS90A_HUMAN HSP90AA1 EVpSDDEAEEKEDK S231 ELM+Swissprot - - - - - - - - - - - - 81.57 35 -2.64 0.48

HS90B_HUMAN HSP90AB1 IEDVGpSDEEDDSGKDK S255 ELM+Swissprot 136.78 74 0.36 0.53 103.82 92 -0.92 -0.13 - - - - 69.06 62 -0.21 0.19

HS90B_HUMAN HSP90AB1 IEDVGpSDEEDDSGK S255 ELM+Swissprot 65.6 85 0.42 0.53 38.85 48 -1.15 -0.13 - - - - 79.77 40 -0.04 0.19
HSP74_HUMAN HSPA4 AFpSDPFVEAEK S76 NEW 71.15 34 0.33 0.37 - - - - 183.5 68 0.13 0.09 - - - -

HSPB1_HUMAN HSPB1 QLpSpSGVSEIR S82, S83 ELM+Swissprot, ELM+Swissprot103.12 46 0.19 0.23 - - - - - - - - - - - -

HSPB1_HUMAN HSPB1 GPpSWDPFRDWYPHSR S15 ELM+Swissprot 56.01 39 0.10 0.23 - - - - - - - - - - - -

HSPB1_HUMAN HSPB1 QLpSSGVSEIR S82 ELM+Swissprot 126.36 69 0.00 0.23 126.36 68 0.28 0.05 111.42 83 -0.04 0.06 126.36 80 0.17 0.50

HSPB1_HUMAN HSPB1 GPpSWDPFR S15 ELM+Swissprot - - - - - - - - 56.74 37 0.59 0.06 58.87 32 0.42 0.50

HUCE1_HUMAN RRP8 ALEAASLSQHPPSLCIpSDpSEEEEEER S62, S64 ELM+Swissprot, ELM+Swissprot116.87 62 0.38 0.19 40.26 63 0.16 -0.31 - - - - - - - -
HUCE1_HUMAN RRP8 TEVpSPVPR S223 ELM+Swissprot 34.11 32 0.15 0.19 - - - - 69.57 33 -0.42 -0.32 - - - -

HUCE1_HUMAN RRP8 ALEAASLpSQHPPSLCISDpSEEEEEER S53, S64 NEW, ELM+Swissprot- - - - 114.22 78 0.23 -0.31 - - - - - - - -
HUCE1_HUMAN RRP8 FQPPQVPDQAPAEAPpTEKTEVSPVPR T217 NEW - - - - - - - - 121.36 70 -0.45 -0.32 - - - -

HUCE1_HUMAN RRP8 QGPPCpSDpSEEEVERK S104, S106 ELM+Swissprot, ELM+Swissprot- - - - - - - - 23.41 49 0.63 -0.32 - - - -

HUWE1_HUMAN HUWE1 LGSSGLGpSASSIQAAVR S3757 Swissprot_similarity109.94 107 0.30 0.46 188.81 110 0.02 -0.17 160.77 130 0.30 -0.05 41.11 53 -0.08 0.06

HUWE1_HUMAN HUWE1 DLpSMSEEDQMMR S1368 NEW 65.55 35 -0.54 0.46 - - - - - - - - - - - -

HUWE1_HUMAN HUWE1 DLSMpSEEDQMMR S1370 NEW 65.55 35 -0.54 0.46 - - - - - - - - - - - -

HUWE1_HUMAN HUWE1 DGGpSGNpSTIIVSR S2362, S2365 ELM+Swissprot, NEW77.31 41 0.04 0.46 73.55 57 -1.01 -0.17 - - - - 51.74 52 -1.40 0.06
HUWE1_HUMAN HUWE1 GSGTApSDDEFENLR S1907 ELM+Swissprot 73.55 114 -0.12 0.46 166.28 95 -0.12 -0.17 133.28 88 -0.18 -0.05 159.17 115 0.23 0.06

HUWE1_HUMAN HUWE1 DGGpSGNSTIIVSR S2362 ELM+Swissprot 40.85 31 -1.05 0.46 113.87 70 -1.27 -0.17 - - - - - - - -
HUWE1_HUMAN HUWE1 AGSpSTPGDAPPAVAEVQGR S2888 NEW - - - - 191.05 100 -0.40 -0.17 114.22 100 -0.32 -0.05 - - - -

HUWE1_HUMAN HUWE1 ACpSPCSSQSSSSGICTDFWDLLVK S3373 NEW - - - - 180.27 76 -0.25 -0.17 - - - - - - - -

HUWE1_HUMAN HUWE1 AEpSPEEVACR S1395 ELM+Swissprot - - - - 146.3 51 0.31 -0.17 146.3 51 0.10 -0.05 - - - -

HUWE1_HUMAN HUWE1 AGSSpTPGDAPPAVAEVQGR T2889 ELM - - - - 191.05 100 -0.40 -0.17 114.22 100 -0.32 -0.05 126.01 69 -0.83 0.06

HUWE1_HUMAN HUWE1 AGpSSpTPGDAPPAVAEVQGR S2887, T2889 ELM+Swissprot, ELM- - - - - - - - 188.22 79 -0.31 -0.05 - - - -

HUWE1_HUMAN HUWE1 AGpSSTPGDAPPAVAEVQGR S2887 ELM+Swissprot - - - - - - - - 216.59 99 0.05 -0.05 - - - -
HXK3_HUMAN HK3 FpSSLVAATVR S878 NEW - - - - 35.44 33 -0.39 -0.55 - - - - - - - -

HXK3_HUMAN HK3 FSpSLVAATVR S879 NEW - - - - 35.44 33 -0.39 -0.55 - - - - - - - -

I17RA_HUMAN IL17RA LALAGEGEACPLLGpSPGAGR S708 NEW - - - - 169.58 98 0.25 0.09 - - - - - - - -

I17RB_HUMAN IL17RB pTpSFSTTTLLPPIK T321, S322 NEW, NEW 57.98 40 0.02 0.49 68.56 36 0.01 -0.13 - - - - 57.98 43 -0.11 0.17

I2BP1_HUMAN IRF2BP1 NLAPpTPR T377 NEW - - - - - - - - 63.74 37 -0.76 -0.53 - - - -

I2BP1_HUMAN IRF2BP1 AGGApSPAASSTAQPPTQHR S453 ELM+Swissprot - - - - - - - - 146.35 143 -0.36 -0.53 136.11 111 -0.08 0.05
I2BP2_HUMAN IRF2BP2 NSNpSPPpSPSSMNQR S457, S460 NEW, ELM 83.47 57 0.00 1.49 67.05 59 -0.01 -0.25 - - - - 37.91 57 0.07 0.24

I2BP2_HUMAN IRF2BP2 RKPpSPEPEGEVGPPK S360 NEW 57.98 32 0.66 1.49 - - - - - - - - 48.06 49 0.31 0.24
I2BP2_HUMAN IRF2BP2 NSNSPPSPpSSMNQR S462 NEW 114.49 77 -0.01 1.49 155.9 78 -0.06 -0.25 89.63 86 0.14 0.08 - - - -

I2BP2_HUMAN IRF2BP2 NSNSPPpSPSSMNQR S460 ELM 114.49 77 -0.01 1.49 99.69 82 -0.25 -0.25 89.63 86 0.14 0.08 87.76 74 -0.06 0.24

I2BP2_HUMAN IRF2BP2 NSNpSPPSPpSSMNQR S457, S462 NEW, NEW - - - - 67.05 59 -0.01 -0.25 - - - - 56.67 57 0.07 0.24

IASPP_HUMAN PPP1R13L SEpSAPTLHPYSPLSPK S102 Swissprot_similarity79.35 50 0.85 0.26 63.88 50 0.64 -0.19 - - - - - - - -

IASPP_HUMAN PPP1R13L SESAPTLHPYpSPLpSPK S110, S113 ELM+Swissprot, ELM+Swissprot- - - - 71.8 49 -1.07 -0.19 95.76 42 -0.66 -0.02 37.02 39 -2.85 -0.38

IASPP_HUMAN PPP1R13L SEpSAPTLHPpYSPLpSPK S102, Y109, S113Swissprot_similarity, NEW, ELM+Swissprot- - - - - - - - 60.35 49 -0.39 -0.02 - - - -
IASPP_HUMAN PPP1R13L SESAPpTLHPpYSPLpSPK T105, Y109, S113NEW, NEW, ELM+Swissprot- - - - - - - - 60.35 49 -0.39 -0.02 - - - -

IASPP_HUMAN PPP1R13L AMLPGpSPLFTR S395 NEW - - - - - - - - 65.55 43 -0.73 -0.02 - - - -
ICHN_HUMAN NIPAL4 NVLVDNIELApSTSSPEEKPK S389 NEW - - - - 73.29 31 -0.04 -0.20 - - - - - - - -

ICHN_HUMAN NIPAL4 NVLVDNIELASpTSSPEEKPK T390 NEW - - - - 73.29 31 -0.04 -0.20 - - - - - - - -

ICK_HUMAN ICK EFIPPNPWpSSSGLSGKSSGTMSVISK S520 NEW - - - - 7.86 34 0.14 -0.02 - - - - - - - -

ICK_HUMAN ICK EFIPPNPWSSpSGLSGKSSGTMSVISK S522 NEW - - - - 7.86 34 0.14 -0.02 - - - - - - - -

ICK_HUMAN ICK EFIPPNPWSSSGLpSGKSSGTMSVISK S525 NEW - - - - 7.86 34 0.14 -0.02 - - - - - - - -



ICK_HUMAN ICK EFIPPNPWSpSSGLSGKSSGTMSVISK S521 NEW - - - - 7.86 34 0.14 -0.02 - - - - - - - -

ICLN_HUMAN CLNS1A FEEESKEPVADEEEEDpSDDDVEPITEFR S102 ELM+Swissprot 175.37 133 0.32 0.41 162.62 124 0.09 0.02 107.4 129 -0.47 -0.08 150.21 129 0.08 0.44

IF16_HUMAN IFI16 EVDATSPAPSTSSpTVK T114 NEW 88.83 35 -2.23 0.54 - - - - - - - - - - - -

IF16_HUMAN IFI16 EVDATpSPAPSTSSTVK S106 ELM+Swissprot - - - - 226.15 81 -0.77 -0.11 166.33 80 -0.47 0.24 180.59 78 -1.46 -0.18

IF16_HUMAN IFI16 VSEEQTQPPpSPAGAGMSTAMGR S153 ELM+Swissprot - - - - 161.39 86 -0.18 -0.11 - - - - - - - -
IF2B1_HUMAN IGF2BP1 QGpSPVAAGAPAK S181 ELM+Swissprot - - - - 100.39 61 -0.11 -0.29 - - - - 75.38 35 -0.16 -0.02

IF2B2_HUMAN IGF2BP2 ISYIPDEEVSSPpSPPQR S164 NEW - - - - 147.4 81 -0.13 0.53 - - - - - - - -

IF2B2_HUMAN IGF2BP2 ISYIPDEEVSpSPSPPQR S162 NEW - - - - - - - - 111.87 79 -0.22 -0.40 136.78 66 -0.98 -0.21

IF2P_HUMAN EIF5B NKPGPNIEpSGNEDDDASFK S214 Swissprot 102.85 77 0.15 0.48 62.87 77 0.05 -0.23 116.07 91 0.14 0.00 99.63 108 -0.05 0.47

IF2P_HUMAN EIF5B VEMpYSGpSDDDDDFNK Y134, S137 NEW, ELM+Swissprot122.72 71 0.60 0.48 74.81 38 -0.14 -0.23 - - - - 114.49 44 0.13 0.47

IF2P_HUMAN EIF5B VEMYpSGpSDDDDDFNK S135, S137 ELM+Swissprot, ELM+Swissprot175.58 87 0.32 0.48 161.03 122 0.11 -0.23 194.31 93 -0.12 0.00 122.72 93 -0.01 0.47
IF2P_HUMAN EIF5B QSFDDNDpSEELEDKDSK S113 ELM+Swissprot 42.9 44 0.40 0.48 41.99 41 0.29 -0.23 155.24 96 0.16 0.00 40.26 33 1.32 0.47

IF2P_HUMAN EIF5B VEMYpSGSDDDDDFNK S135 ELM+Swissprot 73.29 88 -0.33 0.48 85.98 76 -0.47 -0.23 - - - - - - - -
IF2P_HUMAN EIF5B VEMYpSGpSDDDDDFNKLPK S135, S137 ELM+Swissprot, ELM+Swissprot- - - - 89.63 44 0.18 -0.23 70.42 38 -0.46 0.00 65.6 50 -0.21 0.47

IF2P_HUMAN EIF5B IEPIPGEpSPK S1168 ELM+Swissprot - - - - 37.98 40 -0.29 -0.23 83.81 43 -0.21 0.00 - - - -

IF2P_HUMAN EIF5B INpSpSGEpSGDEpSDEFLQSR S182, S183, S186, S190ELM+Swissprot, ELM+Swissprot, ELM+Swissprot, ELM+Swissprot- - - - - - - - 124.1 49 0.30 0.00 - - - -

IF2P_HUMAN EIF5B INSSGESGDEpSDEFLQSR S190 ELM+Swissprot - - - - - - - - 140.4 101 0.14 0.00 - - - -

IF4B_HUMAN EIF4B SLENETLNKEEDCHSPpTSKPPKPDQPLK T461 Swissprot 44.33 32 1.49 1.70 - - - - - - - - - - - -

IF4B_HUMAN EIF4B SLENETLNKEEDCHpSPTSKPPKPDQPLK S459 ELM+Swissprot 44.33 32 1.49 1.70 - - - - - - - - 41.21 48 0.57 0.31
IF4B_HUMAN EIF4B SQpSSDTEQQSPTSGGGK S497 NEW - - - - 177.52 88 0.26 -0.10 - - - - - - - -

IF4B_HUMAN EIF4B SRpTGSEpSSQTGTSTTSSR T420, S424 NEW, NEW - - - - - - - - 43.04 36 0.68 0.05 - - - -

IF4B_HUMAN EIF4B SRpTGpSESSQTGTSTTSSR T420, S422 NEW, ELM+Swissprot- - - - - - - - 43.04 36 0.68 0.05 - - - -

IF4B_HUMAN EIF4B AFGpSGYR S283 NEW - - - - - - - - 40.22 45 -0.13 0.05 - - - -

IF4B_HUMAN EIF4B SpTPKEDDSSASTSQSTR T341 NEW - - - - - - - - 121.98 81 -0.57 0.05 71.82 36 -1.73 0.31

IF4B_HUMAN EIF4B SRTGpSEpSSQTGTSTTSSR S422, S424 ELM+Swissprot, NEW- - - - - - - - 43.04 36 0.68 0.05 - - - -

IF4B_HUMAN EIF4B TGpSESSQTGTSTTSSR S422 ELM+Swissprot - - - - - - - - 118.12 101 0.58 0.05 - - - -

IF4B_HUMAN EIF4B SQSSDTEQQpSPTSGGGK S504 ELM+Swissprot - - - - - - - - 90.47 114 -0.30 0.05 - - - -
IF4B_HUMAN EIF4B SQSpSDTEQQSPTSGGGK S498 ELM+Swissprot - - - - - - - - - - - - 126.3 81 0.17 0.31

IF4G1_HUMAN EIF4G1 EAALPPVpSPLK S1232 ELM+Swissprot 89.76 33 0.05 0.53 119.71 70 -0.35 -0.27 102.9 64 -0.14 -0.06 105.56 49 -0.81 0.21

IF4G1_HUMAN EIF4G1 AApSLTEDRDR S1210 ELM+Swissprot - - - - 77.93 47 -0.06 -0.27 - - - - - - - -

IF4G1_HUMAN EIF4G1 WLREAEEEpSDHN S1597 NEW - - - - - - - - 29.65 41 -0.57 -0.06 - - - -

IF4G2_HUMAN EIF4G2 TQpTPPLGQTPQLGLK T508 ELM+Swissprot 73.29 61 0.51 0.21 95.78 71 -0.51 -0.28 144.27 79 -0.51 0.39 107.82 54 -1.37 -0.10

IF4G2_HUMAN EIF4G2 FpSPTMGR S395 Swissprot - - - - - - - - 50.52 40 0.13 0.39 - - - -
IF4G3_HUMAN EIF4G3 QLpTGGVDVER T1181 NEW - - - - 37.98 33 3.27 1.79 - - - - - - - -

IF5_HUMAN EIF5 EAEEEpSpSGGEEEDEDENIEVVYSK S389, S390 ELM+Swissprot, ELM+Swissprot144.21 72 1.72 0.69 - - - - 37.14 55 -0.29 -0.24 - - - -
IF6_HUMAN EIF6 LNEAQPSTIATSMRDpSLIDSLT S239 NEW - - - - 70.19 70 -2.17 -0.17 - - - - - - - -

IFIT3_HUMAN IFIT3 QAIELpSPDNQYVK S203 ELM+Swissprot - - - - - - - - 122.16 65 -0.79 -0.78 - - - -

IFT80_HUMAN IFT80 VDWNpSVNDLILSAGEDCK S198 NEW - - - - 4.52 32 -4.63 -4.80 - - - - - - - -

IFT80_HUMAN IFT80 VDWNSVNDLILpSAGEDCK S205 NEW - - - - 4.52 32 -4.63 -4.80 - - - - - - - -

IGF1R_HUMAN IGF1R RDVMQVANTTMSpSR S752 NEW - - - - - - - - - - - - 26.19 31 4.26 4.39

IGF1R_HUMAN IGF1R RDVMQVANTpTMSSR T749 NEW - - - - - - - - - - - - 26.19 31 4.26 4.39
IGF1R_HUMAN IGF1R RDVMQVANTTMpSSR S751 NEW - - - - - - - - - - - - 26.19 31 4.26 4.39

IGF1R_HUMAN IGF1R RDVMQVANpTTMSSR T748 NEW - - - - - - - - - - - - 26.19 31 4.26 4.39

IGS10_HUMAN IGSF10 DSGVpYLCVARNK Y2014 NEW 33.8 37 -6.53 -6.38 - - - - - - - - - - - -

IKKB_HUMAN IKBKB GPVSGpSPDSMNASR S672 ELM+Swissprot - - - - 79.77 52 -0.40 -0.56 - - - - 103.96 63 -0.66 -0.52

IL17D_HUMAN IL17D pSAPVYMPTVVLRR S133 NEW 28.71 34 -6.79 -6.64 28.71 41 -6.63 -6.80 - - - - - - - -

ILF3_HUMAN ILF3 RPMEEDGEEKpSPSK S382 ELM+Swissprot 53.09 33 -0.06 0.45 41.92 43 0.29 0.12 85.46 42 0.01 -0.25 - - - -

ILF3_HUMAN ILF3 LFPDpTPLALDANK T592 ELM+Swissprot 162.63 64 0.18 0.45 178.19 55 -0.51 0.12 194.36 59 -0.56 -0.25 - - - -

ILF3_HUMAN ILF3 LFPDpTPLALDANKK T592 ELM+Swissprot - - - - 91.57 41 -0.85 0.12 108.66 45 -0.75 -0.25 - - - -
ILF3_HUMAN ILF3 FNYSGpSGGR S812 Swissprot - - - - - - - - 77.93 40 -1.01 -0.25 - - - -

IMA2_HUMAN KPNA2 NVSSFPDDATpSPLQENR S62 ELM+Swissprot 215.06 125 -0.07 0.41 215.06 128 -1.09 -0.02 215.06 129 -0.63 -0.18 200.19 118 -2.09 -0.16

IMA3_HUMAN KPNA3 NVPQEESLEDpSDVDADFK S60 ELM+Swissprot 179.98 101 0.05 0.03 169.01 104 0.13 -0.37 142.65 101 0.02 0.08 197.03 97 -0.25 -0.08

IMA3_HUMAN KPNA3 RNVPQEESLEDpSDVDADFK S60 ELM+Swissprot - - - - 112.17 60 0.07 -0.37 - - - - - - - -

IMA3_HUMAN KPNA3 NVPQEEpSLEDpSDVDADFK S56, S60 NEW, ELM+Swissprot- - - - - - - - 75.25 57 -1.39 0.08 - - - -

IMA4_HUMAN KPNA4 NVPHEDICEDpSDIDGDYR S60 ELM+Swissprot 57.98 48 0.88 0.14 74.81 48 0.47 -0.62 - - - - - - - -
IMDH2_HUMAN IMPDH2 GMGpSLDAMDK S416 NEW - - - - 126.36 49 -0.06 -0.07 - - - - - - - -

IMP4_HUMAN IMP4 pYLFPVPK Y205 NEW - - - - - - - - - - - - 63.74 39 1.64 1.77
INCE_HUMAN INCENP TLSPTPASATAPTSQGIPpTSDEEpSTPKK T213, S218 ELM+Swissprot, NEW26.45 35 0.22 0.30 40.48 63 0.44 -0.01 - - - - - - - -

INCE_HUMAN INCENP TLSPTPASATAPTSQGIPTpSDEEpSTPKK S214, S218 ELM+Swissprot, NEW26.45 35 0.22 0.30 40.48 61 0.32 -0.01 - - - - - - - -

INCE_HUMAN INCENP TLSPTPASATAPTSQGIPpTSDEESpTPKK T213, T219 ELM+Swissprot, ELM+Swissprot26.45 35 0.22 0.30 40.48 63 0.44 -0.01 - - - - - - - -

INCE_HUMAN INCENP TLSPTPASATAPTSQGIPpTpSDEESTPKK T213, S214 ELM+Swissprot, ELM+Swissprot87.23 35 0.22 0.30 40.48 63 0.44 -0.01 - - - - - - - -

INCE_HUMAN INCENP TLSPTPASATAPTSQGIPTpSDEESpTPKK S214, T219 ELM+Swissprot, ELM+Swissprot26.45 35 0.22 0.30 40.48 61 0.32 -0.01 - - - - - - - -

INCE_HUMAN INCENP IAQVpSPGPR S263 ELM+Swissprot 91.73 35 -0.04 0.30 91.73 44 0.07 -0.01 65 46 0.44 -0.13 80.54 47 -0.27 0.36
INCE_HUMAN INCENP INPDNpYGMDLNSDDpSpTDDEAHPR Y827, S836, T837NEW, ELM+Swissprot, ELM+Swissprot- - - - 37.02 40 0.53 -0.01 - - - - 46.94 41 0.08 0.36

INCE_HUMAN INCENP VLAPILPDNFSpTPTGSR T292 ELM+Swissprot - - - - 111.87 85 -0.75 -0.01 121.98 64 -0.68 -0.13 - - - -
INCE_HUMAN INCENP VLAPILPDNFpSTPTGSR S291 ELM+Swissprot - - - - 111.87 85 -0.75 -0.01 - - - - - - - -

INCE_HUMAN INCENP TLpSPTPASATAPTSQGIPTSDEEpSpTPKKS197, S218, T219ELM+Swissprot, NEW, ELM+Swissprot- - - - - - - - 94.57 60 -0.13 -0.13 - - - -

INCE_HUMAN INCENP TLSPTPASATAPTSQGIPTSDEEpSpTPKK S218, T219 NEW, ELM+Swissprot- - - - - - - - - - - - 14.61 36 0.34 0.36

INCE_HUMAN INCENP TLpSPTPASATAPTSQGIPTpSDEEpSTPKKS197, S214, S218ELM+Swissprot, ELM+Swissprot, NEW- - - - - - - - - - - - 95.85 61 -0.31 0.36

INCE_HUMAN INCENP TLpSPTPASATAPTSQGIPpTSDEEpSTPKKS197, T213, S218ELM+Swissprot, ELM+Swissprot, NEW- - - - - - - - - - - - 95.85 61 -0.31 0.36

INCE_HUMAN INCENP TLpSPTPASATAPTSQGIPTpSDEESpTPKKS197, S214, T219ELM+Swissprot, ELM+Swissprot, ELM+Swissprot- - - - - - - - - - - - 95.85 61 -0.31 0.36
INCE_HUMAN INCENP TLpSPTPASATAPTSQGIPpTSDEESpTPKKS197, T213, T219ELM+Swissprot, ELM+Swissprot, ELM+Swissprot- - - - - - - - - - - - 95.85 61 -0.31 0.36

INCE_HUMAN INCENP TDSQSVRHpSPIAPSSPSPQVLAQK S306 ELM+Swissprot - - - - - - - - - - - - 78.04 45 0.89 0.36

INT1_HUMAN INTS1 SpSPEQPIGQGR S1327 ELM+Swissprot_similarity69.17 35 -0.09 3.12 - - - - 122.92 50 -0.31 -0.41 - - - -

INT1_HUMAN INTS1 AIpSPSIK S104 ELM - - - - 52.77 35 -0.37 -1.22 - - - - - - - -

INT1_HUMAN INTS1 LSpSTPPLSALGR S82 NEW - - - - - - - - 51.74 48 -0.60 -0.41 - - - -

INT1_HUMAN INTS1 LSSpTPPLSALGR T83 ELM - - - - - - - - 51.74 48 -0.60 -0.41 - - - -
INT10_HUMAN INTS10 STQIENQHQGAQDTSDLMpSPSK S231 Swissprot - - - - - - - - - - - - 64.1 53 -0.60 -0.47

INT12_HUMAN INTS12 SVpSCDNVSK S378 NEW 65 38 0.54 0.68 138.46 49 0.04 -0.11 155.94 70 -0.35 -0.44 - - - -
INT12_HUMAN INTS12 TTSESSpSSPSASLK S426 NEW - - - - - - - - 99.69 67 -0.56 -0.44 - - - -

INT12_HUMAN INTS12 TTSESSSpSPSASLK S427 NEW - - - - - - - - 99.69 67 -0.56 -0.44 - - - -

INT3_HUMAN INTS3 FPEFCSSPpSPPVEVK S502 ELM+Swissprot - - - - 84.26 53 -0.01 -0.39 - - - - - - - -

IPP2M_HUMAN PPP1R2 YRIQEQEpSpSGEEDSDLSPEER S121, S122 Swissprot_similarity, Swissprot_similarity- - - - - - - - 76.62 39 -0.45 0.18 - - - -

IPP2M_HUMAN PPP1R2 IQEQEpSpSGEEDSDLSPEEREK S121, S122 Swissprot_similarity, Swissprot_similarity- - - - - - - - 128.02 87 0.53 0.18 - - - -

IQEC1_HUMAN IQSEC1 NpSWDSPAFSNDVIR S512 Swissprot_similarity - - - - 68.56 44 -0.02 0.34 - - - - - - - -
IQGA3_HUMAN IQGAP3 EQLpSDMMVLDK S931 NEW - - - - 19.2 35 7.54 6.38 - - - - - - - -

IQGA3_HUMAN IQGAP3 QACTAQpTPEPLR T1415 NEW - - - - - - - - 111.19 58 -0.20 -0.33 - - - -
IQWD1_HUMAN DCAF6 DSALQDpTDDpSDDDPVLIPGAR T654, S657 NEW, ELM 54.79 51 0.84 0.98 - - - - - - - - - - - -

IRAK2_HUMAN IRAK2 DFpSTSIPK S179 NEW - - - - 24.46 33 -5.05 -5.21 - - - - - - - -

IRAK4_HUMAN IRAK4 FAQpTVMTSRIVGTTApYMAPEALR T342, Y354 NEW, NEW - - - - - - - - - - - - 10.37 31 -3.18 -3.05

IRGM_HUMAN IRGM IVSRTPVNITMAGDSGNGMSpTFISALR T48 NEW - - - - - - - - 18.74 42 0.17 0.19 - - - -

IRGM_HUMAN IRGM IVSRTPVNITMAGDSGNGMpSTFISALR S47 NEW - - - - - - - - 18.74 42 0.17 0.19 - - - -



IRGM_HUMAN IRGM IVSRTPVNITMAGDSGNGMSTFIpSALR S51 NEW - - - - - - - - 18.74 42 0.17 0.19 - - - -

IRK8_HUMAN KCNJ8 FLQDIFpTTLVDLK T62 Swissprot - - - - 91.57 34 -0.02 -0.18 - - - - - - - -

IRX2_HUMAN IRX2 pSPGGGYEPKK S445 NEW 26.98 32 -9.11 -8.97 - - - - - - - - - - - -

ISCU_HUMAN ISCU VApSALLLR S14 NEW - - - - 72.16 43 -0.23 -0.75 98.15 60 -0.15 -0.12 - - - -

ITA2_HUMAN ITGA2 NPDEIDETTELSpS S1181 NEW 95.76 51 0.12 0.25 150.97 40 -0.24 -0.28 - - - - - - - -
ITA2_HUMAN ITGA2 NPDEIDETTELpSS S1180 NEW 95.76 51 0.12 0.25 150.97 40 -0.24 -0.28 70.15 37 -0.52 0.03 - - - -

ITAV_HUMAN ITGAV EQLQPHENGEGNpSET S1046 NEW - - - - 53.05 35 -0.13 -0.05 - - - - 51.94 49 0.43 0.45

ITB4_HUMAN ITGB4 LTAGVPDpTPTR T1530 ELM+Swissprot - - - - - - - - 65.55 36 -0.71 -0.48 - - - -

ITK_HUMAN ITK GSIELpSR S58 NEW - - - - - - - - 115.76 40 2.93 2.94 - - - -

ITPR3_HUMAN ITPR3 VApSFSIPGSSSR S1832 NEW 77.31 39 -0.07 0.07 34.76 42 -0.30 -0.04 124.99 69 -0.13 -0.06 - - - -

ITPR3_HUMAN ITPR3 LGFVDVQNCIpSR S2670 ELM+Swissprot - - - - - - - - 75.38 35 -0.17 -0.06 - - - -
ITSN1_HUMAN ITSN1 SAFTPATATGSSPpSPVLGQGEK S904 ELM+Swissprot - - - - 47.87 41 0.14 -0.02 - - - - - - - -

ITSN1_HUMAN ITSN1 SAFTPATATGSpSPSPVLGQGEK S902 Swissprot_similarity - - - - - - - - 88.83 41 -0.49 -0.48 - - - -
ITSN2_HUMAN ITSN2 TVpSPGSVpSPIHGQGQVVENLK S883, S888 Swissprot, Swissprot69.06 52 0.03 0.02 109.95 51 -0.41 -0.38 96.66 44 -0.36 -0.35 75.25 40 -1.07 -0.94

ITSN2_HUMAN ITSN2 TVSPGSVpSPIHGQGQVVENLK S888 Swissprot 93.94 49 -0.04 0.02 60.35 42 -0.13 -0.38 - - - - - - - -

ITSN2_HUMAN ITSN2 pTVSPGSVpSPIHGQGQVVENLK T881, S888 NEW, Swissprot - - - - 107.82 53 -0.44 -0.38 - - - - - - - -

ITSN2_HUMAN ITSN2 pTVSPGpSVSPIHGQGQVVENLK T881, S886 NEW, NEW - - - - 107.82 53 -0.44 -0.38 - - - - - - - -

ITSN2_HUMAN ITSN2 TVpSPGpSVSPIHGQGQVVENLK S883, S886 Swissprot, NEW - - - - - - - - - - - - 75.25 40 -1.07 -0.94

IVD_HUMAN IVD TDLAAVPApSR S219 NEW - - - - - - - - - - - - 13.89 34 -3.38 -0.81
IWS1_HUMAN IWS1 GHHVpTDSENDEPLNLNApSDpSESEELHRT67, S80, S82 NEW, ELM+Swissprot, ELM37.02 36 1.27 0.86 56.67 34 0.27 -0.20 - - - - - - - -

IWS1_HUMAN IWS1 GHHVpTDSENDEPLNLNApSDSEpSEELHRT67, S80, S84 NEW, ELM+Swissprot, ELM37.02 36 1.27 0.86 56.67 34 0.27 -0.20 - - - - - - - -

IWS1_HUMAN IWS1 TIApSDpSEEEAGKELSDK S438, S440 ELM+Swissprot, ELM+Swissprot87.24 96 -0.10 0.86 108.08 77 -0.11 -0.20 126.3 78 -0.12 -0.16 60.35 66 0.05 0.09

IWS1_HUMAN IWS1 GHHVTDSENDEPLNLNApSDpSESEELHR S80, S82 ELM+Swissprot, ELM46.04 38 2.75 0.86 - - - - - - - - - - - -

IWS1_HUMAN IWS1 GHHVTDSENDEPLNLNApSDSEpSEELHR S80, S84 ELM+Swissprot, ELM46.04 38 2.75 0.86 - - - - - - - - - - - -

IWS1_HUMAN IWS1 TIASDpSEEEAGKELSDK S440 ELM+Swissprot 121.98 54 -0.64 0.86 66.49 57 -0.10 -0.20 - - - - - - - -

IWS1_HUMAN IWS1 GHHVTDpSENDEPLNLNApSDpSESEELHRS69, S80, S82 ELM, ELM+Swissprot, ELM37.02 36 1.27 0.86 56.67 34 0.27 -0.20 - - - - - - - -

IWS1_HUMAN IWS1 GHHVTDpSENDEPLNLNApSDSEpSEELHRS69, S80, S84 ELM, ELM+Swissprot, ELM37.02 36 1.27 0.86 56.67 34 0.27 -0.20 - - - - - - - -
IWS1_HUMAN IWS1 GHHVTDSENDEPLNLNASDpSEpSEELHR S82, S84 ELM, ELM 46.04 38 2.75 0.86 - - - - - - - - - - - -

IWS1_HUMAN IWS1 HQApSDpSENEELPKPR S261, S263 Swissprot, Swissprot- - - - 57.98 31 -0.06 -0.20 - - - - - - - -

IWS1_HUMAN IWS1 EWLpSPLPDR S621 NEW - - - - - - - - 75.51 33 -0.64 -0.16 - - - -

IWS1_HUMAN IWS1 HPApSDpSEIEELQK S157, S159 ELM+Swissprot, ELM+Swissprot- - - - - - - - 130.44 44 0.43 -0.16 - - - -

JAD1A_HUMAN KDM5A VVSSVpSSSPR S1329 NEW 59.27 60 -0.20 -0.06 - - - - - - - - - - - -

JAD1A_HUMAN KDM5A VVSSVSpSSPR S1330 NEW 59.27 60 -0.20 -0.06 48.2 51 -0.16 -0.32 - - - - 71.15 55 -0.37 -0.23
JAD1A_HUMAN KDM5A VVSSVSSpSPR S1331 ELM+Swissprot 59.27 60 -0.20 -0.06 48.2 51 -0.16 -0.32 - - - - 71.15 55 -0.37 -0.23

JADE1_HUMAN PHF17 GAAQENGAPECpSPR S392 NEW - - - - - - - - - - - - 103.96 44 -1.09 -0.95
JADE3_HUMAN PHF16 NSSTETDQQPHpSPDSSSSVHSIR S566 Swissprot 69.06 39 0.45 1.51 - - - - - - - - 57.98 47 -0.09 0.05

JAK1_HUMAN JAK1 GRYSLHGpSDR S500 NEW - - - - - - - - - - - - 14.55 33 0.15 0.29

JAK1_HUMAN JAK1 GRYpSLHGSDR S496 NEW - - - - - - - - - - - - 14.55 33 0.15 0.29

JHD1A_HUMAN KDM2A LpTPVRPAAApSPIVSGAR T550, S558 Swissprot, Swissprot57.98 45 0.96 0.72 46.8 46 -0.64 0.02 57.98 55 -0.65 -0.56 - - - -

JHD1A_HUMAN KDM2A TPQRGDEEGLGGEEEEEEEEEEEDDpSAEEGGAARS869 NEW - - - - 58.95 52 0.97 0.02 - - - - - - - -

JHD2B_HUMAN KDM3B VpSPLTPK S1267 NEW - - - - 27.69 36 -1.30 -0.04 - - - - - - - -
JIP4_HUMAN SPAG9 LHQLpSGpSDQLESTAHSR S183, S185 ELM+Swissprot, ELM+Swissprot125.18 40 -1.63 1.19 83.47 52 -2.37 0.58 - - - - - - - -

JIP4_HUMAN SPAG9 SApSQSpSLDKLDQELK S730, S733 ELM+Swissprot, ELM+Swissprot51.74 57 0.28 1.19 84.26 62 0.21 0.58 62.87 54 0.24 0.29 76.39 50 -0.34 0.21

JIP4_HUMAN SPAG9 SApSQpSSLDKLDQELK S730, S732 ELM+Swissprot, ELM+Swissprot51.74 57 0.28 1.19 84.26 62 0.21 0.58 62.87 54 0.24 0.29 76.39 50 -0.34 0.21

JIP4_HUMAN SPAG9 SASQpSpSLDKLDQELK S732, S733 ELM+Swissprot, ELM+Swissprot51.74 57 0.28 1.19 - - - - 62.87 54 0.40 0.29 - - - -

JIP4_HUMAN SPAG9 LHQLpSGSDQLESTAHSR S183 ELM+Swissprot 84.26 75 0.08 1.19 92.11 68 -0.56 0.58 - - - - - - - -

JIP4_HUMAN SPAG9 SApSQSSLDKLDQELK S730 ELM+Swissprot 81.57 34 0.03 1.19 99.69 40 0.04 0.58 - - - - - - - -

JIP4_HUMAN SPAG9 NVpSTGSAENEEK S329 NEW - - - - 98.01 67 -1.32 0.58 - - - - 89.76 33 -1.11 0.21

JIP4_HUMAN SPAG9 SEVQAIIESpTPELDMDK T348 NEW - - - - 163.49 85 -0.88 0.58 - - - - - - - -
JIP4_HUMAN SPAG9 LHQLSGpSDQLESTAHSR S185 ELM+Swissprot - - - - 92.11 68 -0.56 0.58 - - - - - - - -

JIP4_HUMAN SPAG9 GGEpTPGpSEQWK T226, S229 NEW, NEW - - - - - - - - 122.92 55 -1.12 0.29 - - - -

JOSD3_HUMAN SNORA25 TQCIPYpSPK S40 NEW 30.65 41 0.32 0.47 65 37 -0.16 -0.32 41.85 38 -0.41 -0.40 - - - -

JUB_HUMAN JUB LEPTAPALpSPR S119 Swissprot - - - - - - - - 92.11 48 -0.37 -0.36 - - - -

JUN_HUMAN JUN NSDLLTpSPDVGLLK S63 ELM+Swissprot - - - - - - - - 218.87 97 -0.21 0.03 - - - -

JUNB_HUMAN JUNB SRDApTPPVpSPINMEDQER T255, S259 ELM+Swissprot, ELM+Swissprot130.44 57 -0.23 0.01 45.87 41 -0.06 -0.22 101.78 45 -0.34 -0.26 122.16 48 0.10 0.23
JUNB_HUMAN JUNB pSRDATPPVpSPINMEDQER S251, S259 NEW, ELM+Swissprot- - - - 45.87 41 -0.06 -0.22 - - - - - - - -

JUND_HUMAN JUND LApSPELER S100 ELM 113.91 35 0.21 0.36 83.38 44 -0.16 -0.24 135.86 39 0.13 0.03 135.86 63 -0.46 -0.32
K0391_HUMAN KIAA0391 VIpTPSK T241 NEW - - - - 21.18 31 -4.25 -1.24 - - - - - - - -

K0460_HUMAN RPRD2 DVEDMELpSDVEDDGSK S374 ELM+Swissprot 130.44 43 0.29 -0.55 - - - - - - - - - - - -

K0460_HUMAN RPRD2 ASIGQpSPGLPSTTFK S614 ELM+Swissprot - - - - 84.26 65 -0.58 3.19 84.26 91 -0.38 -0.08 - - - -

K0460_HUMAN RPRD2 SFNYpSPNSSTSEVSSTSASK S593 ELM - - - - 161.39 113 -0.06 3.19 161.39 173 -0.17 -0.08 - - - -

K0515_HUMAN BAT2L LKFpSDDEEEEEVVK S388 ELM+Swissprot 144.53 78 -0.19 0.04 125.18 83 0.08 -0.13 - - - - 136.01 81 0.19 0.33

K0515_HUMAN BAT2L EVPWpSPSAEK S556 NEW - - - - 83.81 33 0.11 -0.13 - - - - - - - -
K0515_HUMAN BAT2L EAGpSPAQEFK S613 ELM+Swissprot - - - - 94.59 60 -0.08 -0.13 122.92 50 -0.18 -0.16 - - - -

K0528_HUMAN KIAA0528 LSSPAAFLPACNpSPSK S260 Swissprot_similarity81.03 60 0.17 0.29 139.18 68 -0.13 -0.12 126.3 86 0.07 0.04 - - - -
K0528_HUMAN KIAA0528 SQpSEpSSDEVTELDLSHGK S659, S661 Swissprot, NEW 105.78 60 0.20 0.29 108.66 43 0.31 -0.12 107.82 50 0.15 0.04 - - - -

K0528_HUMAN KIAA0528 SQpSESpSDEVTELDLSHGK S659, S662 Swissprot, NEW 105.78 60 0.20 0.29 108.66 43 0.31 -0.12 107.82 50 0.15 0.04 - - - -

K0528_HUMAN KIAA0528 EIPFNEDPNPNpTHSSGPSpTPLK T278, T285 NEW, NEW 34.41 34 0.10 0.29 - - - - - - - - - - - -

K0528_HUMAN KIAA0528 EIPFNEDPNPNpTHSSGPpSTPLK T278, S284 NEW, NEW 34.41 34 0.10 0.29 - - - - - - - - - - - -

K0528_HUMAN KIAA0528 EIPFNEDPNPNTHpSSGPSpTPLK S280, T285 NEW, NEW 34.41 34 0.10 0.29 - - - - - - - - - - - -

K0528_HUMAN KIAA0528 EIPFNEDPNPNTHpSSGPpSTPLK S280, S284 NEW, NEW 34.41 34 0.10 0.29 - - - - - - - - - - - -
K0528_HUMAN KIAA0528 SQSEpSpSDEVTELDLSHGK S661, S662 NEW, NEW 105.78 66 0.26 0.29 - - - - 107.82 56 0.25 0.04 - - - -

K0528_HUMAN KIAA0528 NQTYSFpSPSK S295 NEW 39.19 46 0.17 0.29 71.15 56 -0.07 -0.12 61.05 54 -0.08 0.04 - - - -

K0528_HUMAN KIAA0528 NQTYpSFSPSK S293 NEW 39.19 46 0.17 0.29 - - - - 61.05 54 -0.08 0.04 - - - -

K0528_HUMAN KIAA0528 ApSPVGDGNFR S852 NEW 61.05 60 -0.07 0.29 86.27 50 -0.51 -0.12 130.07 65 -0.52 0.04 - - - -

K0528_HUMAN KIAA0528 EIPFNEDPNPNTHSpSGPpSTPLK S281, S284 ELM, NEW 34.41 34 0.10 0.29 - - - - - - - - - - - -

K0528_HUMAN KIAA0528 EIPFNEDPNPNTHSpSGPSpTPLK S281, T285 ELM, NEW 34.41 34 0.10 0.29 - - - - - - - - - - - -
K0528_HUMAN KIAA0528 SQpSEpSSDEVTELDLSHGKK S659, S661 Swissprot, NEW - - - - 50.46 38 0.26 -0.12 - - - - - - - -

K0528_HUMAN KIAA0528 SQpSESpSDEVTELDLSHGKK S659, S662 Swissprot, NEW - - - - 50.46 38 0.26 -0.12 - - - - - - - -
K0528_HUMAN KIAA0528 EIPFNEDPNPNTHSSGPpSpTPLK S284, T285 NEW, NEW - - - - 39.78 37 -0.06 -0.12 - - - - - - - -

K0614_HUMAN C12orf51 TEGpTPPPPGQPAK T1084 NEW - - - - - - - - 59.35 38 0.01 0.06 81.57 48 -0.08 0.19

K0802_HUMAN KIAA0802 GRpSPpSPIGVGSEMCR S1803, S1805 Swissprot, Swissprot- - - - 103.96 43 0.02 -0.72 - - - - - - - -

K0802_HUMAN KIAA0802 GLPSTSSKEDVpTPPLpSPDDLK T1408, S1412 ELM+Swissprot, ELM+Swissprot- - - - - - - - 93.44 46 0.37 -0.01 - - - -

K0819_HUMAN MICAL3 GPSQApTSPIR T295 NEW - - - - 49.68 34 0.30 -0.41 - - - - - - - -

K0819_HUMAN MICAL3 GPSQATpSPIR S296 ELM+Swissprot - - - - 49.68 34 0.30 -0.41 - - - - - - - -
K0819_HUMAN MICAL3 SSLFpSPR S844 NEW - - - - - - - - 50.52 34 -0.11 -0.10 - - - -

K0831_HUMAN KIAA0831 LpYSRAQR Y152 NEW 50.52 39 -9.11 -8.97 - - - - - - - - - - - -
K0913_HUMAN KIAA0913 KQpSAGPNpSPTGGGGGGGSGGTR S48, S53 NEW, NEW - - - - - - - - 136.78 71 -0.28 -0.27 - - - -

K0947_HUMAN KIAA0947 SELCSpSPLGK S533 NEW - - - - 73.26 41 -0.02 -0.24 73.26 40 0.38 0.08 - - - -

K0947_HUMAN KIAA0947 SELCpSSPLGK S532 NEW - - - - 73.26 41 -0.02 -0.24 73.26 41 0.08 0.08 - - - -

K0947_HUMAN KIAA0947 SIpSPEVSASR S925 NEW - - - - 114.67 59 -0.09 -0.24 100.07 48 0.01 0.08 - - - -

K0947_HUMAN KIAA0947 LDpTGSPEPETR T1852 NEW - - - - 56.01 35 -0.12 -0.24 67.31 57 -0.31 0.08 - - - -



K0947_HUMAN KIAA0947 LDTGpSPEPETR S1854 ELM+Swissprot - - - - 56.01 35 -0.12 -0.24 67.31 57 -0.31 0.08 - - - -

K1107_HUMAN KIAA1107 pTNGTLNSAQEDKK T770 NEW - - - - 33.8 35 -1.57 -1.73 - - - - - - - -

K1109_HUMAN KIAA1109 ALETIPIpTPVER T3996 NEW - - - - - - - - 87.55 40 -0.08 -0.07 - - - -

K1109_HUMAN KIAA1109 MQPQpSSGSLRpSNAGAEK S1802, S1808 NEW, NEW - - - - - - - - - - - - 33.78 32 0.41 0.55

K1109_HUMAN KIAA1109 MQPQSpSGSLRpSNAGAEK S1803, S1808 NEW, NEW - - - - - - - - - - - - 33.78 32 0.41 0.55
K1109_HUMAN KIAA1109 MQPQSSGpSLRpSNAGAEK S1805, S1808 NEW, NEW - - - - - - - - - - - - 33.78 32 0.41 0.55

K1143_HUMAN KIAA1143 IQPQPPDEDGDHpSDKEDEQPQVVVLK S50 ELM+Swissprot - - - - 77.51 46 0.24 -0.07 - - - - 46.04 40 0.28 0.41

K1143_HUMAN KIAA1143 YpSGLTASSK S110 NEW - - - - - - - - 23.54 34 -0.96 -0.39 - - - -

K1161_HUMAN KIAA1161 FPNApSDMFR S374 NEW - - - - 29.65 34 -0.01 -0.17 - - - - - - - -

K1267_HUMAN KIAA1267 TFPLAHpSPQAECEDQLDAQER S1045 Swissprot - - - - 93.94 39 -0.23 -0.41 - - - - - - - -

K1267_HUMAN KIAA1267 LpSPGTDSSSNLGGVK S249 NEW - - - - 34.54 40 -0.16 -0.41 - - - - - - - -
K1267_HUMAN KIAA1267 ETEAAPTpSPPIVPLK S1082 ELM+Swissprot - - - - 109.95 55 -0.35 -0.41 133.43 65 -0.15 -0.13 - - - -

K1267_HUMAN KIAA1267 ETEAAPpTSPPIVPLK T1081 NEW - - - - - - - - 133.43 65 -0.15 -0.13 - - - -
K1430_HUMAN KIAA1430 STLGQYpSPLR S488 NEW - - - - - - - - 108.39 49 -0.07 -0.06 - - - -

K1462_HUMAN KIAA1462 SLpSPSSNSAFSR S757 NEW - - - - 100.39 62 -0.15 -0.31 113.87 40 -0.16 0.18 63.88 39 -0.06 0.08

K1462_HUMAN KIAA1462 GLVLADSpSPR S496 NEW - - - - - - - - 142.08 62 -0.13 0.18 - - - -

K1462_HUMAN KIAA1462 GLVLADpSSPR S495 NEW - - - - - - - - 142.08 62 -0.13 0.18 - - - -

K1462_HUMAN KIAA1462 GLpSAPDLR S1044 NEW - - - - - - - - 72.16 51 0.26 0.18 - - - -

K1462_HUMAN KIAA1462 GQAGLPGGLVpSPGSGDR S1304 NEW - - - - - - - - 76.62 76 -0.18 0.18 - - - -
K1522_HUMAN KIAA1522 DQpSPPPpSPPPSYHPPPPPTK S669, S673 Swissprot, Swissprot96.66 43 0.12 0.26 90.47 37 -0.07 -0.15 - - - - 49.83 32 -0.11 0.04

K1522_HUMAN KIAA1522 GLAGPPApSPGK S545 Swissprot 92.11 33 0.08 0.26 105.56 77 -0.11 -0.15 92.11 65 0.22 -0.08 166.42 81 -0.09 0.04

K1522_HUMAN KIAA1522 FSSVSpSPQPR S342 Swissprot - - - - - - - - 122.92 53 -0.45 -0.08 - - - -

K1522_HUMAN KIAA1522 SGPQILpTPLGDR T593 NEW - - - - - - - - 131.17 70 -0.59 -0.08 - - - -

K1542_HUMAN PHRF1 AEAPpSSPDVAPAGKEDpSPSASGR S1359, S1371 NEW, NEW - - - - 153.19 59 -0.16 -0.20 140.4 79 -0.02 -0.05 130.1 58 -0.05 0.08

K1542_HUMAN PHRF1 AEAPpSSPDVAPAGK S1359 NEW - - - - 114.49 48 -0.35 -0.20 - - - - - - - -

K1542_HUMAN PHRF1 ECpSPTSSLER S1124 ELM+Swissprot - - - - 49.68 40 0.16 -0.20 - - - - - - - -

K1542_HUMAN PHRF1 EApSPAPLAQGEPGREDLPTR S1202 ELM+Swissprot - - - - 70.42 33 0.14 -0.20 - - - - - - - -
K1542_HUMAN PHRF1 AEAPSpSPDVAPAGKEDpSPSASGR S1360, S1371 ELM, NEW - - - - 153.19 59 -0.16 -0.20 140.4 79 -0.02 -0.05 130.1 58 -0.05 0.08

K1542_HUMAN PHRF1 AEAPSpSPDVAPAGK S1360 ELM - - - - 114.49 48 -0.35 -0.20 - - - - - - - -

K1542_HUMAN PHRF1 ENPpSPLFSIK S814 NEW - - - - - - - - 83.81 37 -0.03 -0.05 - - - -

K1542_HUMAN PHRF1 TISINpSPK S867 NEW - - - - - - - - 58.87 47 -0.12 -0.05 - - - -

K1542_HUMAN PHRF1 GRECpSPTSpSLER S1124, S1128 ELM+Swissprot, NEW- - - - - - - - 63.88 35 -0.54 -0.05 - - - -

K1543_HUMAN KIAA1543 AVASpSPAATNSEVK S554 ELM+Swissprot - - - - - - - - 138.72 60 -1.01 -0.89 - - - -
K1549_HUMAN KIAA1549 AAIILGpYR Y1198 NEW - - - - - - - - 46.61 42 2.23 2.24 - - - -

K1553_HUMAN BEND3 ANASNSPpSSLR S166 NEW - - - - 89.76 34 -0.64 -0.80 - - - - - - - -
K1602_HUMAN KIAA1602 SPSPGGPQLpSPQLPR S473 NEW - - - - 107.82 93 0.25 -0.14 62.87 58 0.37 0.04 62.87 31 0.36 0.49

K1602_HUMAN KIAA1602 VDLEPVpSPR S763 NEW - - - - 52.96 37 -0.26 -0.14 52.96 39 -0.12 0.04 - - - -

K1602_HUMAN KIAA1602 NSGSDGpSPpSPLLAR S492, S494 NEW, NEW - - - - - - - - 76.39 35 -0.93 0.04 - - - -

K1602_HUMAN KIAA1602 NSGpSDGSPpSPLLAR S489, S494 NEW, NEW - - - - - - - - 76.39 35 -0.93 0.04 - - - -

K1609_HUMAN KIAA1609 HpSEGLREVPDDE S446 NEW - - - - 53.09 34 -0.94 -1.36 - - - - - - - -

K1787_HUMAN NEURL4 ALpSPEGALR S502 NEW - - - - - - - - 109.99 41 -0.58 -0.57 - - - -
K1967_HUMAN KIAA1967 LEDSEVRpSVASNQpSEMEFSSLQDMPK S675, S681 ELM+Swissprot, ELM+Swissprot76.62 38 0.11 0.37 - - - - - - - - - - - -

K1967_HUMAN KIAA1967 LEDSEVRSVASNQpSEMEFpSSLQDMPK S681, S686 ELM+Swissprot, NEW- - - - 50.96 41 0.12 -0.11 - - - - - - - -

K1967_HUMAN KIAA1967 LEDSEVRpSVApSNQSEMEFSSLQDMPK S675, S678 ELM+Swissprot, ELM+Swissprot- - - - 87.58 50 0.24 -0.11 - - - - 41.11 32 0.22 0.16

K1967_HUMAN KIAA1967 SVApSNQSEMEFSSLQDMPK S678 ELM+Swissprot - - - - 169.01 97 -0.22 -0.11 - - - - - - - -

K1C17_HUMAN KRT17 TSCRLpSGGLGAGSCR S32 ELM+Swissprot 43.04 32 -0.08 0.04 26.98 34 -1.23 -0.39 - - - - - - - -

K1C17_HUMAN KRT17 LpSGGLGAGSCR S32 ELM+Swissprot 114.67 85 -0.05 0.04 150.12 57 -1.15 -0.39 81.51 82 -0.50 0.08 150.12 68 -1.98 0.08

K1C18_HUMAN KRT18 LLEDGEDFNLGDALDSpSNSMQTIQK S399 NEW - - - - 48.37 33 -2.30 0.16 - - - - - - - -

K2032_HUMAN C13orf23 TEPTpSPTPSAFK S613 NEW - - - - 53.09 35 -0.14 -0.30 75.38 41 0.04 0.09 - - - -
K2C74_HUMAN KRT74 LDSELRpSMR S218 NEW - - - - 77.93 36 0.01 -1.14 - - - - - - - -

K2C8_HUMAN KRT8 ISSpSSFSR S36 NEW - - - - 56.74 44 -0.18 -0.18 - - - - - - - -

K2C8_HUMAN KRT8 ISSSpSFSR S37 ELM+Swissprot - - - - 56.74 44 -0.18 -0.18 - - - - - - - -

K2C8_HUMAN KRT8 VGpSSNFR S43 ELM+Swissprot - - - - 63.74 34 0.12 -0.18 - - - - 63.74 32 0.26 0.27

K2C8_HUMAN KRT8 IpSSSSFSR S34 ELM+Swissprot_similarity- - - - - - - - - - - - 25.44 42 -0.04 0.27

K319L_HUMAN KIAA0319L IpTGNVVIpTLPpTSTAELDGSK T698, T704, T707NEW, NEW, NEW 4.47 31 -5.59 -0.67 - - - - - - - - - - - -
K319L_HUMAN KIAA0319L IpTGNVVIpTLPTpSTAELDGSK T698, T704, S708NEW, NEW, NEW 4.47 31 -5.59 -0.67 - - - - - - - - - - - -

K6PL_HUMAN PFKL MGMEAVMALLEATPDTPACVVTLpSGNQSVRS339 NEW 14.94 31 4.31 2.00 - - - - - - - - - - - -
K6PP_HUMAN PFKP GRpSFAGNLNTYK S386 ELM+Swissprot - - - - 67.31 33 0.64 -0.12 - - - - - - - -

KAP0_HUMAN PRKAR1A TDSREDEIpSPPPPNPVVK S83 ELM+Swissprot 98.01 42 -0.01 0.43 62.3 37 -0.27 -0.14 - - - - - - - -

KAP2_HUMAN PRKAR2A VADAKGDpSEpSEEDEDLEVPVPSR S78, S80 ELM+Swissprot, ELM+Swissprot93.44 60 0.17 0.18 82.8 79 0.15 -0.02 52.82 44 -0.22 0.07 140.4 93 0.02 0.18

KAP2_HUMAN PRKAR2A GDpSEpSEEDEDLEVPVPSR S78, S80 ELM+Swissprot, ELM+Swissprot66.49 63 0.63 0.18 33.05 37 0.22 -0.02 - - - - - - - -

KAP2_HUMAN PRKAR2A RVpSVCAETYNPDEEEEDTDPR S99 ELM+Swissprot 76.62 43 0.28 0.18 - - - - - - - - - - - -

KAP3_HUMAN PRKAR2B RApSVCAEAYNPDEEEDDAESR S114 ELM+Swissprot 121.98 49 0.28 0.40 136.11 62 0.13 -0.16 - - - - - - - -
KAP3_HUMAN PRKAR2B TWGDLGAAAGGGpTPSK T69 NEW - - - - 163.49 87 -0.53 -0.16 191.99 105 -0.29 -0.83 - - - -

KAPCA_HUMAN PRKACA TWpTLCGTPEYLAPEIILSK T198 ELM+Swissprot - - - - 119.94 64 1.71 0.70 - - - - - - - -
KBTB8_HUMAN KBTBD8 MAApSADLSK S4 NEW 62.96 32 3.96 4.11 - - - - - - - - - - - -

KC1A_HUMAN CSNK1A1 AAQQAASpSSGQGQQAQpTPTGK S312, T321 NEW, ELM+Swissprot- - - - - - - - 124.07 48 -1.40 -0.21 - - - -

KC1A_HUMAN CSNK1A1 AAQQAASSpSGQGQQAQpTPTGK S313, T321 NEW, ELM+Swissprot- - - - - - - - 124.07 48 -1.40 -0.21 - - - -

KC1A_HUMAN CSNK1A1 AAQQAASSSGQGQQAQpTPTGK T321 ELM+Swissprot - - - - - - - - 87.24 81 -0.75 -0.21 126.01 64 -1.95 -0.21

KC1A_HUMAN CSNK1A1 AAQQAASSSGQGQQAQTPpTGK T323 NEW - - - - - - - - - - - - 133.43 64 -1.95 -0.21

KC1D_HUMAN CSNK1D GAPVNISpSSDLTGR S383 Swissprot - - - - - - - - 174.39 70 -0.70 -0.59 - - - -
KC1D_HUMAN CSNK1D GLPpSTASGR S328 NEW - - - - - - - - 43.32 34 -0.51 -0.59 - - - -

KC1D_HUMAN CSNK1D GLPSpTASGR T329 NEW - - - - - - - - 43.32 34 -0.51 -0.59 - - - -

KC1D_HUMAN CSNK1D GLPSTApSGR S331 ELM+Swissprot - - - - - - - - 43.32 34 -0.51 -0.59 - - - -

KC1D_HUMAN CSNK1D GAPVNIpSSSDLTGR S382 ELM+Swissprot - - - - - - - - 174.39 70 -0.70 -0.59 - - - -

KC1E_HUMAN CSNK1E IQPAGNTpSPR S363 ELM+Swissprot 59.27 42 0.10 0.24 - - - - - - - - 59.27 39 -0.19 -0.06

KC1E_HUMAN CSNK1E IQPAGNpTSPR T362 ELM+Swissprot 59.27 42 0.10 0.24 - - - - - - - - 59.27 39 -0.19 -0.06
KC1E_HUMAN CSNK1E GAPANVpSSSDLTGR S389 Swissprot - - - - - - - - 162.63 66 -0.37 -0.31 - - - -

KCRB_HUMAN CKB FpSEVLK S309 NEW - - - - 31.97 34 -9.80 1.54 31.97 34 -9.98 5.96 - - - -
KI13A_HUMAN KIF13A TGpSCSELDACPSK S1698 Swissprot_similarity - - - - 108.66 68 0.06 -0.10 - - - - - - - -

KI13B_HUMAN KIF13B SIpSSPNVNR S1381 NEW - - - - - - - - 80.54 66 0.48 0.49 - - - -

KI20A_HUMAN KIF20A EHSLQVpSPSLEK S532 ELM+Swissprot - - - - 62.3 50 -0.74 -0.21 85.46 40 -0.75 -0.27 - - - -

KI20A_HUMAN KIF20A NLLPRpTPTCQSSTDCpSPYAR T857, S867 Swissprot, ELM+Swissprot- - - - - - - - 102.85 51 -0.70 -0.27 - - - -

KI20A_HUMAN KIF20A TPTCQSSTDCpSPYAR S867 ELM+Swissprot - - - - - - - - 109.95 53 -0.81 -0.27 - - - -

KI21A_HUMAN KIF21A ELpSPPPGLPSK S1212 Swissprot - - - - 105.56 51 -1.28 -0.24 134.56 42 -0.41 0.02 - - - -
KI21A_HUMAN KIF21A IPEPpSPVTR S1239 Swissprot - - - - - - - - 31.72 44 -0.18 0.02 - - - -

KI26B_HUMAN KIF26B SNPGpSQRR S1943 NEW - - - - - - - - 72.16 33 9.34 9.35 - - - -
KI67_HUMAN MKI67 SGGSGHAVAEPApSPEQELDQNK S308 ELM+Swissprot 126.01 43 -0.32 -0.05 100.11 86 0.32 0.39 - - - - 75.25 40 0.57 0.60

KI67_HUMAN MKI67 TPVQYSQQQNpSPQK S357 ELM+Swissprot 78.04 81 -0.23 -0.05 101.78 85 0.48 0.39 71.8 45 0.24 -0.68 114.49 67 0.25 0.60

KI67_HUMAN MKI67 AQSLVISPPAPpSPR S584 ELM+Swissprot 93.62 66 -0.10 -0.05 109.95 78 0.76 0.39 114.49 80 0.20 -0.68 - - - -

KI67_HUMAN MKI67 ELFQpTPDHTEESTTDDK T2085 ELM+Swissprot 34.54 38 0.37 -0.05 - - - - 124.1 65 -0.72 -0.68 - - - -

KI67_HUMAN MKI67 NINTFVEpTPVQK T2406 ELM+Swissprot 127.99 37 0.27 -0.05 154.47 71 -0.77 0.39 170.16 64 -1.02 -0.68 - - - -



KI67_HUMAN MKI67 AFMGpTPVQK T2285 Swissprot - - - - 77.93 45 -0.22 0.39 106.41 46 -1.09 -0.68 77.93 40 -1.77 0.60

KI67_HUMAN MKI67 ELFQpTPGHTEESMTDDK T2446 NEW - - - - 71.82 32 -0.38 0.39 - - - - - - - -

KI67_HUMAN MKI67 IACKpSPPPESVDpTPTSTK S1131, T1139 ELM+Swissprot, ELM+Swissprot- - - - 59.16 35 -0.48 0.39 70.42 63 -0.80 -0.68 - - - -

KI67_HUMAN MKI67 AQSLVIpSPPAPSPR S579 ELM+Swissprot - - - - 70.15 34 -0.62 0.39 - - - - - - - -

KI67_HUMAN MKI67 LDLAGTLPGpSK S1207 Swissprot - - - - - - - - 34.76 67 -0.69 -0.68 - - - -
KI67_HUMAN MKI67 ELFQpTPGHTEELVAAGK T1233 Swissprot - - - - - - - - 99.69 47 -1.07 -0.68 - - - -

KI67_HUMAN MKI67 ELFQpTPGHTEEAVAAGK T1355 Swissprot - - - - - - - - 125.18 70 -1.07 -0.68 - - - -

KI67_HUMAN MKI67 LTRTpSGETTQTHTEPTGDSK S2505 Swissprot - - - - - - - - 36.16 34 -1.17 -0.68 - - - -

KI67_HUMAN MKI67 IPCKpSSPELEDTATSSK S2827 Swissprot - - - - - - - - 31.19 40 -0.71 -0.68 - - - -

KI67_HUMAN MKI67 pSGGSGHAVAEPApSPEQELDQNK S296, S308 NEW, ELM+Swissprot- - - - - - - - 107.82 57 -0.85 -0.68 - - - -

KI67_HUMAN MKI67 SGGpSGHAVAEPApSPEQELDQNK S299, S308 NEW, ELM+Swissprot- - - - - - - - 130.95 60 -0.79 -0.68 - - - -
KI67_HUMAN MKI67 pTPVQYSQQQNpSPQK T347, S357 NEW, ELM+Swissprot- - - - - - - - 14.94 55 -0.86 -0.68 - - - -

KI67_HUMAN MKI67 LDLTENLTGpSK S1571 NEW - - - - - - - - 57.59 68 -0.79 -0.68 - - - -
KI67_HUMAN MKI67 SQPDPVDpTPTSSKPQSK T1503 NEW - - - - - - - - 79.77 37 -1.11 -0.68 - - - -

KI67_HUMAN MKI67 LDLLGNLPGpSK S2420 NEW - - - - - - - - 105.56 61 -0.62 -0.68 - - - -

KI67_HUMAN MKI67 AQSLVIpSPPAPpSPR S579, S584 ELM+Swissprot, ELM+Swissprot- - - - - - - - 101.78 62 -0.71 -0.68 38.85 35 -1.92 0.60

KI67_HUMAN MKI67 pSGASEANLIVAK S648 ELM+Swissprot - - - - - - - - 87.55 61 -0.54 -0.68 - - - -

KI67_HUMAN MKI67 NIYAFMGpTPVQK T1557 ELM+Swissprot - - - - - - - - 85.46 38 -0.28 -0.68 - - - -

KI67_HUMAN MKI67 DINTFLGpTPVQK T1801 ELM+Swissprot - - - - - - - - 111.19 47 -0.80 -0.68 - - - -
KI67_HUMAN MKI67 LDQPGNLPGpSNR S1815 ELM+Swissprot - - - - - - - - 111.19 70 -0.79 -0.68 - - - -

KI67_HUMAN MKI67 pSPQSDPADTPTNTK S1861 ELM+Swissprot - - - - - - - - 116.92 67 -0.39 -0.68 - - - -

KI67_HUMAN MKI67 DINTFVGpTPVEK T1923 ELM+Swissprot - - - - - - - - 127.99 56 -1.08 -0.68 - - - -

KI67_HUMAN MKI67 IPCKSpSPELEDTATSSK S2828 ELM+Swissprot - - - - - - - - 31.19 40 -0.71 -0.68 - - - -

KIF11_HUMAN KIF11 LDIPTGpTTPQR T925 NEW 92.11 43 0.18 0.86 92.11 31 0.04 -0.13 67.31 46 -0.01 -0.53 - - - -

KIF11_HUMAN KIF11 LDIPTGpTTPQRK T925 NEW 41.85 41 0.11 0.86 29.65 34 -0.25 -0.13 - - - - - - - -

KIF11_HUMAN KIF11 LDIPTGTpTPQR T926 ELM+Swissprot 92.11 43 0.18 0.86 92.11 36 -0.01 -0.13 67.31 46 -0.01 -0.53 - - - -

KIF11_HUMAN KIF11 LDIPpTGTTPQRK T923 NEW - - - - 29.65 34 -0.25 -0.13 - - - - - - - -
KIF1B_HUMAN KIF1B SGLpSLEELR S1057 ELM+Swissprot 91.73 58 -0.05 0.09 80.54 38 0.59 -0.04 106.41 58 0.21 0.22 - - - -

KIF1B_HUMAN KIF1B MSDTGpSPGMQR S1454 ELM+Swissprot - - - - 102.9 38 -0.04 -0.04 - - - - - - - -

KIF1C_HUMAN KIF1C pYPPYTTPPR Y1078 NEW - - - - - - - - 40.47 39 -0.22 -0.21 - - - -

KIF22_HUMAN KIF22 LLASQGSQGAPLLpSTPK S462 NEW - - - - - - - - 155.62 99 -0.73 -0.33 - - - -

KIF22_HUMAN KIF22 LLASQGSQGAPLLSpTPK T463 ELM - - - - - - - - 155.62 99 -0.73 -0.33 - - - -

KIF4A_HUMAN KIF4A TFpSLTEVR S801 ELM+Swissprot 72.16 44 0.50 0.72 72.16 43 0.79 -0.19 135.86 70 0.54 -0.12 72.16 51 0.42 0.39
KIF7_HUMAN KIF7 SGpSNGSVVSLEQQQK S895 NEW - - - - 161.03 116 -0.31 -0.47 149.82 98 0.12 0.13 - - - -

KIFC1_HUMAN KIFC1 APSQLPLpSGSR S31 NEW - - - - - - - - 67.31 47 -1.24 -0.14 - - - -
KITH_HUMAN TK1 LFAPQQILQCpSPAN S231 ELM+Swissprot - - - - 133.28 62 -0.73 0.01 108.66 39 -0.79 0.12 - - - -

KKCC2_HUMAN CAMKK2 pSFGNPFEGSR S495 Swissprot_similarity - - - - - - - - 48.2 39 0.12 0.08 - - - -

KKCC2_HUMAN CAMKK2 SLpSAPGNLLTK S511 ELM - - - - - - - - 105.56 45 0.01 0.08 - - - -

KLC2_HUMAN KLC2 ASpSLNFLNK S582 ELM+Swissprot 94.8 53 0.22 -0.04 106.41 51 -0.08 -0.10 155.94 60 0.11 -0.09 86.47 48 -0.08 0.33

KLC2_HUMAN KLC2 TLSSpSSMDLSR S610 NEW - - - - 102.9 65 0.70 -0.10 - - - - - - - -

KLC2_HUMAN KLC2 TLSpSSSMDLSR S609 NEW - - - - 102.9 65 0.70 -0.10 - - - - - - - -
KLC2_HUMAN KLC2 TLpSSpSSMDLSR S608, S610 NEW, NEW - - - - - - - - 35.78 33 0.10 -0.09 - - - -

KLC2_HUMAN KLC2 TLpSSSpSMDLSR S608, S611 NEW, NEW - - - - - - - - 35.78 33 0.10 -0.09 - - - -

KLC2_HUMAN KLC2 RApSSLNFLNK S581 NEW - - - - - - - - 46.8 49 0.04 -0.09 - - - -

KLC2_HUMAN KLC2 pSVEEPTQPGGTGLSDSR S589 NEW - - - - - - - - 46.04 52 -2.95 -0.09 - - - -

KLC2_HUMAN KLC2 VDpSPTVNTTLR S445 ELM+Swissprot - - - - - - - - 81.51 46 -0.64 -0.09 - - - -

KLC2_HUMAN KLC2 RASpSLNFLNK S582 ELM+Swissprot - - - - - - - - 46.8 49 0.04 -0.09 - - - -

KLC3_HUMAN KLC3 TLSASTQDLpSPH S502 NEW - - - - - - - - 85.46 60 -0.62 -0.59 - - - -

KLC3_HUMAN KLC3 NNLApSAYLK S383 NEW - - - - - - - - - - - - 14.91 31 0.56 0.70
KLC4_HUMAN KLC4 AApSLNYLNQPSAAPLQVSR S590 Swissprot - - - - 124.1 77 0.06 -0.45 182.81 137 0.04 -0.27 - - - -

KLC4_HUMAN KLC4 VSpSPTVNTTLR S460 ELM+Swissprot - - - - 59.27 38 -0.96 -0.45 83.81 42 -0.71 -0.27 57.59 35 -1.74 -1.60

KLDC4_HUMAN KLHDC4 QVLTAPGSAGQPRpSEDEDpSLEEAGSPAPGPCPRS413, S418 Swissprot, Swissprot99.63 40 0.44 0.57 74.47 56 0.43 0.01 - - - - - - - -

KLDC4_HUMAN KLHDC4 QVLTAPGpSAGQPRSEDEDpSLEEAGSPAPGPCPRS407, S418 NEW, Swissprot 99.63 40 0.44 0.57 - - - - - - - - - - - -

KLDC9_HUMAN KLHDC9 LApTVTALDTER T106 NEW 46.8 38 4.20 4.35 - - - - - - - - - - - -

KLF10_HUMAN KLF10 SQPAPVpSPQQK S249 ELM+Swissprot - - - - - - - - - - - - 92.11 35 -0.73 -0.45
KPCA_HUMAN PRKCA STLNPQWNEpSFTFK S226 ELM+Swissprot - - - - 55.41 35 0.84 -0.02 - - - - - - - -

KPCD1_HUMAN PRKD1 TIpSPSTSNNIPLMR S397 NEW - - - - 67.05 32 -0.01 -0.17 - - - - - - - -
KPCD1_HUMAN PRKD1 TISPSTpSNNIPLMR S401 NEW - - - - - - - - 46.94 33 -5.17 -5.16 - - - -

KPCD1_HUMAN PRKD1 TISPSpTSNNIPLMR T400 NEW - - - - - - - - 46.94 33 -5.17 -5.16 - - - -

KPCD2_HUMAN PRKD2 RLpSSTSLASGHSVR S197 ELM+Swissprot 116.7 51 0.93 1.08 - - - - 102.9 63 -0.34 -0.33 - - - -

KPCD2_HUMAN PRKD2 RLSSpTSLASGHSVR T199 NEW - - - - - - - - 102.9 63 -0.34 -0.33 - - - -

KPCD2_HUMAN PRKD2 RLSpSTSLASGHSVR S198 ELM+Swissprot - - - - - - - - 102.9 63 -0.34 -0.33 - - - -

KPYM_HUMAN PKM2 NTGIICTIGPApSR S55 NEW - - - - 98.01 44 -0.37 -0.06 122.16 56 1.40 0.06 - - - -
KPYM_HUMAN PKM2 LDIDpSPPITAR S37 ELM+Swissprot - - - - 56.01 36 -0.10 -0.06 86.27 51 0.01 0.06 105.56 40 -0.34 0.38

KPYR_HUMAN PKLR SIQENISpSLQLR S9 NEW - - - - 14.38 33 7.35 7.19 - - - - - - - -
KRI1_HUMAN KRI1 AFVEDpSEDEDGAGEGGSSLLQK S177 ELM+Swissprot 160.43 100 -0.17 0.03 164.87 110 0.03 -0.21 162.62 117 0.65 0.07 50.07 46 0.10 0.26

KRI1_HUMAN KRI1 QLPALDGSLMGPEpSPPAQEEEAPVpSPHKS634, S645 ELM+Swissprot, ELM- - - - 79.97 49 0.28 -0.21 - - - - - - - -

KS6A1_HUMAN RPS6KA1 AYpSFCGTVEYMAPEVVNR S221 ELM+Swissprot - - - - 78.04 33 0.36 -0.27 - - - - 65.28 48 0.41 0.52

KS6A3_HUMAN RPS6KA3 KEpTMTMILK T276 NEW - - - - - - - - 62.96 36 -7.98 -7.97 - - - -

KS6B1_HUMAN RPS6KB1 TPVpSPVK S447 ELM+Swissprot - - - - - - - - 50.52 38 0.06 -0.01 - - - -

KS6C1_HUMAN RPS6KC1 FFPNDDPEAVSpSPR S583 Swissprot_similarity - - - - - - - - 87.76 33 -0.34 -0.33 - - - -
KSYK_HUMAN SYK DNNGSpYALCLLHEGK Y203 NEW 44.84 47 -6.20 -6.06 - - - - - - - - - - - -

KTAP2_HUMAN KRTCAP2 ISSTLYQAAAPVLpTPAK T150 NEW - - - - 85.72 66 -1.03 -1.14 - - - - - - - -

KTN1_HUMAN KTN1 EIQNGNLHEpSDSESVPR S75 ELM+Swissprot 177.52 88 0.06 0.53 147.4 121 -0.16 -0.27 82.62 132 -0.09 0.03 191.99 90 -0.12 0.31

KTN1_HUMAN KTN1 EIQNGNLHEpSDpSESVPR S75, S77 ELM+Swissprot, ELM+Swissprot- - - - 13.89 31 -0.48 -0.27 - - - - - - - -

KTN1_HUMAN KTN1 EIQNGNLHESDpSEpSVPR S77, S79 ELM+Swissprot, ELM- - - - 13.89 31 -0.48 -0.27 - - - - - - - -

KTN1_HUMAN KTN1 EIQNGNLHEpSDSEpSVPR S75, S79 ELM+Swissprot, ELM- - - - 13.89 31 -0.48 -0.27 - - - - - - - -
KTN1_HUMAN KTN1 QPpTPPSEAAASK T153 ELM+Swissprot - - - - 44.23 48 -0.60 -0.27 79.35 43 -0.36 0.03 44.23 44 -1.05 0.31

KU70_HUMAN XRCC6 TFNTpSTGGLLLPSDTK S306 NEW - - - - 90.47 49 -1.96 -0.09 - - - - - - - -
L12R1_HUMAN LOH12CR1 GLLSGQpTSPTNAK T74 NEW 71.8 41 0.00 0.15 95.76 51 -0.63 -0.79 95.76 52 -0.22 -0.21 - - - -

LA_HUMAN SSB TKFApSDDEHDEHDENGATGPVK S366 ELM+Swissprot 152.78 77 0.81 0.84 111.87 58 -0.24 -0.09 89.63 99 -0.63 -0.18 118.12 61 0.24 0.32

LA_HUMAN SSB FApSDDEHDEHDENGATGPVK S366 ELM+Swissprot 136.26 57 0.00 0.84 177.52 105 -0.34 -0.09 174.57 127 -0.31 -0.18 89.63 123 0.17 0.32

LA_HUMAN SSB pTKFASDDEHDEHDENGATGPVK T362 ELM - - - - 111.87 58 -0.24 -0.09 89.63 63 -0.55 -0.18 - - - -

LAMB4_HUMAN LAMB4 LAGDpTEAKIR T1707 NEW - - - - - - - - - - - - 20.47 35 0.11 0.25

LAP2_HUMAN ERBB2IP HIVNHDDVFEESEELpSpSDEEMK S602, S603 ELM+Swissprot, ELM+Swissprot59.16 55 1.19 0.89 60.35 53 -0.08 -0.29 - - - - - - - -
LAP2_HUMAN ERBB2IP STEDLpSPQK S857 ELM+Swissprot 52.96 36 -0.07 0.89 65 46 -0.05 -0.29 65 36 -0.15 -0.16 - - - -

LAP2_HUMAN ERBB2IP IRQEDENFNSLLQNGDILNpSSTEEK S714 NEW - - - - 95.03 73 -0.80 -0.29 - - - - - - - -
LAP2A_HUMAN TMPO SSpTPLPTISSSAENTR T160 Swissprot 155.24 96 0.20 0.00 141.67 83 -0.20 -0.64 141.67 98 -0.22 -0.28 183.79 83 -0.68 -0.34

LAP2A_HUMAN TMPO GPPDFpSpSDEEREPTPVLGSGAAAAGR S66, S67 ELM+Swissprot, ELM+Swissprot117.97 98 0.18 0.00 163.84 87 -0.29 -0.64 159.01 100 -0.11 -0.28 - - - -

LAP2A_HUMAN TMPO GPPDFpSpSDEEREPpTPVLGSGAAAAGR S66, S67, T74 ELM+Swissprot, ELM+Swissprot, Swissprot- - - - 85.72 44 -0.44 -0.64 - - - - - - - -

LAP2A_HUMAN TMPO SHISDQpSPLSSK S351 ELM+Swissprot - - - - 87.55 40 -0.84 -0.64 85.46 54 -1.06 -0.28 98.01 39 -2.14 -0.34

LAP2A_HUMAN TMPO GPPDFSSDEEREPpTPVLGSGAAAAGR T74 Swissprot - - - - - - - - 84.24 52 0.21 -0.28 - - - -



LAP2A_HUMAN TMPO FQETEFLpSPPR S424 Swissprot - - - - - - - - 56.01 74 -0.81 -0.28 - - - -

LAP2B_HUMAN TMPO EMFPYEASpTPTGISASCR T355 NEW - - - - - - - - 101.93 40 -0.82 -0.81 - - - -

LAP2B_HUMAN TMPO EMFPYEASTPpTGISASCR T357 NEW - - - - - - - - - - - - 114.22 46 -1.97 -1.83

LAP4_HUMAN SCRIB QSPApSPPPLGGGAPVR S1448 ELM+Swissprot 126.3 63 0.15 0.74 90.47 68 -0.07 -0.54 113.88 69 -0.13 -0.13 33.05 69 -0.44 2.54

LAP4_HUMAN SCRIB ALpSPAELR S1486 ELM+Swissprot 35.44 40 0.09 0.74 101.82 41 -1.17 -0.54 101.82 45 -0.22 -0.13 58.87 40 -1.90 2.54
LAP4_HUMAN SCRIB GSpTPYKGDDEGIFISR T749 Swissprot - - - - 81.57 44 -0.76 -0.54 - - - - - - - -

LAP4_HUMAN SCRIB MVEPENAVTIpTPLRPEDDYpSPR T826, S835 NEW, Swissprot - - - - 84.24 49 -1.06 -0.54 67.76 38 -0.50 -0.13 37.88 37 -1.82 2.54

LAP4_HUMAN SCRIB MVEPENAVTIpTPLRPEDDpYSPR T826, Y834 NEW, Swissprot - - - - 98.1 46 -0.87 -0.54 - - - - - - - -

LAP4_HUMAN SCRIB MVEPENAVpTITPLRPEDDpYSPR T824, Y834 NEW, Swissprot - - - - 49.21 46 -0.87 -0.54 - - - - - - - -

LAP4_HUMAN SCRIB RSEACPCQPDSGpSPLPAEEEK S504 ELM+Swissprot - - - - 153.19 65 -0.24 -0.54 188.22 68 -0.95 -0.13 142.14 52 -0.26 2.54

LAP4_HUMAN SCRIB NpSLESISSIDR S1220 ELM+Swissprot - - - - 57.59 34 -0.01 -0.54 - - - - - - - -
LAP4_HUMAN SCRIB VQpSPEPPAPER S1475 ELM+Swissprot - - - - 79.35 44 -0.65 -0.54 - - - - 46.8 38 -1.53 2.54

LAP4_HUMAN SCRIB MVEPENAVpTITPLRPEDDYpSPR T824, S835 NEW, Swissprot - - - - - - - - 67.76 38 -0.50 -0.13 - - - -
LAP4_HUMAN SCRIB LPLLPPEpSPGPLR S853 ELM+Swissprot - - - - - - - - 59.35 58 -0.26 -0.13 - - - -

LARP1_HUMAN LARP1 SLPTTVPESPNpYR Y777 NEW 79.77 46 -0.06 0.53 71.8 49 -0.18 -0.22 91.57 52 -0.13 -0.07 48.06 45 -0.41 0.47

LARP1_HUMAN LARP1 NTFTAWpSDEESDpYEIDDRDVNK S627, Y633 ELM+Swissprot, NEW97.7 60 1.70 0.53 79.77 74 0.48 -0.22 - - - - 40.26 45 0.11 0.47

LARP1_HUMAN LARP1 NTFTAWpSDEEpSDYEIDDRDVNK S627, S631 ELM+Swissprot, ELM+Swissprot122.72 82 1.79 0.53 122.72 85 0.31 -0.22 119.94 59 -0.08 -0.07 138.22 73 0.13 0.47

LARP1_HUMAN LARP1 ESPRPLQLPGAEGPAIpSDGEEGGGEPGAGGGAAGAAGAGRS90 ELM+Swissprot 95.75 92 0.35 0.53 - - - - - - - - 43.21 39 0.44 0.47

LARP1_HUMAN LARP1 GLSApSLPDLDSENWIEVK S548 ELM+Swissprot 182.81 132 0.17 0.53 166.38 131 0.06 -0.22 - - - - - - - -
LARP1_HUMAN LARP1 NTFTAWpSDEESDYEIDDRDVNK S627 ELM+Swissprot 54.21 62 0.84 0.53 - - - - 122.72 54 -0.48 -0.07 - - - -

LARP1_HUMAN LARP1 SLPTTVPEpSPNYR S774 ELM+Swissprot 81.57 63 -0.02 0.53 103.96 49 -0.22 -0.22 93.62 60 -0.07 -0.07 - - - -

LARP1_HUMAN LARP1 NALPPVLTpTVNGQSPPEHSAPAK T138 NEW - - - - 65.7 36 -0.48 -0.22 65.7 39 -0.27 -0.07 - - - -

LARP1_HUMAN LARP1 NALPPVLpTTVNGQSPPEHSAPAK T137 NEW - - - - 65.7 36 -0.48 -0.22 65.7 39 -0.27 -0.07 - - - -

LARP1_HUMAN LARP1 NALPPVLTTVNGQpSPPEHSAPAK S143 NEW - - - - 65.7 36 -0.48 -0.22 65.7 39 -0.27 -0.07 - - - -

LARP1_HUMAN LARP1 AVpTPVPTK T526 ELM+Swissprot - - - - 72.16 31 -0.23 -0.22 101.82 37 -0.16 -0.07 101.82 40 -0.07 0.47

LARP1_HUMAN LARP1 TASISSSPpSEGTPTVGSYGCTPQSLPK S853 NEW - - - - - - - - 59.74 40 -0.20 -0.07 - - - -

LARP1_HUMAN LARP1 ETESAPGpSPR S521 ELM+Swissprot - - - - - - - - 83.81 73 0.42 -0.07 - - - -
LARP1_HUMAN LARP1 AVpTPVPTKTEEVSNLK T526 ELM+Swissprot - - - - - - - - 126.3 74 -0.03 -0.07 - - - -

LARP1_HUMAN LARP1 ETEpSAPGSPR S517 ELM+Swissprot - - - - - - - - - - - - 71.15 59 1.34 0.47

LARP4_HUMAN LARP4 ASTApSPCNNNINAATAVALQEPR S597 NEW 83.62 57 0.15 1.53 26.3 40 -0.26 -0.19 221.67 100 -0.04 -0.42 162.62 109 -0.18 0.61

LARP4_HUMAN LARP4 DGLNQTTIPVpSPPSTTKPSR S583 NEW - - - - 71.82 60 0.02 -0.19 61.59 40 0.22 -0.42 - - - -

LARP4_HUMAN LARP4 ASpTASPCNNNINAATAVALQEPR T595 NEW - - - - 26.3 40 -0.26 -0.19 - - - - - - - -

LARP4_HUMAN LARP4 DGLNQTTIPVpSPPpSTTKPSR S583, S586 NEW, NEW - - - - - - - - 82.62 36 -0.81 -0.42 48.83 36 -2.03 0.61
LARP4_HUMAN LARP4 EQYVPPRpSPK S722 NEW - - - - - - - - 114.67 34 -0.34 -0.42 - - - -

LARP6_HUMAN LARP6 LNCSpTSPEIFR T408 NEW - - - - - - - - 56.01 56 0.71 0.39 - - - -
LARP6_HUMAN LARP6 LNCSTpSPEIFR S409 NEW - - - - - - - - 56.01 56 0.71 0.39 - - - -

LARP7_HUMAN LARP7 SSpSEDAESLAPR S300 NEW 77.31 38 0.27 0.16 131.17 66 0.47 -0.13 102.9 41 0.19 0.05 44.23 47 0.69 0.37

LARP7_HUMAN LARP7 RSRPpTSEGpSDIESTEPQK T257, S261 ELM, ELM 35.78 58 0.35 0.16 60.79 53 -0.07 -0.13 37.91 39 -0.72 0.05 - - - -

LARP7_HUMAN LARP7 RSRPTpSEGpSDIESTEPQK S258, S261 ELM, ELM 35.78 58 0.35 0.16 60.79 53 -0.07 -0.13 37.91 39 -0.72 0.05 - - - -

LARP7_HUMAN LARP7 RSRPpTpSEGSDIESTEPQK T257, S258 ELM, ELM 35.78 58 0.35 0.16 - - - - - - - - - - - -

LARP7_HUMAN LARP7 SRPpTpSEGSDIESTEPQK T257, S258 ELM, ELM 109.95 54 0.09 0.16 121.98 44 0.02 -0.13 79.51 35 0.71 0.05 96.66 62 -0.05 0.37
LARP7_HUMAN LARP7 SRPTSEGpSDIESTEPQK S261 ELM 48.06 33 -0.07 0.16 68.56 39 -0.35 -0.13 - - - - 87.24 60 0.33 0.37

LARP7_HUMAN LARP7 DIEIpSpTEEEKDTGDLK S337, T338 ELM+Swissprot, ELM+Swissprot- - - - 54.51 33 -0.06 -0.13 93.62 36 -0.68 0.05 84.26 42 0.06 0.37

LARP7_HUMAN LARP7 SRPTpSEGSDIESTEPQK S258 ELM - - - - 41.11 39 -0.35 -0.13 - - - - - - - -

LARP7_HUMAN LARP7 SRPpTSEGSDIESTEPQK T257 ELM - - - - 41.11 39 -0.35 -0.13 - - - - - - - -

LARP7_HUMAN LARP7 RSRPTSEGpSDIESTEPQK S261 ELM - - - - - - - - 31.66 43 -0.92 0.05 - - - -

LARP7_HUMAN LARP7 RSRPpTSEGSDIESTEPQK T257 ELM - - - - - - - - 31.66 43 -0.92 0.05 - - - -

LARP7_HUMAN LARP7 RSRPTpSEGSDIESTEPQK S258 ELM - - - - - - - - 31.66 43 -0.92 0.05 - - - -

LAS1L_HUMAN LAS1L ICSIYTQSGENSLVQEGSEApSPIGK S523 ELM+Swissprot 41.95 35 -0.04 -0.16 55.87 42 -0.18 -0.30 83.62 64 0.04 0.03 - - - -
LASP1_HUMAN LASP1 GFSVVADpTPELQR T104 Swissprot 154.47 75 1.30 0.39 178.19 86 -0.41 -0.06 182.22 84 -0.61 -0.10 133.28 69 -2.10 0.42

LASP1_HUMAN LASP1 QSFTMVADpTPENLR T68 Swissprot - - - - - - - - 138.72 78 -0.68 -0.10 99.69 68 -2.19 0.42

LATS1_HUMAN LATS1 SVpTPPPPPR T246 NEW - - - - 54.78 51 -0.02 -0.17 94.8 50 0.35 0.18 - - - -

LATS1_HUMAN LATS1 QITTpSPITVR S613 ELM - - - - 73.26 35 0.00 -0.17 - - - - - - - -

LATS1_HUMAN LATS1 QITpTSPITVR T612 NEW - - - - - - - - 126.36 45 0.06 0.18 - - - -

LATS1_HUMAN LATS1 SNpSFNNPLGNR S464 ELM+Swissprot_similarity- - - - - - - - 105.56 57 0.05 0.18 - - - -
LBA1_HUMAN TRANK1 LSpSKVMTK S804 NEW - - - - 10.5 35 -9.80 -9.97 - - - - - - - -

LBA1_HUMAN TRANK1 LpSSKVMTK S803 NEW - - - - 10.5 35 -9.80 -9.97 - - - - - - - -
LBP_HUMAN LBP VELKEpSK S414 NEW - - - - - - - - - - - - 10.5 33 -2.47 -2.33

LCA10_HUMAN LCA10 SSpSPVPPPR S111 NEW - - - - - - - - 43.32 39 -4.36 -4.35 - - - -

LCN8_HUMAN LCN8 pYFpTRSLEDK Y132, T134 NEW, NEW - - - - - - - - - - - - 41.85 44 -0.67 -0.54

LEMD2_HUMAN LEMD2 WTKPSpSFSDSER S497 NEW - - - - 62.3 31 -0.08 -0.11 51.74 52 -0.10 -0.41 - - - -

LEMD2_HUMAN LEMD2 WTKPSSFpSDSER S499 ELM+Swissprot - - - - 62.3 31 -0.08 -0.11 51.74 52 -0.10 -0.41 - - - -

LEMD2_HUMAN LEMD2 MAGLpSDLELR S5 NEW - - - - - - - - 81.51 42 -4.73 -0.41 - - - -
LEMD2_HUMAN LEMD2 WTKPpSSFSDSER S496 NEW - - - - - - - - 51.74 52 -0.10 -0.41 - - - -

LEO1_HUMAN LEO1 KYVIpSDEEEEDDD S658 ELM+Swissprot 91.57 36 0.17 0.31 100.39 48 -0.20 -0.12 150.97 52 0.06 -0.43 83.47 32 0.13 0.26
LEO1_HUMAN LEO1 KLpTSDEEGEPSGK T629 ELM+Swissprot - - - - 59.35 52 0.01 -0.12 70.15 59 -0.50 -0.43 - - - -

LEO1_HUMAN LEO1 KLTpSDEEGEPSGK S630 ELM+Swissprot - - - - 119.47 52 0.01 -0.12 70.15 59 -0.50 -0.43 - - - -

LIMA1_HUMAN LIMA1 ASSLSEpSSPPK S373 NEW 102.9 69 0.08 0.47 79.35 64 -0.04 -0.12 131.17 70 -0.16 -0.11 116.7 81 -0.25 0.21

LIMA1_HUMAN LIMA1 TVpSPPIR S609 NEW 63.74 36 0.03 0.47 78.12 36 -0.61 -0.12 50.52 40 -0.28 -0.11 63.74 32 -0.55 0.21

LIMA1_HUMAN LIMA1 SEVQQPVHPKPLpSPDSR S362 ELM+Swissprot 71.8 37 0.24 0.47 108.66 43 -0.25 -0.12 109.95 42 -0.46 -0.11 85.98 39 -0.44 0.21

LIMA1_HUMAN LIMA1 ASSLSESpSPPK S374 ELM+Swissprot 102.9 69 0.08 0.47 102.9 64 -0.04 -0.12 131.17 70 -0.16 -0.11 116.7 81 -0.25 0.21
LIMA1_HUMAN LIMA1 ETPHpSPGVEDAPIAK S490 ELM+Swissprot 175.58 62 -0.02 0.47 118.12 66 -0.14 -0.12 71.8 57 0.00 -0.11 120.37 79 -0.12 0.21

LIMA1_HUMAN LIMA1 EGHSLEMENENLVENGADpSDEDDNSFLKS686 ELM+Swissprot 185.98 110 0.93 0.47 215.73 119 0.52 -0.12 - - - - 142.14 44 0.65 0.21

LIMA1_HUMAN LIMA1 EGHSLEMENENLVENGADpSDEDDNpSFLKS686, S692 ELM+Swissprot, ELM+Swissprot- - - - 116.87 57 -0.98 -0.12 - - - - 90.42 84 -2.05 0.21

LIMA1_HUMAN LIMA1 ASpSLSEpSSPPK S369, S373 Swissprot_similarity, NEW- - - - - - - - 69.17 36 -0.11 -0.11 - - - -

LIMA1_HUMAN LIMA1 ASpSLSESpSPPK S369, S374 Swissprot_similarity, ELM+Swissprot- - - - - - - - 69.17 36 -0.11 -0.11 - - - -

LIMC1_HUMAN LIMCH1 SRQpTPpSPDVVLR T215, S217 ELM+Swissprot, ELM+Swissprot67.2 31 0.19 0.33 - - - - - - - - - - - -
LIMC1_HUMAN LIMCH1 pSRQTPpSPDVVLR S212, S217 ELM+Swissprot, ELM+Swissprot- - - - - - - - - - - - 49.68 39 -0.29 -0.16

LIMD1_HUMAN LIMD1 SpSEGSLGGQNSGIGGR S240 NEW - - - - 60.35 31 -0.21 -0.33 - - - - - - - -
LIMD1_HUMAN LIMD1 pSSEGSLGGQNSGIGGR S239 NEW - - - - 60.35 31 -0.21 -0.33 - - - - - - - -

LIMK1_HUMAN LIMK1 SPGAGSLGpSPASQR S310 ELM+Swissprot 127.75 74 0.96 1.11 67.05 47 0.53 0.37 - - - - 37.02 32 -0.05 0.09

LIMK2_HUMAN LIMK2 DGKLpYCPK Y59 NEW - - - - 24.46 34 -3.65 -3.82 - - - - - - - -

LIN37_HUMAN LIN37 ERECpSPSpSPLPPLPEDEEGSEVTNSK S135, S138 NEW, NEW 146.19 68 0.21 -0.04 109.03 56 0.15 -0.10 154.48 67 -0.53 -0.52 - - - -

LIN37_HUMAN LIN37 ERECSPSpSPLPPLPEDEEGSEVTNSK S138 NEW - - - - 130.17 58 0.21 -0.10 - - - - - - - -

LIN54_HUMAN LIN54 VLSQSTPGpTPSK T280 NEW - - - - - - - - 43.04 53 -0.30 -0.29 - - - -
LIN9_HUMAN LIN9 FTATMpSTPDK S95 NEW - - - - 46.8 31 -0.54 -0.70 - - - - - - - -

LIN9_HUMAN LIN9 FTATMSpTPDK T96 NEW - - - - 46.8 31 -0.54 -0.70 - - - - - - - -
LIPA3_HUMAN PPFIA3 SAAAGALGpSPGLPLR S1164 NEW - - - - - - - - 178.96 97 -0.42 -0.41 - - - -

LIPB1_HUMAN PPFIBP1 SQpSTTFNPDDMSEPEFK S601 Swissprot_similarity174.57 93 0.67 1.67 188.81 104 0.24 -0.20 147.4 94 0.21 -0.12 - - - -

LIPB1_HUMAN PPFIBP1 SSpSLGNLK S466 NEW 86.47 32 0.26 1.67 86.47 51 0.07 -0.20 86.47 41 -0.03 -0.12 - - - -

LIPB1_HUMAN PPFIBP1 SQSpTTFNPDDMSEPEFK T602 NEW 174.57 93 0.67 1.67 - - - - - - - - - - - -

LIPB1_HUMAN PPFIBP1 RRPpSDENTIAPSEVQK S794 NEW 97.7 57 0.84 1.67 103.96 49 0.01 -0.20 107.82 35 -0.78 -0.12 - - - -



LIPB1_HUMAN PPFIBP1 TApSAPNLAETEK S540 NEW - - - - 73.55 45 -0.08 -0.20 - - - - - - - -

LIPB1_HUMAN PPFIBP1 DFAARpSPSApSITDEDSNV S999, S1003 Swissprot, Swissprot- - - - - - - - 75.25 47 0.04 -0.12 - - - -

LIPB1_HUMAN PPFIBP1 DFAARpSPSASITDEDSNV S999 Swissprot - - - - - - - - 142.65 84 -0.55 -0.12 - - - -

LMBL3_HUMAN L3MBTL3 LSGEMPPApSPSFPR S608 Swissprot - - - - - - - - - - - - 37.02 39 -0.29 -0.15

LMF2_HUMAN LMF2 SSPLAPVpSGEK S670 NEW - - - - 77.31 48 -1.01 -0.38 - - - - - - - -
LMNA_HUMAN LMNA LRLpSPSPpTSQR S390, T394 ELM+Swissprot, NEW67.31 38 -0.36 0.51 - - - - - - - - - - - -

LMNA_HUMAN LMNA LRLSPpSPpTSQR S392, T394 ELM+Swissprot, NEW67.31 38 -0.36 0.51 - - - - - - - - - - - -

LMNA_HUMAN LMNA SGAQASSpTPLpSPTR T19, S22 ELM+Swissprot, ELM+Swissprot103.96 77 0.91 0.51 127.75 81 -0.44 -0.23 101.78 61 -0.87 -0.08 - - - -

LMNA_HUMAN LMNA LRLpSPpSPTSQR S390, S392 ELM+Swissprot, ELM+Swissprot30.65 38 -0.36 0.51 40.47 45 -0.40 -0.23 21.9 45 -0.67 -0.08 56.01 45 -0.89 0.12

LMNA_HUMAN LMNA LpSPpSPTSQR S390, S392 ELM+Swissprot, ELM+Swissprot91.73 61 0.20 0.51 65 59 -0.57 -0.23 41.85 63 -0.27 -0.08 52.96 52 -0.60 0.12

LMNA_HUMAN LMNA SGAQASSTPLpSPTR S22 ELM+Swissprot 101.78 78 -0.31 0.51 101.78 80 -0.73 -0.23 78.04 82 -0.27 -0.08 79.77 87 -1.54 0.12
LMNA_HUMAN LMNA LSPpSPTSQR S392 ELM+Swissprot 52.96 42 -0.15 0.51 77.93 36 0.40 -0.23 65 54 0.41 -0.08 77.93 47 0.20 0.12

LMNA_HUMAN LMNA SVGGSGGGpSFGDNLVTR S636 ELM+Swissprot 119.94 107 -0.31 0.51 132.25 97 -0.58 -0.23 132.25 135 -0.34 -0.08 - - - -
LMNA_HUMAN LMNA SYLLGNSpSPR S652 Swissprot - - - - 114.67 42 -0.44 -0.23 100.07 43 -0.76 -0.08 - - - -

LMNA_HUMAN LMNA SGAQASpSTPLpSPTR S18, S22 NEW, ELM+Swissprot- - - - 127.75 81 -0.44 -0.23 89.63 61 -0.87 -0.08 127.75 59 -2.06 0.12

LMNA_HUMAN LMNA SGAQASpSTPLSPTR S18 NEW - - - - 68.56 49 0.30 -0.23 - - - - 103.96 60 0.37 0.12

LMNA_HUMAN LMNA NKpSNEDQSMGNWQIK S458 NEW - - - - 65.55 32 -0.14 -0.23 - - - - - - - -

LMNA_HUMAN LMNA SGAQASSpTPLSPTR T19 ELM+Swissprot - - - - 68.56 49 0.30 -0.23 - - - - - -

- - - -

LMNA_HUMAN LMNA SGAQASSTPLSPpTR T24 NEW - - - - - - - - - - - - 79.77 87 -1.54 0.12

LMNA_HUMAN LMNA LpSPSPpTSQR S390, T394 ELM+Swissprot, NEW- - - - - - - - - - - - 52.96 52 -0.60 0.12
LMNA_HUMAN LMNA LSPpSPpTSQR S392, T394 ELM+Swissprot, NEW- - - - - - - - - - - - 52.96 52 -0.60 0.12

LMNB1_HUMAN LMNB1 AGGPTpTPLpSPTR T20, S23 ELM+Swissprot, ELM+Swissprot65.55 42 0.36 0.38 75.38 57 -0.68 -0.38 54.51 66 -0.61 0.62 77.31 62 -2.03 0.98

LMNB1_HUMAN LMNB1 LKLpSPpSPSSR S391, S393 ELM+Swissprot, ELM+Swissprot49.68 57 -0.10 0.38 39.19 51 -1.04 -0.38 49.68 43 -1.26 0.62 49.68 50 -2.98 0.98

LMNB1_HUMAN LMNB1 LKLSPpSPSpSR S393, S396 ELM+Swissprot, ELM49.68 42 -0.08 0.38 39.19 45 -0.96 -0.38 48.2 43 -1.26 0.62 - - - -

LMNB1_HUMAN LMNB1 LKLSPpSPpSSR S393, S395 ELM+Swissprot, ELM49.68 42 -0.08 0.38 39.19 51 -1.04 -0.38 49.68 43 -1.26 0.62 49.68 44 -2.22 0.98

LMNB1_HUMAN LMNB1 AGGPTTPLpSPTR S23 ELM+Swissprot 43.04 72 -0.95 0.38 89.76 87 -1.34 -0.38 75.38 92 -0.07 0.62 53.09 89 -2.17 0.98
LMNB1_HUMAN LMNB1 LSPpSPSSR S393 ELM+Swissprot 44.9 43 -0.07 0.38 83.38 41 0.47 -0.38 56.74 38 0.33 0.62 56.74 52 0.55 0.98

LMNB1_HUMAN LMNB1 LKLSPSPpSpSR S395, S396 ELM, ELM 49.68 42 -0.08 0.38 39.19 45 -0.96 -0.38 48.2 43 -1.26 0.62 - - - -
LMNB1_HUMAN LMNB1 LSSEMNpTSTVNSAR T283 NEW - - - - 46.94 36 -2.79 -0.38 - - - - - - - -

LMNB1_HUMAN LMNB1 LSSEMNTpSTVNSAR S284 NEW - - - - 46.94 36 -2.79 -0.38 - - - - - - - -

LMNB1_HUMAN LMNB1 AGGPpTTPLSPTR T19 ELM+Swissprot - - - - 102.9 36 -2.25 -0.38 - - - - 89.76 44 0.13 0.98

LMNB1_HUMAN LMNB1 LKLpSPSPSSR S391 ELM+Swissprot - - - - 49.68 33 0.31 -0.38 - - - - - - - -

LMNB2_HUMAN LMNB2 ATSSpSSGSLSATGR S401 NEW 81.57 73 -0.07 0.95 130.44 89 -0.53 -0.09 62.3 76 -0.98 -0.03 - - - -

LMNB2_HUMAN LMNB2 AGGPATPLpSPTR S17 ELM+Swissprot 85.46 57 -0.45 0.95 - - - - - - - - 63.88 50 -1.91 0.18
LMNB2_HUMAN LMNB2 ATSpSpSSGSLSATGR S400, S401 NEW, NEW - - - - 81.57 61 -1.31 -0.09 - - - - - - - -

LMNB2_HUMAN LMNB2 ATSSpSpSGSLSATGR S401, S402 NEW, NEW - - - - 81.57 61 -1.31 -0.09 - - - - - - - -

LMNB2_HUMAN LMNB2 AGGPApTPLpSPTR T14, S17 ELM+Swissprot, ELM+Swissprot- - - - 113.87 68 -0.81 -0.09 63.88 73 -0.90 -0.03 89.76 64 -2.26 0.18

LMNB2_HUMAN LMNB2 AGGPApTPLSPTR T14 ELM+Swissprot - - - - 89.76 74 0.40 -0.09 102.9 78 0.33 -0.03 - - - -

LMNB2_HUMAN LMNB2 ATSSpSSGSLpSATGR S401, S406 NEW, NEW - - - - - - - - 78.04 64 -0.79 -0.03 - - - -

LMNB2_HUMAN LMNB2 ATSSSSGpSLSATGR S404 NEW - - - - - - - - 133.28 87 -0.82 -0.03 - - - -

LMNB2_HUMAN LMNB2 ATSSSpSGSLSATGR S402 NEW - - - - - - - - - - - - 59.35 33 -2.17 0.18

LMO7_HUMAN LMO7 REDpSFESLDSLGSR S246 Swissprot - - - - 93.62 49 -0.03 -0.23 - - - - - - - -
LMO7_HUMAN LMO7 SLTSCSpSDITLR S263 NEW - - - - 98.01 48 0.00 -0.23 98.01 57 -0.18 -0.54 - - - -

LMO7_HUMAN LMO7 TSTTGVATpTQSPTPR T1584 NEW - - - - 122.72 92 -0.83 -0.23 - - - - - - - -

LMO7_HUMAN LMO7 RGEpSLDNLDSPR S1510 ELM+Swissprot - - - - 98.01 48 0.35 -0.23 - - - - - - - -

LMO7_HUMAN LMO7 ISINQpTPGK T1048 ELM+Swissprot - - - - - - - - 41.85 50 -0.89 -0.54 - - - -

LMO7_HUMAN LMO7 TSTTGVATTQpSPTPR S1586 ELM+Swissprot - - - - - - - - 158.07 85 -0.70 -0.54 120.37 76 -1.81 -1.68

LMTK2_HUMAN LMTK2 DSAYFpSDNDSEPEKR S1107 NEW 67.05 39 0.69 0.83 - - - - - - - - - - - -
LN28B_HUMAN LIN28B VTGPGGpSPCLGSER S105 NEW - - - - - - - - 45.87 51 -0.28 -0.27 - - - -

LNP_HUMAN KIAA1715 TVpTPALSSNVLPR T213 NEW - - - - 95.76 49 -1.13 -1.10 - - - - - - - -
LOX12_HUMAN ALOX12 RSpTSLPSR T245 NEW - - - - 56.74 31 0.08 -0.08 - - - - - - - -

LPP3_HUMAN PPAP2B NGGpSPALNNNPR S19 NEW - - - - 71.8 44 -0.50 -0.66 98.01 62 -0.85 -0.80 56.01 61 -1.79 -1.66

LPP3_HUMAN PPAP2B EILpSPVDIIDR S297 NEW - - - - - - - - 150.12 50 -0.78 -0.80 - - - -

LPPR5_HUMAN Lppr5 EAALSVYAAMYLpTMYITNpTIK T207, T213 NEW, NEW - - - - 12.69 36 4.45 4.29 - - - - - - - -

LPPR5_HUMAN Lppr5 EAALSVYAAMYLpTMYIpTNTIK T207, T211 NEW, NEW - - - - 12.69 36 4.45 4.29 - - - - - - - -

LR16A_HUMAN LRRC16A TASRPDDIPDpSPSpSPK S1288, S1291 NEW, NEW - - - - - - - - 23.41 40 -0.48 -0.47 - - - -
LR16A_HUMAN LRRC16A TASRPDDIPDpSPpSSPK S1288, S1290 NEW, NEW - - - - - - - - 23.41 40 -0.48 -0.47 - - - -

LR16C_HUMAN RLTPR GpSPSPAAPGPPAGPLPR S991 NEW - - - - 132.25 91 -0.27 -0.26 88.83 76 -0.15 -0.30 - - - -
LR16C_HUMAN RLTPR TDLETpSPGAAPR S1120 NEW - - - - - - - - 127.99 62 -0.79 -0.30 - - - -

LRC32_HUMAN LRRC32 NNSFSLLPGSAMGGLEpTSLRR T561 NEW - - - - - - - - 8.4 35 -3.42 -3.41 - - - -

LRC32_HUMAN LRRC32 NNSFSLLPGSAMGGLETpSLRR S562 NEW - - - - - - - - 8.4 35 -3.42 -3.41 - - - -

LRC34_HUMAN LRRC34 APARSPAWApSTQASpTPGAALAVQR S19, T24 NEW, NEW 6.43 37 1.39 1.53 - - - - - - - - - - - -

LRC8C_HUMAN LRRC8C SNTIQSGPEGSLVNSQpSLKpSIPEK S212, S215 Swissprot_similarity, Swissprot_similarity- - - - 33.77 54 0.38 0.09 - - - - - - - -

LRC8C_HUMAN LRRC8C SNTIQSGPEGSLVNpSQpSLKSIPEK S210, S212 NEW, Swissprot_similarity- - - - 56.79 63 0.50 0.09 - - - - - - - -
LRCH1_HUMAN LRCH1 ENpSPAVpSPTTNSTAPFGLKPR S532, S536 NEW, NEW 93.94 55 0.48 0.63 - - - - - - - - - - - -

LRCH1_HUMAN LRCH1 ENpSPAVSPpTTNSTAPFGLKPR S532, T538 NEW, NEW 93.94 55 0.48 0.63 - - - - - - - - - - - -

LRFN4_HUMAN LRFN4 GVGGpSAERLEESVV S626 NEW - - - - - - - - 51.74 40 0.00 0.01 - - - -

LRP1_HUMAN LRP1 TVLVpSSGLR S3141 NEW - - - - - - - - 54.78 41 2.70 0.95 - - - -

LRP1_HUMAN LRP1 TVLVSpSGLR S3142 NEW - - - - - - - - 54.78 41 2.70 0.95 - - - -

LRP4_HUMAN LRP4 pSINSANK S707 NEW 5.34 31 -0.16 -0.85 - - - - - - - - - - - -
LRP4_HUMAN LRP4 SINpSANK S710 NEW 5.34 31 -0.16 -0.85 - - - - - - - - - - - -

LRP4_HUMAN LRP4 TCSPGMNpSFLIFARR S1094 NEW 40.85 40 -3.15 -0.85 - - - - - - - - - - - -
LRP8_HUMAN LRP8 TVPApTTR T757 NEW 27.69 34 7.79 7.93 - - - - - - - - - - - -

LRP8_HUMAN LRP8 TVPATpTR T758 NEW 27.69 34 7.79 7.93 - - - - - - - - - - - -

LRRF1_HUMAN LRRFIP1 CTLPEHEpSPSQDISDACEAESTER S733 Swissprot 136.11 87 0.28 0.09 - - - - - - - - - - - -

LRRF1_HUMAN LRRFIP1 EIDCLpSPEAQK S16 ELM+Swissprot 105.56 31 -1.20 0.09 105.56 43 -2.26 -0.49 119.71 50 -0.48 -0.13 105.56 40 -1.82 0.21

LRRF1_HUMAN LRRFIP1 CTLPEHEpSPSQDIpSDACEAESTER S733, S739 Swissprot, NEW - - - - 66.78 52 -2.02 -0.49 - - - - - - - -

LRRF1_HUMAN LRRFIP1 IDGATQpSSPAEPK S713 NEW - - - - 81.57 47 -4.95 -0.49 81.57 66 -0.95 -0.13 81.57 54 -1.77 0.21
LRRF2_HUMAN LRRFIP2 RGSGDTSpSLIDPDTSLSELR S333 Swissprot_similarity95.78 68 0.21 -0.01 71.82 45 0.35 -0.05 - - - - - - - -

LRRF2_HUMAN LRRFIP2 NSASATTPLpSGNSSR S320 NEW 112.17 88 0.43 -0.01 109.95 84 0.12 -0.05 99.69 100 -0.05 -0.42 103.96 94 -0.08 0.02
LRRF2_HUMAN LRRFIP2 RGSGDTpSSLIDPDTSLSELR S332 NEW 95.78 68 0.21 -0.01 71.82 45 0.35 -0.05 - - - - - - - -

LRRF2_HUMAN LRRFIP2 RGSGDpTSSLIDPDTSLSELR T331 ELM+Swissprot_similarity95.78 68 0.21 -0.01 71.82 45 0.35 -0.05 - - - - - - - -

LRRF2_HUMAN LRRFIP2 RGpSGDTSSLIDPDTSLSELR S328 ELM+Swissprot 95.78 68 0.21 -0.01 71.82 45 0.35 -0.05 - - - - - - - -

LRWD1_HUMAN LRWD1 ACASPpSAQVEGSPVAGSDGSQPAVK S253 NEW 35.35 32 0.32 0.20 - - - - 113.57 70 0.17 -0.14 - - - -

LRWD1_HUMAN LRWD1 RACApSPSAQVEGpSPVAGSDGSQPAVK S251, S259 ELM+Swissprot, ELM+Swissprot93.74 66 0.22 0.20 142.65 69 -0.19 -0.28 96.6 75 -0.38 -0.14 158.3 68 -0.36 0.27



LRWD1_HUMAN LRWD1 ACASPpSAQVEGpSPVAGSDGSQPAVK S253, S259 NEW, ELM+Swissprot- - - - 129.17 61 -0.29 -0.28 - - - - - - - -

LRWD1_HUMAN LRWD1 ANpSPEKPPEAGAAHKPR S212 ELM+Swissprot - - - - 77.31 52 0.10 -0.28 38.65 48 -0.90 -0.14 57.98 41 0.75 0.27

LRWD1_HUMAN LRWD1 RACASPpSAQVEGpSPVAGSDGSQPAVK S253, S259 NEW, ELM+Swissprot- - - - - - - - 96.6 68 -0.37 -0.14 - - - -

LRWD1_HUMAN LRWD1 ACApSPSAQVEGpSPVAGSDGSQPAVK S251, S259 ELM+Swissprot, ELM+Swissprot- - - - - - - - 107.4 57 -0.14 -0.14 - - - -

LRWD1_HUMAN LRWD1 RPDDVPLSLpSPSK S243 ELM+Swissprot - - - - - - - - 57.98 53 -0.19 -0.14 - - - -
LRWD1_HUMAN LRWD1 ACApSPSAQVEGSPVAGSDGSQPAVK S251 ELM+Swissprot - - - - - - - - 113.57 70 0.17 -0.14 - - - -

LS14A_HUMAN LSM14A pSSPQLDPLRK S182 ELM+Swissprot - - - - 114.67 42 -0.50 -0.61 - - - - - - - -

LS14A_HUMAN LSM14A SpSPQLDPLR S183 ELM+Swissprot - - - - - - - - 121.97 39 -0.23 -0.11 - - - -

LS14A_HUMAN LSM14A pSPVSTRPLPSASQK S216 ELM+Swissprot - - - - - - - - 39.82 38 -0.12 -0.11 - - - -

LSD1_HUMAN KDM1 EMDESLANLpSEDEYpYSEEER S131, Y136 ELM, NEW 54.21 52 1.18 0.70 - - - - - - - - - - - -

LSD1_HUMAN KDM1 EMDESLANLpSEDEpYYSEEER S131, Y135 ELM, NEW 54.21 52 1.18 0.70 - - - - - - - - - - - -
LSD1_HUMAN KDM1 EMDESLANLpSEDEYYpSEEER S131, S137 ELM, ELM 101.93 51 1.40 0.70 - - - - - - - - - - - -

LSD1_HUMAN KDM1 QATPGVPAQQpSPSM S849 NEW - - - - - - - - 68.56 37 -0.16 -0.02 - - - -
LSD1_HUMAN KDM1 QATPGVPAQQSPpSM S851 NEW - - - - - - - - 89.63 39 0.07 -0.02 - - - -

LSM1_HUMAN LSM1 GLpSIPR S123 NEW - - - - - - - - 77.6 37 -0.09 -0.08 - - - -

LSM11_HUMAN LSM11 SAGAGpSPARPPpSPR S15, S21 NEW, NEW - - - - 73.55 36 -0.19 -0.35 - - - - 63.88 44 -0.34 -0.08

LSM12_HUMAN LSM12 TEpTPPPLASLNVSK T75 Swissprot_similarity87.76 56 -0.13 0.01 99.69 62 -0.01 0.06 - - - - - - - -

LSR_HUMAN LSR ARpSVDALDDLTPPSTAESGSR S493 Swissprot 41.11 35 0.44 0.39 - - - - - - - - - - - -

LSR_HUMAN LSR SVDALDDLpTPPSTAESGSR T501 NEW - - - - 195.31 139 -0.54 -0.29 - - - - - - - -
LSR_HUMAN LSR SVDALDDLpTPPSTAESGpSRSPTSNGGR T501, S510 NEW, NEW - - - - - - - - 102.78 50 -0.47 0.20 - - - -

LSR_HUMAN LSR SVDALDDLpTPPSTAEpSGSRSPTSNGGR T501, S508 NEW, NEW - - - - - - - - 102.78 50 -0.47 0.20 - - - -

LUZP1_HUMAN LUZP1 VTSSITIYPSDSSpSPR S805 NEW 101.93 42 0.30 1.98 113.88 70 -1.19 -0.42 113.88 70 -0.63 0.09 - - - -

LUZP1_HUMAN LUZP1 VTSSITIYPSDpSSSPR S803 NEW 101.93 42 0.30 1.98 - - - - 90.47 70 -0.63 0.09 - - - -

LUZP1_HUMAN LUZP1 VTSSITIYPSDSpSSPR S804 NEW 101.93 42 0.30 1.98 113.88 70 -1.19 -0.42 90.47 70 -0.63 0.09 - - - -

LUZP1_HUMAN LUZP1 LVNTTIpTPEPEPKPQPNpSR T679, S690 NEW, ELM+Swissprot- - - - 95.78 51 -0.55 -0.42 - - - - 66.49 61 -1.69 0.04

LUZP1_HUMAN LUZP1 QVSpSPSFTNR S423 NEW - - - - 59.27 39 -0.60 -0.42 59.27 51 -0.68 0.09 - - - -

LUZP1_HUMAN LUZP1 QVpSSPSFTNR S422 NEW - - - - 59.27 39 -0.60 -0.42 59.27 51 -0.68 0.09 - - - -
LUZP1_HUMAN LUZP1 EKPDpSDDDLDIASLVTAK S659 ELM+Swissprot - - - - 61.59 48 -0.12 -0.42 - - - - - - - -

LUZP1_HUMAN LUZP1 EGVNQPAAVVMEDpSSPHEALR S638 NEW - - - - - - - - 81.03 68 -0.69 0.09 - - - -

LUZP1_HUMAN LUZP1 EGVNQPAAVVMEDSpSPHEALR S639 NEW - - - - - - - - 81.03 68 -0.69 0.09 - - - -

LV109_HUMAN QSVLTQPPSLpSAAPGQR S11 NEW - - - - - - - - 8.71 36 -4.42 -4.41 - - - -

LY10L_HUMAN SP140L QGEVPEpSPEAR S180 NEW - - - - - - - - 81.51 41 -0.19 -0.18 - - - -

LYN_HUMAN LYN GKDpSLSDDGVDLK S11 Swissprot 35.78 33 0.22 0.10 51.74 48 0.23 0.04 - - - - - - - -
LYN_HUMAN LYN GKDSLpSDDGVDLK S13 ELM+Swissprot 35.78 41 0.12 0.10 51.74 61 0.14 0.04 - - - - - - - -

LYN_HUMAN LYN DSLpSDDGVDLK S13 ELM+Swissprot - - - - - - - - 108.39 75 -0.09 0.03 - - - -
LYRIC_HUMAN MTDH SETSWEpSPK S568 Swissprot_similarity88.9 48 0.24 0.85 40.47 38 -0.73 -0.28 75.51 58 -0.43 0.11 - - - -

LYRIC_HUMAN MTDH LSSQIpSAGEEK S298 ELM+Swissprot 89.76 63 0.33 0.85 65.55 59 0.17 -0.28 89.76 69 1.01 0.11 65.55 41 0.03 -0.07

LYRIC_HUMAN MTDH WNSVpSPASAGK S308 ELM+Swissprot 77.31 52 0.13 0.85 65.55 51 -0.45 -0.28 65.55 38 -0.40 0.11 67.31 45 -1.51 -0.07

LYRIC_HUMAN MTDH SQEPIPDDQKVpSDDDK S426 ELM+Swissprot 90.47 35 0.18 0.85 - - - - - - - - - - - -

LYRIC_HUMAN MTDH TVEVAEGEAVRpTPQpSVTAK T143, S146 NEW, NEW - - - - - - - - 72.63 42 -0.69 0.11 - - - -

LYRIC_HUMAN MTDH TVEVAEGEAVRpTPQSVTAK T143 NEW - - - - - - - - 95.78 34 -0.89 0.11 - - - -
LYRIC_HUMAN MTDH WNpSVSPASAGK S306 NEW - - - - - - - - 79.35 50 -0.62 0.11 - - - -

LYRIC_HUMAN MTDH WNSVpSPApSAGK S308, S311 ELM+Swissprot, ELM+Swissprot- - - - - - - - 34.76 37 -0.89 0.11 - - - -

LYSM1_HUMAN LYSMD1 DLFNGLDpSEEEKDGEEK S99 NEW - - - - - - - - 78.04 65 0.59 0.60 - - - -

M3K1_HUMAN MAP3K1 ATpSPEAGGGGGALK S21 NEW 106.25 73 -0.04 0.11 108.66 58 0.14 0.02 130.44 81 -0.24 -0.15 - - - -

M3K1_HUMAN MAP3K1 LSASpSEDISER S926 NEW - - - - 79.35 61 0.22 0.02 - - - - - - - -

M3K11_HUMAN MAP3K11 IpTVQASPGLDR T503 NEW 19.81 34 -0.04 0.11 - - - - - - - - - - - -

M3K2_HUMAN MAP3K2 DRpSSPPPGYIPDELHQVAR S163 Swissprot 101.93 48 0.01 0.24 108.08 37 -0.17 -0.09 - - - - - - - -

M3K2_HUMAN MAP3K2 AQpSYPDNHQEFSDYDNPIFEK S239 NEW 81.03 38 0.18 0.24 101.93 53 0.28 -0.09 - - - - - - - -
M3K2_HUMAN MAP3K2 DRSpSPPPGYIPDELHQVAR S164 ELM+Swissprot 101.93 48 0.01 0.24 108.08 37 -0.17 -0.09 - - - - - - - -

M3K3_HUMAN MAP3K3 SADpSENALSVQER S340 Swissprot_similarity - - - - 95.76 88 0.19 0.02 - - - - - - - -

M3K7_HUMAN MAP3K7 pSIQDLTVTGTEPGQVSSR S439 ELM+Swissprot - - - - 106.28 95 -0.19 -0.35 72.63 72 -0.42 -0.40 - - - -

M4K4_HUMAN MAP4K4 AASSLNLpSNGETESVK S805 ELM+Swissprot 90.47 89 2.52 1.49 90.47 90 2.25 1.04 113.88 108 1.21 0.39 - - - -

M4K4_HUMAN MAP4K4 RDpSPLQGSGQQNSQAGQR S639 ELM+Swissprot - - - - - - - - 118.12 58 -0.91 0.39 - - - -

M4K5_HUMAN MAP4K5 TApSEINFDK S335 ELM+Swissprot 91.73 51 0.46 0.02 91.73 58 0.43 -0.03 - - - - - - - -
MA7D1_HUMAN MAP7D1 EANANGpSSPEPVK S741 Swissprot 119.47 57 0.09 0.34 162.63 72 -0.53 -0.34 - - - - - - - -

MA7D1_HUMAN MAP7D1 pSRGPpTPPAMGPR S93, T97 NEW, NEW 21.16 37 0.56 0.34 - - - - - - - - - - - -
MA7D1_HUMAN MAP7D1 LSASTASELpSPK S460 ELM+Swissprot 32.89 48 0.11 0.34 124.99 93 -0.19 -0.34 122.16 93 0.11 -0.34 83.47 63 -0.62 -0.01

MA7D1_HUMAN MAP7D1 RSpSQPpSPTAVPASDSPPTK S113, S116 NEW, ELM - - - - 96.66 37 0.27 -0.34 - - - - - - - -

MA7D1_HUMAN MAP7D1 RpSSQPpSPTAVPASDSPPTK S112, S116 NEW, ELM - - - - 96.66 37 0.27 -0.34 - - - - - - - -

MA7D1_HUMAN MAP7D1 SASApSPLpTPCSVTR S368, T371 NEW, NEW - - - - - - - - 56.67 39 -0.83 -0.34 - - - -

MA7D1_HUMAN MAP7D1 RQpSLPApSPR S442, S446 NEW, NEW - - - - - - - - 51.27 45 -0.75 -0.34 - - - -

MA7D1_HUMAN MAP7D1 EANANGSpSPEPVK S742 NEW - - - - - - - - 174.39 64 -0.63 -0.34 - - - -
MABP1_HUMAN MAPKBP1 KTITALAFpSPDGK S99 NEW - - - - 24.73 33 3.95 3.79 - - - - - - - -

MACF1_HUMAN MACF1 RQGpSFSEDVISHK S1860 Swissprot 127.99 46 1.01 0.09 - - - - - - - - - - - -
MACF1_HUMAN MACF1 AFLAELEQNpSPK S2454 Swissprot - - - - 186.52 69 -0.56 -0.50 186.52 78 -0.55 0.93 - - - -

MACF1_HUMAN MACF1 TSLAGDTpSNSSpSPASTGAK S5330, S5334 NEW, NEW - - - - - - - - 95.03 47 -0.75 0.93 - - - -

MACF1_HUMAN MACF1 TSLAGDTSNSpSpSPASTGAK S5333, S5334 NEW, NEW - - - - - - - - 95.03 47 -0.75 0.93 - - - -

MACF1_HUMAN MACF1 TSLAGDTpSNSpSSPASTGAK S5330, S5333 NEW, NEW - - - - - - - - 95.03 47 -0.75 0.93 - - - -

MACF1_HUMAN MACF1 TSLAGDTpSNpSSSPASTGAK S5330, S5332 NEW, NEW - - - - - - - - 95.03 47 -0.75 0.93 - - - -

MACF1_HUMAN MACF1 TSLAGDTSNpSSpSPASTGAK S5332, S5334 NEW, NEW - - - - - - - - 95.03 47 -0.75 0.93 - - - -
MACF1_HUMAN MACF1 TSLAGDTSNpSpSSPASTGAK S5332, S5333 NEW, NEW - - - - - - - - 95.03 47 -0.75 0.93 - - - -

MACF1_HUMAN MACF1 TTpTApSPRTPGPK T5420, S5422 NEW, NEW - - - - - - - - 53.09 41 -0.61 0.93 - - - -

MACF1_HUMAN MACF1 TSLAGDTSNSpSSPASTGAK S5333 NEW - - - - - - - - 163.84 95 -0.84 0.93 - - - -

MACF1_HUMAN MACF1 TSLAGDTSNSSpSPASTGAK S5334 NEW - - - - - - - - 163.84 95 -0.84 0.93 - - - -

MACOI_HUMAN TMEM57 NASGVVNSpSPR S332 NEW 34.76 55 -0.02 0.12 65.55 59 -0.43 -0.58 131.17 65 -0.41 -0.40 - - - -

MACOI_HUMAN TMEM57 NASGVVNpSSPR S331 NEW 34.76 55 -0.02 0.12 65.55 59 -0.43 -0.58 - - - - - - - -
MAGA4_HUMAN MAGEA4 QPNEGSSSQEEEGPSTpSPDAESLFR S99 NEW 57.75 34 0.22 0.30 150.21 51 -0.44 -0.11 116.87 63 -0.40 -0.12 49.21 58 -1.16 0.00

MAGA4_HUMAN MAGEA4 QPNEGpSSpSQEEEGPSTSPDAESLFR S88, S90 NEW, NEW - - - - 76.28 34 0.28 -0.11 - - - - - - - -
MAGA4_HUMAN MAGEA4 QPNEGSpSpSQEEEGPSTSPDAESLFR S89, S90 NEW, NEW - - - - 76.28 34 0.28 -0.11 - - - - - - - -

MAGA4_HUMAN MAGEA4 QPNEGpSpSSQEEEGPSTSPDAESLFR S88, S89 NEW, NEW - - - - 76.28 34 0.28 -0.11 - - - - - - - -

MAGA4_HUMAN MAGEA4 QPNEGSSpSQEEEGPSTSPDAESLFR S90 NEW - - - - 164.87 127 0.28 -0.11 - - - - - - - -

MAGAB_HUMAN MAGEA11 GGLGCpSPASIK S13 NEW - - - - - - - - 81.51 48 -0.46 -0.37 - - - -

MAGB2_HUMAN MAGEB2 APTTAAAAAAGVSpSTK S78 NEW - - - - - - - - 81.03 75 -0.76 -0.36 - - - -

MAGD2_HUMAN MAGED2 HLDGEEDGpSpSDQSQASGTTGGR S190, S191 ELM+Swissprot, ELM+Swissprot41.99 43 -0.13 -0.22 - - - - 52.82 43 -0.39 1.34 41.99 60 -0.43 1.12
MAGD2_HUMAN MAGED2 HLDGEEDGSpSDQSQASGTTGGR S191 ELM+Swissprot 32.34 37 -0.28 -0.22 - - - - 69.06 77 -0.55 1.34 - - - -

MAGD2_HUMAN MAGED2 HLDGEEDGSSDQpSQASGTTGGR S194 ELM+Swissprot 32.34 37 -0.28 -0.22 - - - - - - - - - - - -
MAGD2_HUMAN MAGED2 HLDGEEDGpSSDQSQASGTTGGR S190 ELM+Swissprot 32.34 37 -0.28 -0.22 - - - - 69.06 77 -0.55 1.34 - - - -

MAGD2_HUMAN MAGED2 LQSpSQEPEAPPPR S265 ELM+Swissprot - - - - - - - - 93.62 54 -0.03 1.34 - - - -

MAGD2_HUMAN MAGED2 LQpSSQEPEAPPPR S264 NEW - - - - - - - - - - - - 81.57 57 -0.81 1.12

MAGG1_HUMAN NDNL2 GPGGSQGSQGPpSPQGAR S64 NEW - - - - 134.47 117 -0.26 -0.32 147.4 113 -0.23 -0.17 76.62 99 -0.46 -0.17

MAK3_HUMAN NAT12 LLSpSSLTADCSLRpSPSGR S189, S199 NEW, NEW - - - - 29.75 33 -2.04 -1.06 - - - - - - - -



MAK3_HUMAN NAT12 LLSSpSLTADCSLRpSPSGR S190, S199 NEW, NEW - - - - 29.75 33 -2.04 -1.06 - - - - - - - -

MAK3_HUMAN NAT12 VLSVAEVAATTApTPDGGPR T117 NEW - - - - - - - - 130.95 61 0.34 -0.03 - - - -

MAK3_HUMAN NAT12 TAVPpSPVEAAAASDPAAAR S152 NEW - - - - - - - - 150.83 104 -0.56 -0.03 - - - -

MAN1_HUMAN LEMD3 VLLGFpSSDESDVEASPR S140 NEW - - - - 47.87 38 0.55 0.03 - - - - - - - -

MAN1_HUMAN LEMD3 VLLGFSpSDESDVEASPR S141 NEW - - - - 47.87 38 0.55 0.03 - - - - - - - -
MAN1_HUMAN LEMD3 NLEEAAAAEQGGGCDQVDSpSPVPR S352 NEW - - - - 88.98 65 -1.05 0.03 81.16 48 -0.55 -0.23 - - - -

MAN1_HUMAN LEMD3 NLEEAAAAEQGGGCDQVDpSSPVPR S351 NEW - - - - 88.98 65 -1.05 0.03 - - - - - - - -

MAN1_HUMAN LEMD3 VLLGFSSDEpSDVEASPR S144 ELM - - - - 47.87 38 0.55 0.03 - - - - - - - -

MAN1_HUMAN LEMD3 APPAPLAASEVTNSNpSAER S187 Swissprot - - - - - - - - 50.07 93 -0.55 -0.23 - - - -

MAN1_HUMAN LEMD3 TNNHIGGGAFSVDpSPR S402 Swissprot - - - - - - - - 50.86 55 -1.08 -0.23 - - - -

MAN1_HUMAN LEMD3 APPAPLAASEVTNpSNSAER S185 NEW - - - - - - - - 50.07 93 -0.55 -0.23 - - - -
MAP1A_HUMAN MAP1A AELEEMEEVHPpSDEEEEDATK S667 Swissprot_similarity19.18 46 0.25 1.47 130.95 59 -0.10 -0.37 - - - - 92.17 41 0.23 0.30

MAP1A_HUMAN MAP1A SHWDDpSpTSDSELEK S2104, T2105 NEW, NEW 67.05 33 -0.41 1.47 83.47 52 -0.66 -0.37 - - - - - - - -
MAP1A_HUMAN MAP1A SHWDDSpTpSDSELEK T2105, S2106 NEW, NEW 67.05 33 -0.41 1.47 83.47 52 -0.66 -0.37 - - - - - - - -

MAP1A_HUMAN MAP1A SHWDDpSTpSDSELEK S2104, S2106 NEW, NEW 67.05 33 -0.41 1.47 83.47 52 -0.66 -0.37 - - - - - - - -

MAP1A_HUMAN MAP1A ELpSSPIpSPK S2018, S2022 NEW, ELM+Swissprot40.47 35 0.03 1.47 - - - - - - - - - - - -

MAP1A_HUMAN MAP1A CLpSPDDSTVK S986 NEW 97.24 32 0.11 1.47 - - - - - - - - - - - -

MAP1A_HUMAN MAP1A GQDVVQEWQETSPpTREEPAGEQK T1656 NEW 43.51 37 0.32 1.47 - - - - - - - - - - - -

MAP1A_HUMAN MAP1A GQDVVQEWQETpSPTREEPAGEQK S1654 NEW 43.51 61 0.03 1.47 105.78 50 0.01 -0.37 - - - - - - - -
MAP1A_HUMAN MAP1A GQDVVQEWQEpTSPTREEPAGEQK T1653 NEW 122.72 61 0.03 1.47 - - - - - - - - 122.72 55 -0.21 0.30

MAP1A_HUMAN MAP1A DFQEpSSPQKGLEVER S1761 NEW 77.31 31 -0.02 1.47 - - - - - - - - - - - -

MAP1A_HUMAN MAP1A DFQESpSPQKGLEVER S1762 NEW 77.31 31 -0.02 1.47 - - - - - - - - - - - -

MAP1A_HUMAN MAP1A ELSpSPIpSPK S2019, S2022 ELM+Swissprot, ELM+Swissprot40.47 35 0.03 1.47 77.93 34 -0.24 -0.37 118.17 40 -0.14 -0.13 - - - -

MAP1A_HUMAN MAP1A GLDpSGAETEEEKDTWEEK S612 ELM+Swissprot 41.11 43 0.16 1.47 70.42 46 -0.51 -0.37 - - - - - - - -

MAP1A_HUMAN MAP1A ELSSPIpSPK S2022 ELM+Swissprot 51.27 48 0.04 1.47 75.51 67 0.15 -0.37 62.96 56 0.18 -0.13 40.47 38 -0.01 0.30

MAP1A_HUMAN MAP1A ELSSEPQpTPPAQK T504 NEW - - - - 144.53 59 -0.27 -0.37 130.44 39 -0.19 -0.13 - - - -

MAP1A_HUMAN MAP1A ELAPAWEDTpSPEQDNR S1675 NEW - - - - 149.91 60 -0.12 -0.37 136.78 118 -0.23 -0.13 100.11 54 -0.38 0.30
MAP1A_HUMAN MAP1A ELAPAWEDpTSPEQDNR T1674 NEW - - - - 136.78 60 -0.12 -0.37 136.78 118 -0.23 -0.13 100.11 54 -0.38 0.30

MAP1A_HUMAN MAP1A DFQEpSSPQK S1761 NEW - - - - 91.73 37 -0.80 -0.37 - - - - - - - -

MAP1A_HUMAN MAP1A DFQESpSPQK S1762 NEW - - - - 91.73 37 -0.80 -0.37 - - - - - - - -

MAP1A_HUMAN MAP1A VPSAPGQEpSPIPDPK S1818 NEW - - - - 53.05 38 -0.45 -0.37 - - - - - - - -

MAP1A_HUMAN MAP1A SHWDDpSTSDSELEK S2104 NEW - - - - 170.79 70 0.30 -0.37 - - - - - - - -

MAP1A_HUMAN MAP1A SHWDDSTpSDSELEK S2106 NEW - - - - 170.79 70 0.30 -0.37 - - - - - - - -
MAP1A_HUMAN MAP1A SHWDDSpTSDSELEK T2105 NEW - - - - 170.79 70 0.30 -0.37 - - - - - - - -

MAP1A_HUMAN MAP1A ELVLpSpSPEDLTQDFEEMKR S526, S527 ELM+Swissprot, ELM+Swissprot- - - - 49.83 32 0.28 -0.37 - - - - - - - -
MAP1A_HUMAN MAP1A ELpSSPISPK S2018 NEW - - - - - - - - 31.72 63 0.45 -0.13 - - - -

MAP1A_HUMAN MAP1A SAPCGSLAFpSGDR S2197 NEW - - - - - - - - 50.46 65 -1.24 -0.13 - - - -

MAP1A_HUMAN MAP1A ELSpSPISPK S2019 ELM+Swissprot - - - - - - - - - - - - 40.47 40 0.10 0.30

MAP1B_HUMAN MAP1B TATCHSSSpSPPIDAASAEPYGFR S1819 Swissprot_similarity45.17 43 0.14 0.41 - - - - - - - - - - - -

MAP1B_HUMAN MAP1B TATCHSpSSSPPIDAASAEPYGFR S1817 Swissprot_similarity45.17 43 0.14 0.41 - - - - - - - - - - - -

MAP1B_HUMAN MAP1B TTRpTPEEGGYSYDISEK T1949 Swissprot_similarity146.98 58 0.13 0.41 115.96 62 -0.52 0.07 - - - - - - - -
MAP1B_HUMAN MAP1B QpSPDHPTVGAGVLHITENGPTEVDYSPSDMQDSSLSHKS1666 NEW 28.34 35 0.50 0.41 - - - - - - - - - - - -

MAP1B_HUMAN MAP1B TATCHSSpSSPPIDAASAEPYGFR S1818 NEW 45.17 43 0.14 0.41 - - - - - - - - - - - -

MAP1B_HUMAN MAP1B TApTCHSSSSPPIDAASAEPYGFR T1813 NEW 45.17 43 0.14 0.41 - - - - - - - - - - - -

MAP1B_HUMAN MAP1B TATCHpSSSSPPIDAASAEPYGFR S1816 NEW 45.17 43 0.14 0.41 - - - - - - - - - - - -

MAP1B_HUMAN MAP1B ESpSPLYSPTFSDSTSAVK S1793 ELM+Swissprot_similarity130.1 54 0.15 0.41 155.24 83 0.24 0.07 132.25 75 0.48 0.24 73.92 35 0.09 0.03

MAP1B_HUMAN MAP1B SLMpSpSPEDLTK S831, S832 ELM+Swissprot, ELM+Swissprot122.92 56 0.22 0.41 108.39 52 0.33 0.07 119.71 52 0.86 0.24 108.39 53 0.25 0.03

MAP1B_HUMAN MAP1B VLpSPLRpSPPLIGSESAYESFLSADDK S1396, S1400 ELM+Swissprot, ELM+Swissprot116.87 97 0.27 0.41 130.17 93 0.14 0.07 - - - - - - - -

MAP1B_HUMAN MAP1B SDIpSPLpTPR S1785, T1788 ELM+Swissprot, ELM+Swissprot77.93 32 0.09 0.41 77.93 50 0.10 0.07 121.97 43 -0.07 0.24 - - - -
MAP1B_HUMAN MAP1B AAEAGGAEEQYGFLTpTPTK T1067 ELM+Swissprot 169.01 98 0.10 0.41 185.75 91 -0.22 0.07 146.35 114 -0.07 0.24 199.28 116 -0.50 0.03

MAP1B_HUMAN MAP1B SPSLSPSPPpSPLEK S1265 ELM+Swissprot 87.76 70 0.08 0.41 67.05 75 0.13 0.07 78.04 89 0.26 0.24 37.91 60 -0.05 0.03

MAP1B_HUMAN MAP1B SVNFSLpTPNEIK T1282 ELM+Swissprot 87.55 33 0.42 0.41 116.7 43 -0.39 0.07 142.76 54 -0.58 0.24 - - - -

MAP1B_HUMAN MAP1B SDIpSPLTPR S1785 ELM+Swissprot 91.73 54 -1.54 0.41 91.73 52 -0.51 0.07 65 42 -0.08 0.24 52.96 45 0.27 0.03

MAP1B_HUMAN MAP1B SPSLSPpSPPSPLEK S1262 ELM 87.76 70 0.08 0.41 - - - - - - - - - - - -

MAP1B_HUMAN MAP1B TTRpTPDTSTYCYETAEK T2034 Swissprot_similarity - - - - 85.98 66 -1.05 0.07 113.88 77 -0.78 0.24 - - - -
MAP1B_HUMAN MAP1B VSAEAEVAPVpSPEVpTQEVVEEHCASPEDKS1298, T1302 NEW, NEW - - - - 104.27 53 -0.28 0.07 - - - - - - - -

MAP1B_HUMAN MAP1B TpTRTPEEGGYSYDISEK T1947 NEW - - - - 115.96 62 -0.52 0.07 - - - - - - - -
MAP1B_HUMAN MAP1B TTpSPPEVSGYSYEK S1965 NEW - - - - 109.95 57 -0.44 0.07 99.69 58 -0.11 0.24 99.69 61 -0.81 0.03

MAP1B_HUMAN MAP1B TLEVVpSPSQSVTGSAGHTPYpYQSPTDEKS1322, Y1337 ELM+Swissprot_similarity, Swissprot_similarity- - - - 101.22 73 -0.79 0.07 - - - - 52.82 52 -1.05 0.03

MAP1B_HUMAN MAP1B TLEVVpSPSQSVTGSAGHTPpYYQSPTDEKS1322, Y1336 ELM+Swissprot_similarity, Swissprot_similarity- - - - 101.22 73 -0.79 0.07 - - - - 52.82 52 -1.05 0.03

MAP1B_HUMAN MAP1B ESpSPLYpSPTFSDSTSAVK S1793, S1797 ELM+Swissprot_similarity, ELM+Swissprot_similarity- - - - 84.24 38 -0.04 0.07 163.49 85 -0.10 0.24 - - - -

MAP1B_HUMAN MAP1B ASVSPMDEPVPDSEpSPIEK S1389 ELM+Swissprot_similarity- - - - 142.65 68 3.02 0.07 - - - - - - - -

MAP1B_HUMAN MAP1B SDISPLpTPR T1788 ELM+Swissprot - - - - 77.93 55 -0.15 0.07 106.41 67 -0.27 0.24 - - - -
MAP1B_HUMAN MAP1B SpSTPLSEAK S743 NEW - - - - - - - - 80.54 36 -0.75 0.24 - - - -

MAP1B_HUMAN MAP1B SSpTPLSEAK T744 NEW - - - - - - - - 80.54 36 -0.75 0.24 - - - -
MAP1B_HUMAN MAP1B AAEAGGAEEQYGFLpTTPTK T1066 NEW - - - - - - - - 146.35 114 -0.07 0.24 199.28 116 -0.50 0.03

MAP1B_HUMAN MAP1B SPSLpSPSPPpSPLEK S1260, S1265 ELM+Swissprot, ELM+Swissprot- - - - - - - - 37.91 39 -0.17 0.24 - - - -

MAP1B_HUMAN MAP1B GAEpSPFEEK S1427 ELM+Swissprot - - - - - - - - 126.13 73 0.26 0.24 - - - -

MAP1B_HUMAN MAP1B EpSSPLYpSPTFSDSTSAVK S1792, S1797 ELM, ELM+Swissprot_similarity- - - - - - - - 163.49 85 -0.10 0.24 - - - -

MAP1B_HUMAN MAP1B DSISAVSSEKVpSPSK S1252 ELM+Swissprot_similarity- - - - - - - - - - - - 14.57 36 -0.16 0.03

MAP1B_HUMAN MAP1B EpSSPLYSPTFSDSTSAVK S1792 ELM - - - - - - - - - - - - 73.92 35 0.09 0.03
MAP1S_HUMAN MAP1S SApSPHDVDLCLVSPCEFEHR S731 Swissprot 136.01 43 0.25 0.26 114.49 61 0.10 -0.19 - - - - - - - -

MAP1S_HUMAN MAP1S AVPMAPAPApSPGSSNDSSAR S759 Swissprot 154.48 120 -0.03 0.26 169.58 127 -0.12 -0.19 130.17 110 -0.04 0.16 130.17 80 -0.23 -0.10

MAP1S_HUMAN MAP1S LSLpSPLR S657 Swissprot - - - - 63.74 33 0.21 -0.19 - - - - - - - -

MAP1S_HUMAN MAP1S SPAEGpSERLSLpSPLR S651, S657 NEW, Swissprot - - - - 28.91 32 -0.82 -0.19 - - - - - - - -

MAP1S_HUMAN MAP1S SPAEGSERLpSLpSPLR S655, S657 NEW, Swissprot - - - - 28.91 32 -0.82 -0.19 - - - - - - - -

MAP1S_HUMAN MAP1S SPAEGpSERLpSLSPLR S651, S655 NEW, NEW - - - - 28.91 32 -0.82 -0.19 - - - - - - - -
MAP1S_HUMAN MAP1S AVPMAPAPASPGSpSNDSSAR S763 NEW - - - - - - - - 130.17 92 0.22 0.16 - - - -

MAP1S_HUMAN MAP1S AVPMAPAPASPGpSSNDSSAR S762 NEW - - - - - - - - 130.17 92 0.22 0.16 - - - -
MAP2_HUMAN MAP2 SGTSTPTTPGSTAITPGpTPPSYSSR T1605 Swissprot_similarity - - - - 99.9 35 0.26 0.10 - - - - - - - -

MAP4_HUMAN MAP4 LATNTpSAPDLK S928 Swissprot_similarity116.7 59 0.90 0.83 102.9 74 0.23 -0.17 116.7 76 0.23 0.14 116.7 78 -0.07 0.12

MAP4_HUMAN MAP4 DMEpSPTKLDVTLAK S280 ELM+Swissprot 37.98 34 0.18 0.83 79.77 43 -0.35 -0.17 - - - - 44.84 37 -0.02 0.12

MAP4_HUMAN MAP4 KCpSLPAEEDSVLEK S636 ELM+Swissprot 122.72 53 -0.15 0.83 74.81 53 -1.69 -0.17 122.72 70 -0.29 0.14 54.21 50 -1.51 0.12

MAP4_HUMAN MAP4 ELPPpSPEK S696 ELM+Swissprot 83.38 39 0.08 0.83 44.9 39 -0.12 -0.17 69.57 38 0.24 0.14 44.9 41 0.49 0.12

MAP4_HUMAN MAP4 DMESPpTKLDVTLAK T282 Swissprot - - - - 81.57 43 -0.35 -0.17 - - - - 44.84 37 -0.02 0.12
MAP4_HUMAN MAP4 DGVLTLANNVpTPAK T571 ELM+Swissprot - - - - 170.79 71 -0.86 -0.17 155.9 75 -0.35 0.14 - - - -

MAP4_HUMAN MAP4 EAQTLDSQIQETpSI S1151 ELM+Swissprot - - - - 78.04 43 -3.22 -0.17 122.16 53 -2.57 0.14 - - - -
MAP4_HUMAN MAP4 RASPpSKPASAPASR S789 NEW - - - - - - - - 51.74 60 -0.15 0.14 - - - -

MAP4_HUMAN MAP4 TTTAAAVASTGPpSSRSPSTLLPK S822 NEW - - - - - - - - 121.36 47 -0.41 0.14 - - - -

MAP4_HUMAN MAP4 LATNpTSAPDLK T927 NEW - - - - - - - - 94.59 53 0.14 0.14 - - - -

MAP6_HUMAN MAP6 DQGPMVpSAPVK S600 NEW 79.35 39 -7.30 -7.16 56.01 33 -3.72 -3.88 - - - - - - - -

MAPE_HUMAN PRAME ApSLpYSFPEPEAAQPMTK S142, Y144 NEW, NEW - - - - - - - - 113.88 39 -8.39 -8.38 - - - -



MAPE_HUMAN PRAME ASLpYpSFPEPEAAQPMTK Y144, S145 NEW, NEW - - - - - - - - 113.88 39 -8.39 -8.38 - - - -

MARK1_HUMAN MARK1 DpSSLTEMpSVSSIpSpSAGSSVASAVPpSARPRS523, S529, S534, S535, S546NEW, NEW, NEW, NEW, NEW5.5 32 -2.22 -2.07 - - - - - - - - - - - -

MARK1_HUMAN MARK1 DpSSLTEMSVSpSIpSpSAGSSVASAVPpSARPRS523, S532, S534, S535, S546NEW, NEW, NEW, NEW, NEW5.5 32 -2.22 -2.07 - - - - - - - - - - - -

MARK1_HUMAN MARK1 DpSSLTEMSVpSSIpSpSAGSSVASAVPpSARPRS523, S531, S534, S535, S546NEW, NEW, NEW, NEW, NEW5.5 32 -2.22 -2.07 - - - - - - - - - - - -

MARK2_HUMAN MARK2 GApSGSIFSK S631 ELM+Swissprot - - - - - - - - 44.9 34 -3.05 -3.04 - - - -
MAST1_HUMAN MAST1 QLGLpTR T331 NEW - - - - 5.34 43 0.65 0.49 - - - - - - - -

MAST2_HUMAN MAST2 NQSLGQpSAPSLTAGLK S148 NEW - - - - 61.59 39 -0.54 -0.68 - - - - - - - -

MAST4_HUMAN MAST4 SDpSLPSFR S2341 NEW - - - - 58.87 41 0.39 0.02 72.16 44 0.25 -0.01 - - - -

MASTL_HUMAN MASTL ENIVNpSFTDK S512 NEW - - - - 94.59 34 -2.18 -0.49 108.39 59 -2.10 -1.12 - - - -

MASTL_HUMAN MASTL ENIVNSFpTDK T514 NEW - - - - - - - - 108.39 59 -2.10 -1.12 - - - -

MASTL_HUMAN MASTL NTAQHLTVSGFpSL S878 NEW - - - - - - - - 83.47 38 -0.57 -1.12 - - - -
MATR3_HUMAN MATR3 DTSENADGQpSDENKDDYTIPDEYR S766 NEW 187.13 67 0.22 0.79 118.12 69 -0.04 -0.03 147.4 61 -0.14 1.06 144.27 68 0.29 0.40

MATR3_HUMAN MATR3 SYpSPDGKESPSDK S598 ELM+Swissprot 228.66 48 0.06 0.79 211.18 55 0.23 -0.03 - - - - - - - -
MATR3_HUMAN MATR3 SYpSPDGKEpSPSDK S598, S604 ELM+Swissprot, ELM+Swissprot- - - - 106.25 53 0.03 -0.03 98.01 61 0.01 1.06 81.57 55 0.82 0.40

MAVS_HUMAN MAVS GPVpSPSVSFQPLAR S222 ELM+Swissprot 37.91 52 -0.55 0.01 103.96 78 -0.16 -0.28 114.49 98 0.04 0.07 - - - -

MBB1A_HUMAN MYBBP1A EIPSApTQSPISK T1161 NEW 113.87 61 -0.02 2.93 113.87 58 -0.06 0.31 100.39 73 -0.31 0.90 53.09 37 2.45 1.43

MBB1A_HUMAN MYBBP1A ALGGEDpSENEEELGDEAMMALDQSLASLFAEQKS775 ELM+Swissprot 94.57 64 0.06 2.93 - - - - - - - - - - - -

MBB1A_HUMAN MYBBP1A NQKPSQVNGAPGpSPTEPAGQK S1267 ELM+Swissprot 121.98 45 0.49 2.93 67.76 60 0.01 0.31 59.16 36 0.06 0.90 78.04 59 0.39 1.43

MBB1A_HUMAN MYBBP1A VPAQANGpTPTTK T1227 NEW - - - - 40.85 41 -0.97 0.31 63.88 37 -1.04 0.90 - - - -
MBB1A_HUMAN MYBBP1A EIPSApTQpSPISK T1161, S1163 NEW, ELM+Swissprot- - - - - - - - 75.38 36 -0.58 0.90 - - - -

MBB1A_HUMAN MYBBP1A EIPpSATQpSPISK S1159, S1163 ELM+Swissprot, ELM+Swissprot- - - - - - - - 73.55 36 -0.58 0.90 - - - -

MBD2_HUMAN MBD2 AADTEEMDIEMDpSGDEA S407 ELM+Swissprot 127.75 51 0.69 0.83 122.72 67 0.19 -0.69 93.94 64 0.00 -0.24 - - - -

MBD2_HUMAN MBD2 EPVPFPSGpSAGPGPRGPR S133 NEW - - - - 0 38 -2.03 -0.69 - - - - - - - -

MBD2_HUMAN MBD2 EPVPFPpSGSAGPGPRGPR S131 NEW - - - - 0 38 -2.03 -0.69 - - - - - - - -

MBD2_HUMAN MBD2 SDVYYFpSPSGK S181 NEW - - - - - - - - 134.56 52 -0.43 -0.24 - - - -

MBOA7_HUMAN MBOAT7 AGGGPTLQCPPPpSSPEK S284 NEW - - - - 71.82 46 -0.02 -0.25 - - - - - - - -

MBOA7_HUMAN MBOAT7 AGGGPTLQCPPPSpSPEK S285 NEW - - - - 71.82 46 -0.02 -0.25 - - - - - - - -
MBOA7_HUMAN MBOAT7 AApSQPTSLAPEK S459 NEW - - - - - - - - 56.01 40 -0.33 -0.09 - - - -

MCAF1_HUMAN ATF7IP NKQDDDLNCEPLSPHNIpTPEPVSK T118 NEW 56.9 37 0.14 0.28 - - - - - - - - - - - -

MCAF1_HUMAN ATF7IP NKQDDDLNCEPLpSPHNITPEPVSK S113 ELM+Swissprot 56.9 37 0.14 0.28 50.96 33 0.15 -0.02 - - - - - - - -

MCAF1_HUMAN ATF7IP TSLPTVGPSGLYpSPSTNR S899 NEW - - - - - - - - 126.01 90 -0.54 -0.52 - - - -

MCAF1_HUMAN ATF7IP MEpSpSFGSPSKQESSESLPK S473, S474 NEW, NEW - - - - - - - - - - - - 46.94 33 -0.89 -0.75

MCM2_HUMAN MCM2 GNDPLpTSSPGR T25 Swissprot_similarity105.56 69 0.04 0.20 67.31 57 -0.08 -0.22 - - - - - - - -
MCM2_HUMAN MCM2 GNDPLTpSpSPGR S26, S27 ELM+Swissprot, ELM+Swissprot97.24 32 0.60 0.20 81.51 34 0.32 -0.22 - - - - - - - -

MCM2_HUMAN MCM2 RTDALpTpSSPGR T39, S40 ELM+Swissprot, ELM+Swissprot22.69 39 -0.47 0.20 27.82 35 -0.15 -0.22 - - - - - - - -
MCM2_HUMAN MCM2 RTDALpTSpSPGR T39, S41 ELM+Swissprot, ELM+Swissprot22.69 39 -0.47 0.20 27.82 35 -0.15 -0.22 - - - - - - - -

MCM2_HUMAN MCM2 RTDALTpSpSPGR S40, S41 ELM+Swissprot, ELM+Swissprot22.69 39 -0.47 0.20 27.82 35 -0.15 -0.22 - - - - - - - -

MCM2_HUMAN MCM2 GNDPLTSpSPGR S27 ELM+Swissprot 105.56 62 -0.11 0.20 119.71 57 -0.08 -0.22 - - - - 134.56 77 -0.15 0.26

MCM2_HUMAN MCM2 GNDPLTpSSPGR S26 ELM+Swissprot 105.56 62 -0.11 0.20 119.71 57 -0.08 -0.22 134.56 82 0.03 0.34 - - - -

MCM2_HUMAN MCM2 RGLLYDpSDEEDEERPAR S139 ELM+Swissprot 38.85 43 0.48 0.20 - - - - 76.62 48 -1.09 0.34 - - - -

MCM2_HUMAN MCM2 GLLYDpSDEEDEERPARK S139 ELM+Swissprot 73.55 68 0.02 0.20 139.42 73 -0.01 -0.22 99.69 57 -0.64 0.34 79.77 78 0.12 0.26
MCM2_HUMAN MCM2 GLLYDpSDEEDEERPAR S139 ELM+Swissprot 263.65 70 0.15 0.20 246.27 77 0.00 -0.22 141.67 81 -0.02 0.34 183.79 79 0.01 0.26

MCM2_HUMAN MCM2 RGNDPLTSpSPGR S27 ELM+Swissprot - - - - 79.35 36 -0.14 -0.22 - - - - - - - -

MCM2_HUMAN MCM2 GNDPLpTpSSPGR T25, S26 Swissprot_similarity, ELM+Swissprot- - - - - - - - 102.9 67 0.30 0.34 - - - -

MCM2_HUMAN MCM2 GNDPLTpSSPGRpSSR S26, S31 ELM+Swissprot, NEW- - - - - - - - - - - - 27.82 32 0.08 0.26

MCM2_HUMAN MCM2 GNDPLTSpSPGRpSSR S27, S31 ELM+Swissprot, NEW- - - - - - - - - - - - 27.82 32 0.08 0.26

MCM3_HUMAN MCM3 DGDSYDPYDFSDpTEEEMPQVHpTPK T713, T722 ELM+Swissprot, ELM+Swissprot50.96 41 0.24 0.32 35.73 42 0.00 -0.13 - - - - - - - -

MCM3_HUMAN MCM3 DGDSYDPYDFpSDTEEEMPQVHpTPK S711, T722 ELM+Swissprot, ELM+Swissprot50.96 41 0.24 0.32 35.73 42 0.00 -0.13 - - - - - - - -

MCM3_HUMAN MCM3 DGDSYDPYDFpSDTEEEMPQVHTPK S711 ELM+Swissprot 44.33 38 -0.08 0.32 88.98 53 -0.09 -0.13 - - - - - - - -
MCM3_HUMAN MCM3 DGDSYDPYDFpSDpTEEEMPQVHpTPK S711, T713, T722ELM+Swissprot, ELM+Swissprot, ELM+Swissprot- - - - 60.35 42 0.56 -0.13 - - - - - - - -

MCM3_HUMAN MCM3 DGDSYDPYDFpSDpTEEEMPQVHTPK S711, T713 ELM+Swissprot, ELM+Swissprot- - - - 43.51 49 -0.14 -0.13 - - - - 126.01 34 -0.07 0.22

MCM3_HUMAN MCM3 DGDSYDPpYDFSDpTEEEMPQVHpTPK Y708, T713, T722ELM, ELM+Swissprot, ELM+Swissprot- - - - 101.78 42 0.56 -0.13 - - - - - - - -

MCM4_HUMAN MCM4 VELLKELpSR S453 NEW - - - - - - - - 88.9 33 -2.28 -0.41 - - - -

MCM4_HUMAN MCM4 QRPDLGpSAQK S120 ELM+Swissprot - - - - - - - - 83.81 57 -0.29 -0.41 - - - -

MCM6_HUMAN MCM6 EIESEIDpSEEELINK S762 ELM+Swissprot 146.98 91 0.04 0.36 218.16 84 0.16 0.48 175.58 99 -0.24 0.11 144.27 77 0.22 0.49
MCM6_HUMAN MCM6 EIESEIDpSEEELINKK S762 ELM+Swissprot 70.15 67 0.18 0.36 95.78 63 0.31 0.48 43.85 49 0.27 0.11 - - - -

MCM6_HUMAN MCM6 EIEpSEIDSEEELINKK S758 NEW - - - - - - - - 43.85 49 0.27 0.11 - - - -
MDC1_HUMAN MDC1 GPGAPGLAHLQESQAGpSDTDVEEGK S376 Swissprot 90.42 73 -0.05 1.33 76.62 72 0.10 -0.07 124.07 77 0.09 -0.03 77.51 60 0.44 0.30

MDC1_HUMAN MDC1 NQLVpTPEPTSR T1589 NEW 69.17 32 0.22 1.33 69.17 40 -0.66 -0.07 69.17 42 -0.85 -0.03 - - - -

MDC1_HUMAN MDC1 DQPPFGDpSDDpSVEADK S495, S498 ELM+Swissprot, ELM+Swissprot90.47 43 0.90 1.33 - - - - - - - - - - - -

MDC1_HUMAN MDC1 LLLAEDpSEEEVDFLSER S168 ELM+Swissprot 134.47 123 1.50 1.33 - - - - - - - - - - - -

MDC1_HUMAN MDC1 SQTTpTERDSDpTDVEEEELPVENR T449, T455 ELM, ELM+Swissprot_similarity34.41 47 0.54 1.33 92.17 65 0.40 -0.07 - - - - - - - -

MDC1_HUMAN MDC1 SQTTTERDpSDpTDVEEEELPVENR S453, T455 Swissprot_similarity, ELM+Swissprot_similarity- - - - 92.17 65 0.40 -0.07 - - - - 90.42 57 0.16 0.30
MDC1_HUMAN MDC1 GPGAPGLAHLQESQAGpSDpTDVEEGK S376, T378 Swissprot, Swissprot- - - - 61.85 71 0.67 -0.07 - - - - 29.16 59 0.16 0.30

MDC1_HUMAN MDC1 GPGAPGLAHLQEpSQAGSDTDVEEGK S372 Swissprot - - - - 46.77 72 0.10 -0.07 - - - - - - - -
MDC1_HUMAN MDC1 SQpTTTERDSDpTDVEEEELPVENR T447, T455 NEW, ELM+Swissprot_similarity- - - - 92.17 65 0.40 -0.07 - - - - - - - -

MDC1_HUMAN MDC1 SQTpTTERDSDpTDVEEEELPVENR T448, T455 NEW, ELM+Swissprot_similarity- - - - 92.17 65 0.40 -0.07 - - - - - - - -

MDC1_HUMAN MDC1 SQASMVINSDpTDDEEEVpSAALTLAHLK T404, S411 ELM+Swissprot, NEW- - - - 102.78 56 0.13 -0.07 - - - - - - - -

MDC1_HUMAN MDC1 DQPPFGDpSDDpSVEADKpSSPGIHLER S495, S498, S504ELM+Swissprot, ELM+Swissprot, NEW- - - - 64.66 34 0.17 -0.07 - - - - - - - -

MDC1_HUMAN MDC1 DQPPFGDpSDDpSVEADKSpSPGIHLER S495, S498, S505ELM+Swissprot, ELM+Swissprot, NEW- - - - 64.66 34 0.17 -0.07 - - - - - - - -

MDC1_HUMAN MDC1 SQASMVINpSDpTDDEEEVSAALTLAHLK S402, T404 ELM+Swissprot, ELM+Swissprot- - - - 177.78 82 0.21 -0.07 - - - - 191.05 69 0.45 0.30
MDC1_HUMAN MDC1 LEPSTSTDQPVpTPEPTSQATR T1425 ELM+Swissprot - - - - 107.4 99 -0.86 -0.07 134.07 82 -0.34 -0.03 104.54 34 -1.83 0.30

MDC1_HUMAN MDC1 GPGAPGLAHLQEpSQAGSDpTDVEEGK S372, T378 Swissprot, Swissprot- - - - - - - - - - - - 40.48 59 0.16 0.30

MDC1_HUMAN MDC1 GPGAPGLAHLQEpSQAGpSDTDVEEGK S372, S376 Swissprot, Swissprot- - - - - - - - - - - - 40.48 59 0.16 0.30

MDN1_HUMAN MDN1 AEENTDQApSPQEDYAGFER S4538 ELM+Swissprot - - - - 179.98 138 -0.04 -0.09 - - - - - - - -

MDN1_HUMAN MDN1 NGGEDpTDNEEGEEENPLEIK T4898 ELM+Swissprot - - - - 128.02 80 -0.08 -0.09 58.01 43 -0.13 0.51 - - - -

MDR1_HUMAN ABCB1 GpTQLSGGQK T1174 NEW - - - - - - - - 17.49 40 -2.22 -2.20 - - - -
MED1_HUMAN MED1 LApSPMKPVPGpTPPSSK S1207, T1215 NEW, NEW 98.01 38 0.52 1.12 79.77 38 -0.05 -0.10 81.03 39 0.07 0.36 48.06 39 -0.23 0.24

MED1_HUMAN MED1 SYQNpSPpSSDDGIRPLPEYSTEK S1479, S1481 ELM, ELM 136.78 50 0.02 1.12 133.43 53 0.22 -0.10 85.98 44 0.39 0.36 120.37 63 0.37 0.24
MED1_HUMAN MED1 SYQNpSPSpSDDGIRPLPEYSTEK S1479, S1482 ELM, ELM 136.78 50 0.02 1.12 133.43 53 0.22 -0.10 85.98 44 0.39 0.36 120.37 63 0.37 0.24

MED1_HUMAN MED1 LApSPMKPVPGTPPpSSK S1207, S1218 NEW, NEW - - - - 79.77 38 -0.05 -0.10 - - - - - - - -

MED1_HUMAN MED1 SQpTPPGVATPPIPK T1051 ELM+Swissprot - - - - 114.49 68 0.02 -0.10 114.49 61 0.46 0.36 - - - -

MED1_HUMAN MED1 NYGSPLIpSGSTPK S1437 NEW - - - - - - - - 70.15 44 0.24 0.36 - - - -

MED19_HUMAN MED19 TQDPVPPETPpSDSDHK S194 NEW 67.31 43 0.13 0.28 - - - - - - - - - - - -

MED19_HUMAN MED19 NRHpSPDHPGMGSSQASSSSSLR S226 ELM - - - - - - - - - - - - 65.6 34 1.66 1.87
MED24_HUMAN MED24 LLSpSNEDDANILSSPTDR S863 NEW - - - - 84.24 105 0.22 -0.19 - - - - - - - -

MED24_HUMAN MED24 LLSSNEDDANILpSSPTDR S872 NEW - - - - 163.84 119 -0.59 -0.19 - - - - - - - -
MED24_HUMAN MED24 LLpSSNEDDANILSSPTDR S862 ELM+Swissprot - - - - 84.24 105 0.22 -0.19 - - - - - - - -

MED24_HUMAN MED24 LLSSNEDDANILSpSPTDR S873 ELM+Swissprot - - - - 163.84 119 -0.59 -0.19 191.05 86 -0.37 -0.36 - - - -

MED26_HUMAN MED26 AGLpSPAEPLLSR S361 NEW - - - - - - - - 79.35 55 -0.67 -0.66 - - - -

MEF2A_HUMAN MEF2A GCDpSPDPDTSYVLpTPHTEEK S98, T108 Swissprot_similarity, Swissprot_similarity58.01 33 0.16 0.30 - - - - - - - - - - - -

MEF2D_HUMAN MEF2D LLpSPQQPALQR S180 ELM+Swissprot - - - - 79.35 50 -0.85 -1.01 150.12 42 -0.41 -0.40 94.59 40 -1.92 -0.35



MEF2D_HUMAN MEF2D ApSPGLLPVANGNSLNK S231 NEW - - - - - - - - 113.88 60 -0.48 -0.40 - - - -

MELK_HUMAN MELK VFGpSLER S529 NEW - - - - 93.69 44 0.12 -0.13 78.12 43 0.37 0.38 - - - -

MEPCE_HUMAN MEPCE CAPSAGpSPAAAVGR S60 Swissprot 114.49 46 -0.90 0.16 114.49 47 -0.57 -0.54 112.17 42 0.13 0.05 114.49 60 -0.16 0.97

MEPCE_HUMAN MEPCE NpSCNVGGGGGGFK S152 NEW 98.01 58 0.51 0.16 - - - - - - - - - - - -

MEPCE_HUMAN MEPCE TLNAEpTPKpSSPLPAK T213, S216 ELM+Swissprot, Swissprot43.04 60 0.20 0.16 95.78 68 -0.07 -0.54 122.72 68 -0.18 0.05 - - - -
MEPCE_HUMAN MEPCE DITDPLSLNTCTDEGHVVLApSPLK S254 ELM - - - - 69.02 42 0.10 -0.54 46.77 56 -0.01 0.05 - - - -

MEPCE_HUMAN MEPCE TLNAEpTPKSpSPLPAK T213, S217 ELM+Swissprot, Swissprot- - - - - - - - - - - - 136.01 52 0.01 0.97

MEPCE_HUMAN MEPCE EpSPGAAATSSSGPQAQQHR S69 ELM+Swissprot - - - - - - - - - - - - 95.03 42 0.03 0.97

METRN_HUMAN METRN VLRQpTPPLFQAGR T219 NEW 18.07 33 -3.18 -3.04 - - - - - - - - - - - -

MEX3C_HUMAN MEX3C AAELpSPEER S88 NEW 91.73 34 -0.15 0.00 69.57 36 -0.22 -0.38 - - - - 94.8 33 -0.10 0.04

MFAP1_HUMAN MFAP1 IVEPEVVGEpSDpSEVEGDAWR S116, S118 ELM+Swissprot, ELM+Swissprot126.01 51 0.45 0.59 - - - - - - - - - - - -
MFAP1_HUMAN MFAP1 RSLAALDALNpTDDENDEEEYEAWK T267 ELM+Swissprot - - - - 179.98 103 0.16 0.00 106.28 78 -0.41 0.38 - - - -

MFAP1_HUMAN MFAP1 IVEPEVVGEpSDSEVEGDAWR S116 ELM+Swissprot - - - - - - - - 120.36 96 0.05 0.38 - - - -
MGAP_HUMAN MGA LGNSGApSPSSAGK S3020 NEW 70.15 81 0.36 0.91 108.66 92 -0.02 -0.13 130.44 98 -0.23 -0.31 - - - -

MGAP_HUMAN MGA WLPSSPpSGVAK S451 NEW - - - - - - - - 65.55 43 -0.01 -0.31 - - - -

MGAP_HUMAN MGA WLPSpSPSGVAK S449 NEW - - - - - - - - 65.55 43 -0.01 -0.31 - - - -

MGAP_HUMAN MGA GLPFYAGLpSPAGK S1457 NEW - - - - - - - - 136.26 52 -0.46 -0.31 - - - -

MGAP_HUMAN MGA QLAEPApSEPDVLK S2882 NEW - - - - - - - - 68.56 41 -1.57 -0.31 - - - -

MGAP_HUMAN MGA SILPYPVpSPK S924 ELM - - - - - - - - 83.81 50 -0.36 -0.31 - - - -
MGDP1_HUMAN MDP1 AQTGPLRpSSLEESPFEA S167 NEW - - - - - - - - 111.87 58 0.05 0.06 - - - -

MGDP1_HUMAN MDP1 AQTGPLRSpSLEESPFEA S168 NEW - - - - - - - - 111.87 58 0.05 0.06 - - - -

MGRN1_HUMAN MGRN1 AASIENVLQDpSSPEHCGR S523 NEW 91.57 43 -0.06 0.09 103.96 38 -0.40 -0.56 - - - - - - - -

MGRN1_HUMAN MGRN1 AASIENVLQDSpSPEHCGR S524 NEW 91.57 43 -0.06 0.09 103.96 38 -0.40 -0.56 - - - - - - - -

MICA1_HUMAN MICAL1 LSpSPERQR S810 NEW - - - - - - - - - - - - 44.9 41 0.44 0.58

MILK1_HUMAN MICALL1 SPVPSPGSpSSPQLQVK S620 NEW 113.88 73 0.43 0.16 139.18 90 0.31 -0.10 166.33 80 0.33 0.11 59.16 41 0.12 0.10

MILK1_HUMAN MICALL1 SPVPSPGpSSSPQLQVK S619 NEW 113.88 73 0.43 0.16 139.18 89 0.35 -0.10 166.33 80 0.33 0.11 59.16 41 0.12 0.10

MILK1_HUMAN MICALL1 VEQMPQApSPGLAPR S578 ELM+Swissprot 125.18 70 0.30 0.16 48.2 69 -0.15 -0.10 101.78 77 -0.02 0.11 152.78 73 -0.53 0.10
MILK1_HUMAN MICALL1 SPVPSPGSSpSPQLQVK S621 ELM 113.88 73 0.43 0.16 139.18 90 0.31 -0.10 166.33 80 0.33 0.11 59.16 41 0.12 0.10

MILK1_HUMAN MICALL1 APpSApSPLALHASR S484, S486 NEW, NEW - - - - 100.39 46 -0.04 -0.10 - - - - 75.38 38 -0.52 0.10

MILK1_HUMAN MICALL1 KPpSPAApSPATK S640, S644 NEW, NEW - - - - 79.35 58 0.13 -0.10 89.76 57 -0.35 0.11 - - - -

MILK1_HUMAN MICALL1 SLHPWYGITPpTSSPK T469 NEW - - - - 91.57 33 0.22 -0.10 - - - - - - - -

MILK1_HUMAN MICALL1 SLHPWYGITPTpSSPK S470 NEW - - - - 91.57 33 0.22 -0.10 - - - - - - - -

MILK2_HUMAN MICALL2 TEAPQApSPLAKPLQSpSSPR S494, S503 NEW, NEW - - - - - - - - 61.59 38 -0.58 -0.56 - - - -
MILK2_HUMAN MICALL2 TEAPQApSPLAKPLQpSSSPR S494, S502 NEW, NEW - - - - - - - - 61.59 38 -0.58 -0.56 - - - -

MILK2_HUMAN MICALL2 TEAPQApSPLAKPLQSSpSPR S494, S504 NEW, NEW - - - - - - - - 61.59 38 -0.58 -0.56 - - - -
MILK2_HUMAN MICALL2 ATGEPGTFVCTSHLPAAASApSPK S249 NEW - - - - - - - - - - - - 31.98 35 -0.12 0.71

MINT_HUMAN SPEN HGpSFHEDEDPIGSPR S1268 ELM+Swissprot 93.94 41 0.10 0.13 - - - - - - - - - - - -

MINT_HUMAN SPEN RPQpSPGApSPSQAER S736, S740 ELM+Swissprot, ELM+Swissprot- - - - 98.01 60 -0.06 -0.54 - - - - 71.8 53 -0.27 -0.27

MINT_HUMAN SPEN ELQEAAAVPpTTPR T1946 NEW - - - - - - - - 79.77 34 -0.25 0.15 - - - -

MINT_HUMAN SPEN ELQEAAAVPTpTPR T1947 NEW - - - - - - - - 79.77 34 -0.25 0.15 - - - -

MINT_HUMAN SPEN DLEPGEVPpSDpSDEDGEHK S1380, S1382 ELM+Swissprot, ELM+Swissprot- - - - - - - - 100.11 37 0.32 0.15 - - - -
MINT_HUMAN SPEN NVDAAVpSPR S2101 ELM+Swissprot - - - - - - - - 126.13 35 0.03 0.15 - - - -

MINT_HUMAN SPEN QEDTENHPKpTPESAPENK T1619 Swissprot - - - - - - - - - - - - 48.06 33 0.45 -0.27

MIO_HUMAN MIOS GFSQYGVSGpSPTK S766 NEW 100.39 70 -0.07 0.07 124.99 70 -0.08 -0.19 100.39 74 -0.26 -0.22 95.76 50 -0.46 -0.33

MK67I_HUMAN MKI67IP TVDSQGPTPVCpTPTFLER T238 ELM+Swissprot - - - - 115.96 32 -0.60 -0.19 191.05 117 0.05 0.01 - - - -

MK67I_HUMAN MKI67IP VSGTLDpTPEK T223 ELM - - - - 37.98 33 0.23 -0.19 111.42 64 0.08 0.01 - - - -

MK67I_HUMAN MKI67IP EEIQETQpTPTHSR T279 NEW - - - - - - - - 70.15 55 -1.30 0.01 - - - -

MK67I_HUMAN MKI67IP KVSGTLDpTPEK T223 ELM - - - - - - - - 25.44 64 -0.08 0.01 - - - -

MKL1_HUMAN MKL1 AGpSCCLSPGGR S507 NEW - - - - 48.2 50 -0.71 -0.88 28.71 35 -0.20 -0.07 - - - -
MKL1_HUMAN MKL1 AGSCCLpSPGGR S511 NEW - - - - 48.2 50 -0.71 -0.88 28.71 35 -0.20 -0.07 - - - -

MKL1_HUMAN MKL1 AYQDQIpSPVPGAPK S385 NEW - - - - - - - - 127.75 62 0.03 -0.07 - - - -

MKL2_HUMAN MKL2 NSNSGNSALNNATPNpTPR T370 NEW - - - - - - - - 166.38 105 -0.82 -0.33 - - - -

MKL2_HUMAN MKL2 SGEISLPIKEEPpSPISK S921 NEW - - - - - - - - 85.98 36 -0.21 -0.33 - - - -

MLF1_HUMAN MLF1 SFpSEPFGR S34 NEW - - - - - - - - 58.87 33 0.04 0.05 - - - -

MLF2_HUMAN MLF2 LAIQGPEDpSPSR S238 ELM+Swissprot 73.55 56 -0.02 0.46 113.87 67 -0.26 -0.28 113.87 69 -0.22 -0.26 98.01 72 -0.65 -0.51
MLL2_HUMAN MLL2 LEGPVpSPDVEPGKEETEESK S1396 NEW 51.94 38 0.30 0.45 60.35 47 0.04 -0.12 - - - - - - - -

MLL2_HUMAN MLL2 ASEPLLpSPPPFGESR S1999 NEW - - - - - - - - 97.7 73 0.00 0.03 - - - -
MLL2_HUMAN MLL2 ALpSPVIPLIPR S4463 ELM+Swissprot - - - - - - - - 138.18 70 -0.03 0.03 - - - -

MLL4_HUMAN MLL4 GQGpTPPSGPGVVR T2083 NEW 98.01 39 -0.16 -0.02 50.46 48 -0.09 -0.25 111.19 49 -0.10 -0.39 - - - -

MLL4_HUMAN MLL4 EGPGPGPGpTPR T278 NEW - - - - - - - - 54.51 67 -0.78 -0.39 - - - -

MLTK_HUMAN ZAK SpSSPTQYGLTK S636 NEW 65.55 42 0.25 0.10 - - - - - - - - - - - -

MLTK_HUMAN ZAK SSpSPTQYGLTK S637 ELM+Swissprot 134.56 42 0.25 0.10 131.17 55 0.24 -0.25 116.7 58 -0.23 -0.18 89.76 44 0.59 0.47

MLTK_HUMAN ZAK YQQIpTPVNQSR T628 NEW - - - - - - - - 94.59 60 -0.80 -0.18 - - - -
MMAC_HUMAN MMACHC SWLSPRVpSPPASPGP S275 NEW - - - - - - - - 109.95 45 0.29 0.30 - - - -

MMTA2_HUMAN C1orf35 RPAEApTSSPpTSPERPR T215, T219 NEW, ELM - - - - - - - - - - - - 81.03 45 0.03 0.30
MMTA2_HUMAN C1orf35 RPAEApTSSPTSPERPR T215 NEW - - - - - - - - - - - - 53.05 39 0.28 0.30

MMTA2_HUMAN C1orf35 RPAEATpSSPTSPERPR S216 NEW - - - - - - - - - - - - 53.05 39 0.28 0.30

MMTA2_HUMAN C1orf35 RPAEATSpSPTSPERPR S217 NEW - - - - - - - - - - - - 53.05 39 0.28 0.30

MMTA2_HUMAN C1orf35 RPAEATSSPTpSPERPR S220 NEW - - - - - - - - - - - - 53.05 39 0.28 0.30

MMTA2_HUMAN C1orf35 RPAEATSSPpTSPERPR T219 ELM - - - - - - - - - - - - 53.05 39 0.28 0.30

MOCOS_HUMANMOCOS SLpSPQEDALTGSR S530 ELM+Swissprot 122.16 64 -0.10 0.04 - - - - 108.66 71 0.53 0.54 - - - -
MON1A_HUMAN MON1A pSYEDLTESEDGAASGDSHK S56 Swissprot_similarity24.73 32 0.13 0.07 82.8 43 0.13 -0.03 - - - - - - - -

MON1B_HUMAN MON1B DKDQPPpSPpSPPPQSEALSSTSR S59, S61 NEW, NEW 85.72 53 0.10 0.25 108.08 53 -0.13 -0.47 - - - - - - - -

MORC2_HUMAN MORC2 KDpSNELSDSAGEEDSADLK S773 NEW 38.65 31 -0.33 -0.18 120.37 51 -0.29 -0.03 - - - - - - - -

MORC2_HUMAN MORC2 KDSNELSDpSAGEEDSADLK S779 ELM+Swissprot 38.65 31 -0.33 -0.18 - - - - - - - - - - - -

MORC2_HUMAN MORC2 KDSNELpSDSAGEEDSADLK S777 ELM+Swissprot 38.65 31 -0.33 -0.18 120.37 51 -0.29 -0.03 - - - - - - - -

MORC2_HUMAN MORC2 pSPPLPAVIR S615 ELM+Swissprot - - - - 41.85 33 -0.03 -0.03 - - - - - - - -
MORC2_HUMAN MORC2 RSVAVpSDEEEVEEEAER S743 ELM+Swissprot - - - - 136.01 54 0.58 -0.03 - - - - - - - -

MORC2_HUMAN MORC2 FDYVPTDTpTPR T836 NEW - - - - - - - - 67.31 39 -0.78 -0.76 - - - -
MORC2_HUMAN MORC2 FDYVPTDpTTPR T835 NEW - - - - - - - - 67.31 39 -0.78 -0.76 - - - -

MOT1_HUMAN SLC16A1 ESKEEETpSIDVAGKPNEVTK S467 ELM+Swissprot 83.47 37 0.15 0.24 62.87 35 0.31 -0.19 - - - - - - - -

MOT1_HUMAN SLC16A1 EpSKEEETSIDVAGKPNEVTK S461 ELM 83.47 37 0.15 0.24 - - - - - - - - - - - -

MP2K2_HUMAN MAP2K2 LNQPGpTPTR T394 ELM+Swissprot 52.96 48 -0.37 0.34 65 56 0.02 -0.02 52.96 64 -0.11 -0.15 52.96 58 -0.21 -0.07

MPH6_HUMAN MPHOSPH6 DHANYEEDENGDIpTPIK T147 ELM+Swissprot 76.39 56 0.50 0.50 82.62 53 -0.35 -0.50 - - - - - - - -

MPIP3_HUMAN CDC25C YLGpSPITTVPK S168 ELM+Swissprot - - - - - - - - 67.31 34 -1.00 0.03 - - - -
MPP8_HUMAN MPHOSPH8 GLWSpTDSAEEDKETK T401 NEW 91.57 46 0.78 0.93 78.04 44 0.51 0.19 - - - - - - - -

MPP8_HUMAN MPHOSPH8 GLWSTDpSAEEDKETK S403 NEW 91.57 46 0.78 0.93 78.04 44 0.51 0.19 - - - - - - - -
MPP8_HUMAN MPHOSPH8 GYTpSDDDTWEPEIHLEDCK S85 ELM - - - - 180.59 48 0.16 0.19 - - - - - - - -

MPP8_HUMAN MPHOSPH8 LMPVSAQpTPK T385 Swissprot - - - - - - - - 83.81 35 -0.70 -0.69 - - - -

MPPA_HUMAN PMPCA QVLApTRpSR T456, S458 NEW, NEW - - - - 80.54 32 0.28 -0.11 - - - - - - - -

MPPB_HUMAN PMPCB AAAAARVVLpSSAAR S11 NEW 68.56 32 0.22 0.97 - - - - - - - - - - - -

MPPB_HUMAN PMPCB AAAAARVVLSpSAAR S12 NEW 68.56 32 0.22 0.97 - - - - - - - - - - - -



MPPH1_HUMAN KIF20B LQTEPLSTpSFEISR S1588 NEW - - - - - - - - 114.49 61 -3.02 -3.01 - - - -

MPPH1_HUMAN KIF20B DLLKGQpSR S145 NEW - - - - - - - - - - - - 58.87 34 -0.75 -0.61

MPRI_HUMAN IGF2R LVSFHDDpSDEDLLHI S2484 ELM+Swissprot 64.21 59 0.11 0.38 149.82 68 -0.08 -0.08 146.98 97 0.10 -0.21 93.62 78 0.03 0.29

MPRI_HUMAN IGF2R ALSSLHGDDQDpSEDEVLTIPEVK S2409 ELM+Swissprot - - - - 66.49 55 -0.07 -0.08 - - - - - - - -

MPRIP_HUMAN MPRIP DQPDGSpSLSPAQpSPSQSQPPAASSLREPGLESKS217, S223 NEW, ELM+Swissprot- - - - 46.43 36 -0.11 -0.20 - - - - - - - -
MPRIP_HUMAN MPRIP DQPDGpSSLSPAQpSPSQSQPPAASSLREPGLESKS216, S223 NEW, ELM+Swissprot- - - - 46.43 36 -0.11 -0.20 - - - - - - - -

MPRIP_HUMAN MPRIP DQPDGSSLpSPAQpSPSQSQPPAASSLREPGLESKS219, S223 ELM+Swissprot, ELM+Swissprot- - - - 46.43 36 -0.11 -0.20 - - - - - - - -

MPZL1_HUMAN MPZL1 SPpSDTEGLVK S221 NEW 130.07 41 0.23 0.11 86.27 57 0.45 0.00 73.26 63 0.29 0.36 62.96 50 0.07 0.49

MPZL1_HUMAN MPZL1 KpSPSDTEGLVK S219 ELM+Swissprot - - - - 57.59 34 -0.46 0.00 - - - - - - - -

MRCKB_HUMAN CDC42BPB HSTPSNSSNPSGPPpSPNSPHR S1690 ELM+Swissprot - - - - - - - - - - - - 160.77 47 1.08 1.22

MRE11_HUMAN MRE11A GVDFEpSpSEDDDDDPFMNTSSLR S688, S689 ELM+Swissprot, ELM+Swissprot95.03 34 0.69 0.24 - - - - - - - - - - - -
MRGBP_HUMAN C20orf20 VLTANSNPSpSPSAAK S195 NEW 161.03 85 0.61 0.76 175.58 86 -0.01 -0.18 172.36 94 -0.20 -0.26 62.87 32 -0.46 -0.51

MRGBP_HUMAN C20orf20 VLTANSNPpSSPSAAK S194 NEW 161.03 85 0.61 0.76 175.58 86 -0.01 -0.18 172.36 94 -0.20 -0.26 62.87 32 -0.46 -0.51
MRGBP_HUMAN C20orf20 VLTANpSNPpSSPSAAK S191, S194 NEW, NEW - - - - 133.43 56 -0.12 -0.18 120.37 78 -0.49 -0.26 95.78 58 -0.86 -0.51

MRGBP_HUMAN C20orf20 VLTANpSNPSpSPSAAK S191, S195 NEW, NEW - - - - 133.43 56 -0.12 -0.18 120.37 78 -0.49 -0.26 95.78 58 -0.86 -0.51

MRGBP_HUMAN C20orf20 VLTANSNPSSPpSAAK S197 NEW - - - - 144.27 86 -0.01 -0.18 - - - - 62.87 32 -0.46 -0.51

MRLC2_HUMAN MYL12B ATpSNVFAMFDQSQIQEFK S20 Swissprot 155.24 64 0.82 0.18 158.15 133 0.24 -0.28 - - - - - - - -

MRP_HUMAN MARCKSL1 AAApTPESQEPQAK T148 Swissprot_similarity62.3 43 0.35 0.22 108.66 63 -0.05 -0.10 122.16 81 -0.33 -0.04 71.8 63 -0.03 0.32

MRP_HUMAN MARCKSL1 GDVTAEEAAGApSPAK S22 ELM+Swissprot 152.78 101 0.03 0.22 164.13 107 -0.07 -0.10 206.2 105 -0.44 -0.04 206.2 113 -0.48 0.32
MRP_HUMAN MARCKSL1 GEVPPKEpTPK T85 Swissprot - - - - - - - - 122.92 55 -0.16 -0.04 - - - -

MRP_HUMAN MARCKSL1 LSGLpSFK S104 Swissprot - - - - - - - - 50.52 35 -0.04 -0.04 - - - -

MRP3_HUMAN ABCC3 GVVAEFDpSPANLIAAR S1506 NEW 8.95 31 0.53 0.68 - - - - - - - - - - - -

MRP5_HUMAN ABCC5 NATLAWDSSHpSpSIQNSPK S504, S505 NEW, NEW 82.62 32 -0.02 0.12 - - - - - - - - - - - -

MRP5_HUMAN ABCC5 NATLAWDSpSHSSIQNpSPK S502, S509 NEW, NEW - - - - 61.59 38 0.11 -0.05 - - - - - - - -

MRP5_HUMAN ABCC5 NATLAWDpSSHSSIQNpSPK S501, S509 NEW, NEW - - - - 61.59 38 0.11 -0.05 - - - - - - - -

MS3L1_HUMAN MSL3 LSESpSASPQPK S365 NEW - - - - - - - - 67.31 61 -0.32 -0.30 - - - -

MSH6_HUMAN MSH6 VHVQFFDDpSPTR S137 ELM+Swissprot - - - - 100.39 52 -0.27 0.00 - - - - - - - -
MSI1H_HUMAN MSI1 EVMpSPTGSAR S191 NEW - - - - 71.15 56 -0.53 -0.67 86.27 45 -0.59 -0.58 - - - -

MSI1H_HUMAN MSI1 EVMSPpTGSAR T193 NEW - - - - 97.24 56 -0.53 -0.67 86.27 45 -0.59 -0.58 - - - -

MSL1_HUMAN MSL1 pSPLGGGGGSGASSQAACLK S205 NEW - - - - 41.21 101 -0.14 -0.30 - - - - - - - -

MT2_HUMAN MT2A MDPNCpSCAAGDSCTCAGSCK S6 NEW - - - - - - - - - - - - 39.82 46 0.32 0.45

MTA3_HUMAN MTA3 MPTQSEEEKLpSPSPTpTEDPR S428, T433 NEW, NEW - - - - - - - - - - - - 22.13 32 -0.11 0.03

MTA3_HUMAN MTA3 MPTQSEEEKLpSPpSPTTEDPR S428, S430 NEW, NEW - - - - - - - - - - - - 22.13 32 -0.11 0.03
MTA3_HUMAN MTA3 MPTQSEEEKLpSPSPpTTEDPR S428, T432 NEW, NEW - - - - - - - - - - - - 22.13 32 -0.11 0.03

MTA70_HUMAN METTL3 NPEAALpSPTFR S43 ELM+Swissprot - - - - 94.59 55 -0.94 0.23 83.81 50 -0.75 -0.95 - - - -
MTMR9_HUMAN MTMR9 QLAELETEDGMQEpSP S548 NEW 120.37 61 0.20 0.35 130.95 63 -0.54 -0.36 120.37 53 -0.40 0.25 - - - -

MTMRC_HUMANMTMR12 QLpSLPLTQSK S564 NEW - - - - - - - - 114.67 41 0.05 0.06 - - - -

MTMRD_HUMANSBF2 VLpSGMAFAGFVSER S409 NEW - - - - - - - - - - - - 20.47 37 4.22 4.35

MTUS1_HUMAN MTUS1 VTFSVpSPIEATEK S443 ELM+Swissprot - - - - - - - - 65.55 39 -0.34 -0.33 - - - -

MUC16_HUMAN MUC16 QSSSpTAAHGSSDILR T497 NEW 10.92 32 -0.17 -0.02 - - - - - - - - - - - -

MUC5A_HUMAN Muc5ac TTSAPTTSpTTSVPTTSTISGPK T2292 NEW - - - - - - - - - - - - 8.71 35 6.13 6.27
MUC5A_HUMAN Muc5ac TTSAPTTSTpTSVPTTSTISGPK T2293 NEW - - - - - - - - - - - - 8.71 35 6.13 6.27

MUCB_HUMAN DSPLEQpSGHEVGILK S7 NEW - - - - 37.02 44 -6.10 -6.27 - - - - - - - -

MXRA7_HUMAN MXRA7 GPSSEGPEEEDGEGFSFKYpSPGK S144 NEW 42.72 45 0.20 0.13 76.62 63 0.15 -0.02 126.01 64 0.41 0.28 - - - -

MXRA7_HUMAN MXRA7 GPSpSEGPEEEDGEGFSFK S128 NEW - - - - 140.4 113 0.13 -0.02 - - - - - - - -

MXRA7_HUMAN MXRA7 GPSSEGPEEEDGEGFpSFKYSPGK S140 NEW - - - - 76.62 63 0.15 -0.02 - - - - - - - -

MY18A_HUMAN MYO18A VApSGSDLHLTDIDSDSNR S72 Swissprot_similarity122.72 50 0.67 1.27 116.92 49 0.02 2.60 - - - - - - - -

MY18A_HUMAN MYO18A SSpSPTSYWK S2007 NEW 51.27 41 0.15 1.27 - - - - 62.96 37 -0.17 0.19 - - - -

MY18A_HUMAN MYO18A YSHSYLpSDpSDTEAK S2041, S2043 ELM+Swissprot, ELM+Swissprot125.18 64 0.19 1.27 101.78 72 -0.07 2.60 122.72 61 0.06 0.19 - - - -
MY18A_HUMAN MYO18A NKLEGDpSDVDSELEDR S1970 ELM+Swissprot 54.21 33 -0.20 1.27 71.8 32 -0.07 2.60 - - - - - - - -

MY18A_HUMAN MYO18A LLQDpSQKK S965 NEW - - - - - - - - - - - - 34.11 35 -4.93 -4.80

MY18B_HUMAN MYO18B AGpSDEGNLSLR S2296 NEW - - - - 126.36 56 0.04 -0.12 - - - - - - - -

MY18B_HUMAN MYO18B SGQEpSPPPPQPGR S1216 NEW - - - - - - - - - - - - 111.19 72 -0.67 -0.53

MYBB_HUMAN MYBL2 SSRGELIPIpSPSTEVGGSGIGTPPSVLK S393 ELM+Swissprot 13.83 32 0.17 0.32 - - - - - - - - - - - -

MYBPH_HUMAN MYBPH pYELpTVRVEDLEAK Y244, T247 NEW, NEW 50.46 31 2.61 2.75 - - - - - - - - - - - -
MYCB2_HUMAN MYCBP2 TLPANRSpSPSGApSSPR S2795, S2800 NEW, NEW - - - - - - - - 85.98 34 -0.68 -0.67 - - - -

MYCB2_HUMAN MYCBP2 TLPANRSpSPpSGASSPR S2795, S2797 NEW, NEW - - - - - - - - 85.98 34 -0.68 -0.67 - - - -
MYCB2_HUMAN MYCBP2 TLPANRSSPpSGApSSPR S2797, S2800 NEW, NEW - - - - - - - - 85.98 34 -0.68 -0.67 - - - -

MYEF2_HUMAN MYEF2 AEVPGATGGDpSPHLQPAEPPGEPR S17 Swissprot 71.69 43 0.00 0.15 71.69 50 0.06 2.40 63.65 40 0.14 -0.06 69.02 37 -0.19 0.15

MYH10_HUMAN MYH10 RQLHLEGASLELpSDDDTESK S1956 Swissprot 73.29 60 1.46 0.62 - - - - - - - - - - - -

MYH10_HUMAN MYH10 QLHLEGASLELpSDDDTESK S1956 Swissprot 74.81 55 1.65 0.62 65.6 67 0.22 -0.22 56.9 44 -0.31 0.22 158.15 116 0.24 0.47

MYH10_HUMAN MYH10 TSDVNETQPPQpSE S1975 NEW - - - - 50.46 32 -0.07 -0.22 - - - - - - - -

MYH14_HUMAN MYH14 GPSAGGGPGSGTpSPQVEWTAR S45 NEW - - - - - - - - 180.27 94 -0.44 -0.13 - - - -
MYH9_HUMAN MYH9 GAGDGpSDEEVDGKADGAEAKPAE S1943 ELM+Swissprot 179.98 118 0.43 0.67 72.63 89 0.16 -0.23 166.38 115 0.28 0.17 114.22 104 1.12 0.81

MYH9_HUMAN MYH9 QELEKpTR T1049 NEW - - - - 17.49 32 -0.84 -0.23 - - - - - - - -
MYH9_HUMAN MYH9 GAGDGpSDEEVDGK S1943 ELM+Swissprot - - - - 122.16 74 -0.98 -0.23 - - - - - - - -

MYLK_HUMAN MYLK TAPQpTPVLQK T335 NEW - - - - 48.2 33 -1.23 -0.61 83.81 44 -0.87 -0.36 - - - -

MYLK_HUMAN MYLK APGLGVLpSPSGEER S365 NEW - - - - 57.98 55 0.75 -0.61 116.92 63 -0.38 -0.36 - - - -

MYO15_HUMAN MYO15A VILFpSAR S2848 NEW - - - - - - - - 38.48 35 -0.65 -0.64 - - - -

MYO1C_HUMAN MYO1C SIpSPEWK S829 NEW - - - - 63.74 36 0.01 -0.21 63.74 38 -0.18 -0.16 - - - -

MYO9B_HUMAN MYO9B SPLEHpSpSPEKEAPpSPEK S1114, S1115, S1122NEW, NEW, NEW 62.3 32 0.19 0.20 - - - - - - - - - - - -
MYO9B_HUMAN MYO9B VQEKPDpSPGGSTQIQR S1290 ELM+Swissprot 36.16 35 0.21 0.20 - - - - - - - - - - - -

MYO9B_HUMAN MYO9B ATGAALpTPTEER T1346 ELM+Swissprot - - - - 139.42 62 -0.77 -0.49 95.76 92 -0.41 -0.33 - - - -

MYO9B_HUMAN MYO9B LGFSpSPYEGVLNK S1926 NEW - - - - - - - - 111.19 79 -0.87 -0.33 - - - -

MYO9B_HUMAN MYO9B VSPPAPGpSAPEpTPEDK S1267, T1271 ELM+Swissprot, ELM+Swissprot- - - - - - - - 69.06 50 0.27 -0.33 - - - -

MYOME_HUMANPDE4DIP VMLpTGESLVK T1256 NEW - - - - 49.68 33 -4.25 -4.41 - - - - - - - -

MYPT1_HUMAN PPP1R12A STGVSFWTQDSDENEQEQQSDpTEEGSNKKT873 NEW 87.58 49 0.83 0.43 - - - - - - - - - - - -
MYPT1_HUMAN PPP1R12A STGVSFWTQDSDENEQEQQSDTEEGpSNKKS877 NEW 87.58 49 0.83 0.43 - - - - - - - - - - - -

MYPT1_HUMAN PPP1R12A STGVSFWTQDSDENEQEQQpSDTEEGSNKKS871 ELM+Swissprot_similarity87.58 49 0.83 0.43 105.81 123 0.38 0.15 - - - - - - - -
MYPT1_HUMAN PPP1R12A TGpSYGALAEITASK S445 ELM+Swissprot 159.17 114 0.43 0.43 159.17 122 0.22 0.15 190.18 122 0.21 0.13 - - - -

MYPT1_HUMAN PPP1R12A SGpSYSYLEER S910 ELM+Swissprot 97.24 71 0.85 0.43 150.89 68 0.44 0.15 126.36 66 0.03 0.13 - - - -

MYST2_HUMAN MYST2 SpSGpSETEQVVDFSDR S100, S102 Swissprot, Swissprot130.95 63 0.15 0.29 130.95 74 0.10 -0.18 - - - - - - - -

MYST2_HUMAN MYST2 pSSGpSETEQVVDFSDR S99, S102 Swissprot, Swissprot130.95 63 0.15 0.29 - - - - - - - - - - - -

MYST2_HUMAN MYST2 LSQSSQDpSpSPVR S56, S57 Swissprot, ELM+Swissprot62.3 33 0.26 0.29 111.19 46 0.08 -0.18 - - - - - - - -

MYST2_HUMAN MYST2 LSQSSQDpSSPVR S56 Swissprot 75.38 57 -0.11 0.29 - - - - 67.31 62 0.20 -0.22 100.39 61 -0.29 -0.13
MYST2_HUMAN MYST2 QpTRpSpSGSETEQVVDFSDR T97, S99, S100NEW, Swissprot, Swissprot112.17 59 0.31 0.29 - - - - - - - - - - - -

MYST2_HUMAN MYST2 LSQSSQDSpSPVR S57 ELM+Swissprot 113.87 57 -0.11 0.29 127.99 59 -0.02 -0.18 67.31 58 -0.09 -0.22 100.39 61 -0.29 -0.13
MYST2_HUMAN MYST2 SQQQPTPVpTPK T88 ELM+Swissprot 45.48 42 0.40 0.29 67.31 47 0.32 -0.18 105.56 40 0.00 -0.22 67.31 44 0.04 -0.13

MYST2_HUMAN MYST2 QTRpSpSGpSETEQVVDFSDR S99, S100, S102Swissprot, Swissprot, Swissprot- - - - 71.8 48 0.13 -0.18 - - - - - - - -

MYST2_HUMAN MYST2 SSGpSETEQVVDFSDR S102 Swissprot - - - - 136.01 73 0.09 -0.18 - - - - 84.26 50 -0.03 -0.13

MYST2_HUMAN MYST2 SQQQPpTPVpTPK T85, T88 NEW, ELM+Swissprot- - - - - - - - 79.35 52 -0.91 -0.22 - - - -

MYST2_HUMAN MYST2 SQQQPpTPVTPK T85 NEW - - - - - - - - 56.01 40 0.00 -0.22 67.31 57 0.22 -0.13



MYST2_HUMAN MYST2 SQQQPpTPVpTPKK T85, T88 NEW, ELM+Swissprot- - - - - - - - - - - - 43.04 35 -1.62 -0.13

MYST3_HUMAN MYST3 SKDEEEDEEpSDDADDTPILKPVSLLR S1113 Swissprot 74.81 69 0.36 0.25 60.79 53 0.09 -0.02 - - - - - - - -

N4BP1_HUMAN N4BP1 AGpTPVSELTK T242 NEW - - - - - - - - 61.05 40 -0.44 -0.42 - - - -

N4BP2_HUMAN N4BP2 SpSPGEIVEER S751 NEW - - - - 126.36 44 -0.50 -0.66 158.61 56 -0.39 -0.38 - - - -

NAB2_HUMAN NAB2 SFpSPKpSPLELGEK S159, S162 Swissprot, Swissprot98.01 52 -0.12 0.00 - - - - 70.15 39 0.47 0.24 - - - -
NAB2_HUMAN NAB2 APpSPTAEQPPGGGDSAR S6 NEW - - - - - - - - - - - - 79.51 39 -0.18 -0.04

NACA_HUMAN NACA VQGEAVSNIQENTQTPTVQEEpSEEEEVDETGVEVKS166 ELM+Swissprot - - - - 140.55 90 0.41 2.72 - - - - 158.32 88 0.45 0.16

NADAP_HUMAN SLC4A1AP KMLGEDpSDEEEEMDTSER S312 ELM+Swissprot 51.74 47 0.10 0.33 85.98 37 -0.28 -0.22 - - - - - - - -

NADAP_HUMAN SLC4A1AP MLGEDpSDEEEEMDTSERK S312 ELM+Swissprot 132.25 62 0.20 0.33 - - - - - - - - - - - -

NADAP_HUMAN SLC4A1AP ETQTHENMSQLpSEEEQNK S712 Swissprot - - - - 48.06 35 0.00 -0.22 - - - - - - - -

NAF1_HUMAN NAF1 NDQEPPPEALDFpSDDEKEK S315 ELM+Swissprot 79.77 56 0.20 0.36 22.79 47 -0.04 -0.05 79.77 53 0.26 0.27 16.59 47 0.35 0.49
NAGK_HUMAN NAGK SLGLSLpSGGDQEDAGR S76 NEW 93.94 79 -0.21 0.14 69.06 57 0.08 -0.14 103.82 82 0.03 -0.07 - - - -

NASP_HUMAN NASP LVPpSQEETK S421 ELM+Swissprot 106.41 34 -0.08 0.18 91.73 42 -0.18 0.09 91.73 38 0.02 -0.04 65 36 -0.05 0.27
NASP_HUMAN NASP ATLVESSTSGFTPGGGGSSVpSMIApSR S692, S696 NEW, NEW - - - - 17.63 31 3.38 0.09 - - - - - - - -

NASP_HUMAN NASP ATLVESSTSGFTPGGGGpSSVSMIApSR S689, S696 NEW, NEW - - - - 17.63 31 3.38 0.09 - - - - - - - -

NASP_HUMAN NASP ATLVESSTSGFTPGGGGSpSVSMIApSR S690, S696 NEW, NEW - - - - 17.63 31 3.38 0.09 - - - - - - - -

NASP_HUMAN NASP GGAAPEGPNEAEVTSGKPEQEVPDAEEEKSVSGpTDVQEECRT248 NEW - - - - 41.13 40 -0.37 0.09 - - - - - - - -

NASP_HUMAN NASP GGAAPEGPNEAEVTSGKPEQEVPDAEEEKSVpSGTDVQEECRS246 NEW - - - - 41.13 40 -0.37 0.09 - - - - - - - -

NASP_HUMAN NASP SVpSGTDVQEECR S246 NEW - - - - 111.19 61 0.14 0.09 - - - - - - - -
NASP_HUMAN NASP LVPSQEETKLpSVEESEAAGDGVDTK S428 NEW - - - - 41.99 52 0.23 0.09 - - - - - - - -

NASP_HUMAN NASP LVPSQEEpTKLSVEESEAAGDGVDTK T425 NEW - - - - 41.99 52 0.23 0.09 - - - - - - - -

NASP_HUMAN NASP GGAAPEGPNEAEVTSGKPEQEVPDAEEEKpSVSGTDVQEECRS244 ELM+Swissprot - - - - 41.13 40 -0.37 0.09 - - - - - - - -

NASP_HUMAN NASP pSVSGTDVQEECR S244 ELM+Swissprot - - - - 60.79 48 -0.31 0.09 - - - - - - - -

NASP_HUMAN NASP LVPpSQEETKLSVEESEAAGDGVDTK S421 ELM+Swissprot - - - - 41.99 52 0.23 0.09 - - - - - - - -

NAT10_HUMAN NAT10 LDYLGVpSpYGLTPR S712, Y713 NEW, NEW 73.55 35 -4.98 1.28 - - - - - - - - - - - -

NAT10_HUMAN NAT10 TLpSDDLDEAAK S934 NEW - - - - 36.85 34 -0.12 -0.18 - - - - - - - -

NAV1_HUMAN NAV1 SIGpSPESTPK S760 NEW - - - - 73.26 41 -0.14 -0.30 49.68 36 -0.87 -0.85 - - - -
NAV3_HUMAN NAV3 SpSPVTVNQTDK S1190 NEW 89.76 40 0.42 0.90 - - - - - - - - - - - -

NAV3_HUMAN NAV3 AHSENEGTALPSADSCTpSPTK S654 NEW - - - - 60.78 61 -0.06 -0.22 - - - - - - - -

NAV3_HUMAN NAV3 QTIpSPGSTASK S542 NEW - - - - - - - - - - - - 36.85 33 -2.47 -2.33

NBEA_HUMAN NBEA ApSEKPGPGPGLEPQPVGLIAVGAAGGGGGGSGGGGTGGpSGMGELRS3, S40 NEW, NEW - - - - 5.86 33 5.54 5.38 - - - - - - - -

NBN_HUMAN NBN TTTPGPSLpSQGVSVDEK S343 ELM+Swissprot 100.11 106 0.23 0.38 119.94 82 0.36 -0.12 96.66 62 0.42 0.25 31 32 0.14 0.27

NBN_HUMAN NBN TTTPGPpSLSQGVSVDEK S341 NEW - - - - - - - - - - - - 31 32 0.14 0.27
NCBP1_HUMAN NCBP1 KpTSDANETEDHLESLICK T21 ELM+Swissprot_similarity78.04 34 0.06 0.88 119.71 54 0.01 -0.25 87.76 44 0.26 0.10 - - - -

NCBP1_HUMAN NCBP1 KTpSDANETEDHLESLICK S22 ELM+Swissprot_similarity78.04 34 0.06 0.88 119.71 54 0.01 -0.25 87.76 44 0.26 0.10 - - - -
NCBP1_HUMAN NCBP1 pTSDANETEDHLESLICK T21 ELM+Swissprot_similarity88.83 44 0.13 0.88 65 57 0.06 -0.25 130.95 53 0.62 0.10 111.87 64 0.23 0.18

NCBP1_HUMAN NCBP1 TpSDANETEDHLESLICK S22 ELM+Swissprot_similarity88.83 44 0.13 0.88 65 57 0.06 -0.25 130.95 53 0.62 0.10 111.87 64 0.23 0.18

NCKX4_HUMAN SLC24A4 LINSANGVpSSKPLQNGR S345 NEW 58.01 32 -0.24 -0.10 40.26 37 0.12 -0.04 40.26 37 0.34 0.35 40.26 37 -0.01 0.13

NCKX4_HUMAN SLC24A4 LINSANGVSpSKPLQNGR S346 NEW 58.01 32 -0.24 -0.10 40.26 37 0.12 -0.04 40.26 37 0.34 0.35 40.26 37 -0.01 0.13

NCOA2_HUMAN NCOA2 LLQDSSpSPVDLAK S699 Swissprot_similarity - - - - - - - - 119.47 51 -0.57 -0.20 - - - -

NCOA2_HUMAN NCOA2 LLQDSpSSPVDLAK S698 NEW - - - - - - - - 106.25 51 -0.57 -0.20 - - - -
NCOA5_HUMAN NCOA5 SSpTDpSLPGPISR T379, S381 NEW, Swissprot_similarity56.01 40 0.09 6.79 - - - - - - - - - - - -

NCOA5_HUMAN NCOA5 SpSTDSLPGPISR S378 NEW - - - - - - - - 127.99 60 0.21 0.20 - - - -

NCOA5_HUMAN NCOA5 SSpTDSLPGPISR T379 NEW - - - - - - - - 56.01 47 0.54 0.20 - - - -

NCOA7_HUMAN NCOA7 QDIMPEVDKQpSGpSPESR S500, S502 NEW, NEW - - - - - - - - - - - - 57.98 35 -0.23 -0.09

NCOAT_HUMAN MGEA5 ESIAESKSPEMpSMQEDCISDIAPMQTDEQTNKS515 NEW - - - - 29.82 40 -0.25 -0.20 - - - - - - - -

NCOAT_HUMAN MGEA5 ESIAESKpSPEMSMQEDCISDIAPMQTDEQTNKS511 NEW - - - - 29.82 40 -0.25 -0.20 - - - - - - - -

NCOAT_HUMAN MGEA5 ESIAEpSKSPEMSMQEDCISDIAPMQTDEQTNKS509 NEW - - - - 29.82 40 -0.25 -0.20 - - - - - - - -

NCOAT_HUMAN MGEA5 ESIAESKSPEMSMQEDCIpSDIAPMQTDEQTNKS522 NEW - - - - 29.82 40 -0.25 -0.20 - - - - - - - -
NCOR1_HUMAN NCOR1 HEAPpSSPISGQPCGDDQNApSPSK S157, S172 NEW, ELM+Swissprot73.92 60 -0.08 0.15 99.63 51 -0.05 -0.21 - - - - 96.6 71 -0.11 0.03

NCOR1_HUMAN NCOR1 HEAPSpSPISGQPCGDDQNApSPSK S158, S172 ELM+Swissprot, ELM+Swissprot73.92 60 -0.08 0.15 98.1 51 -0.05 -0.21 - - - - 96.6 71 -0.11 0.03

NCOR1_HUMAN NCOR1 AQLpSPGIYDDTSAR S1472 Swissprot - - - - - - - - 141.55 70 0.05 0.08 - - - -

NCOR2_HUMAN NCOR2 SGLEPApSSPSK S1973 NEW 94.59 35 0.19 0.30 57.59 38 0.09 -0.66 69.17 52 -0.04 0.06 81.51 47 0.04 0.46

NCOR2_HUMAN NCOR2 TSVLGGGEDGIEPVpSPPEGMTEPGHSR S2226 NEW 56.79 43 0.11 0.30 - - - - - - - - - - - -

NCOR2_HUMAN NCOR2 SGLEPASpSPSK S1974 ELM+Swissprot 94.59 35 0.19 0.30 57.59 38 0.09 -0.66 69.17 52 -0.04 0.06 81.51 47 0.04 0.46
NCOR2_HUMAN NCOR2 SLGYHGSpSYSPEGVEPVpSPVpSSPSLTHDKS2047, S2057, S2060NEW, ELM+Swissprot, NEW- - - - 44.84 39 -0.51 -0.66 - - - - - - - -

NCOR2_HUMAN NCOR2 SLGYHGpSSYSPEGVEPVpSPVpSSPSLTHDKS2046, S2057, S2060NEW, ELM+Swissprot, NEW- - - - 44.84 39 -0.51 -0.66 - - - - - - - -
NCOR2_HUMAN NCOR2 SLGYHGSpSYSPEGVEPVpSPVSpSPSLTHDKS2047, S2057, S2061NEW, ELM+Swissprot, ELM+Swissprot- - - - 44.84 39 -0.51 -0.66 - - - - - - - -

NCOR2_HUMAN NCOR2 SLGYHGpSSYSPEGVEPVpSPVSpSPSLTHDKS2046, S2057, S2061NEW, ELM+Swissprot, ELM+Swissprot- - - - 44.84 39 -0.51 -0.66 - - - - - - - -

NCOR2_HUMAN NCOR2 SGLEPASSPpSK S1976 NEW - - - - 57.59 38 0.09 -0.66 - - - - - - - -

NCOR2_HUMAN NCOR2 SLGYHGSSYpSPEGVEPVpSPVpSSPSLTHDKS2049, S2057, S2060ELM+Swissprot, ELM+Swissprot, NEW- - - - 44.84 39 -0.51 -0.66 - - - - - - - -

NCOR2_HUMAN NCOR2 SLGYHGSSYpSPEGVEPVpSPVSpSPSLTHDKS2049, S2057, S2061ELM+Swissprot, ELM+Swissprot, ELM+Swissprot- - - - 44.84 39 -0.51 -0.66 - - - - - - - -

NCOR2_HUMAN NCOR2 SPGNpTSQPPAFFSK T2265 NEW - - - - - - - - 68.56 66 0.34 0.06 - - - -
NDC1_HUMAN TMEM48 KLNpSPEETAFQpTPK S406, T414 ELM+Swissprot, ELM+Swissprot73.55 31 0.65 0.79 - - - - 53.05 48 -0.57 -0.48 - - - -

NDE1_HUMAN NDE1 NLVYDQpSPNR S282 ELM+Swissprot - - - - 71.15 39 -0.75 -0.46 73.26 42 -0.59 -0.14 - - - -
NDE1_HUMAN NDE1 GPSSSLNpTPGSFR T228 Swissprot - - - - - - - - 83.47 67 -0.99 -0.14 - - - -

NDE1_HUMAN NDE1 GLDDSTGGpTPLpTPAAR T243, T246 NEW, Swissprot_similarity- - - - - - - - 126.3 59 0.36 -0.14 - - - -

NDEL1_HUMAN NDEL1 GTENTFPpSPK S231 NEW - - - - - - - - 71.15 59 -0.41 -0.40 - - - -

NDRG1_HUMAN NDRG1 SRTASGpSpSVTSLDGTR S332, S333 NEW, NEW 73.55 57 1.09 1.71 - - - - - - - - - - - -

NDRG1_HUMAN NDRG1 SRTApSGpSSVTSLDGTR S330, S332 ELM+Swissprot, NEW73.55 57 1.09 1.71 - - - - - - - - - - - -

NDRG1_HUMAN NDRG1 SRTApSGSpSVTSLDGTR S330, S333 ELM+Swissprot, NEW73.55 57 1.09 1.71 - - - - - - - - - - - -
NDRG1_HUMAN NDRG1 TApSGSSVTSLDGTR S330 ELM+Swissprot 68.56 66 0.36 1.71 101.78 80 -0.07 -0.07 127.75 98 -0.31 -0.37 79.77 51 -0.83 0.71

NDRG1_HUMAN NDRG1 SRpTApSGSSVTSLDGTR T328, S330 ELM+Swissprot, ELM+Swissprot- - - - 106.25 74 -0.10 -0.07 78.04 72 -0.85 -0.37 41.99 56 -0.75 0.71

NDRG1_HUMAN NDRG1 TASGSpSVTpSLDGTR S333, S336 NEW, ELM+Swissprot- - - - - - - - 76.39 41 -0.30 -0.37 - - - -

NDRG2_HUMAN NDRG2 TApSLTSAASVDGNR S332 ELM+Swissprot_similarity- - - - 103.96 75 -0.09 -0.24 101.78 79 0.10 -0.22 - - - -

NDRG3_HUMAN NDRG3 SVTSNQSDGTQESCEpSPDVLDR S361 NEW - - - - 136.11 83 -0.41 -0.08 148.55 44 -0.60 -0.01 136.11 83 -1.53 -0.30

NDST3_HUMAN NDST3 TFLpSSYYR S840 NEW 16.1 32 -0.63 -0.49 - - - - - - - - - - - -
NDST3_HUMAN NDST3 TFLSpSYYR S841 NEW 16.1 32 -0.63 -0.49 - - - - - - - - - - - -

NEBU_HUMAN NEB pTQVHIMPDTPEIMLARQNK T3218 NEW 4.38 32 1.88 2.02 - - - - - - - - - - - -
NED4L_HUMAN NEDD4L SLpSSPTVTLSAPLEGAK S448 ELM+Swissprot 163.49 103 0.25 1.92 101.93 66 0.34 -0.13 109.94 120 0.07 0.23 - - - -

NED4L_HUMAN NEDD4L TpSPQELSEELSR S303 NEW - - - - 54.51 34 -0.35 -0.13 - - - - - - - -

NED4L_HUMAN NEDD4L DTLSNPQpSPQPpSPYNpSPKPQHK S479, S483, S487ELM+Swissprot, ELM+Swissprot, ELM+Swissprot- - - - - - - - - - - - 93.44 50 -1.09 -0.96

NEDD1_HUMAN NEDD1 pTLVADpTPLpTAVDFMPDGATLAIGSSRGKT244, T249, T252NEW, NEW, NEW - - - - 5.82 31 -6.63 -1.23 - - - - - - - -

NEDD1_HUMAN NEDD1 TLVADTPLTAVDFMPDGApTLAIGpSpSRGKT262, S267, S268NEW, NEW, NEW - - - - 5.82 31 -6.63 -1.23 - - - - - - - -

NEDD1_HUMAN NEDD1 LVTSGAESGNLNTpSPSSNQTR S516 NEW - - - - 139.18 48 -0.09 -1.23 - - - - - - - -
NEK1_HUMAN NEK1 TCpSLPDLSK S1052 NEW - - - - 109.99 46 0.08 -0.08 - - - - - - - -

NELFB_HUMAN COBRA1 KPSPAQAAEpTPALELPLPSVPAPAPL T564 NEW 21.25 36 0.06 0.12 - - - - - - - - - - - -
NELFB_HUMAN COBRA1 KPpSPAQAAETPALELPLPSVPAPAPL S557 ELM+Swissprot - - - - 113.57 76 0.17 0.01 - - - - - - - -

NELFE_HUMAN RDBP SIpSADDDLQESSR S115 ELM+Swissprot 194.36 84 0.06 0.23 178.19 94 0.22 -0.12 133.28 111 0.09 -0.13 178.19 104 0.12 0.05

NELFE_HUMAN RDBP SVWGSLAVQNpSPK S353 ELM+Swissprot - - - - 95.76 45 -0.40 -0.12 178.19 98 -0.46 -0.13 - - - -

NEP1_HUMAN EMG1 ERpSGGEQAQDWDALPPK S14 NEW - - - - 59.35 39 -0.63 0.24 - - - - - - - -

NEST_HUMAN NES QEASTGQpSPEDHASLAPPLpSPDHSSLEAKS459, S471 NEW, NEW 17.92 33 0.27 0.16 30.87 33 0.30 -0.19 - - - - 70.62 37 -0.14 0.22



NEST_HUMAN NES QEASTGQSPEDHApSLAPPLpSPDHSSLEAKS465, S471 NEW, NEW 17.92 33 0.27 0.16 36.54 43 0.23 -0.19 - - - - - - - -

NEST_HUMAN NES TALETESQDpSAEPpSGSEEESDPVSLEREDKS1492, S1496 NEW, NEW 118.59 109 0.09 0.16 - - - - - - - - 132.09 107 0.43 0.22

NEST_HUMAN NES TALETESQDSAEPpSGpSEEESDPVSLEREDKS1496, S1498 NEW, NEW 35.94 42 0.24 0.16 89.74 100 0.19 -0.19 101.32 112 -0.25 -0.16 - - - -

NEST_HUMAN NES LGSLLPVLSPTpSLPSPLPATLETPVPAFLKS355 NEW 86.03 57 0.04 0.16 - - - - - - - - - - - -

NEST_HUMAN NES LGSLLPVLpSPTSLPSPLPATLETPVPAFLKS352 NEW 86.03 57 0.04 0.16 - - - - - - - - - - - -
NEST_HUMAN NES QEASTGQSPEDHASLAPPLpSPDHSSLEAKS471 NEW 15.8 38 0.19 0.16 87.23 79 0.11 -0.19 35.06 62 0.00 -0.16 107.47 68 0.33 0.22

NEST_HUMAN NES ENQECPRpSLEEDLETLK S578 NEW 91.57 41 0.22 0.16 54.21 33 0.24 -0.19 - - - - - - - -

NEST_HUMAN NES WGPGpSSVGSLQALSSSQR S1441 NEW 142.65 91 0.09 0.16 128.02 115 0.25 -0.19 - - - - - - - -

NEST_HUMAN NES WGPGSpSVGSLQALSSSQR S1442 NEW 116.07 91 0.09 0.16 169.01 115 0.25 -0.19 - - - - 36.43 57 0.28 0.22

NEST_HUMAN NES LGSLLPVLSPpTSLPSPLPATLETPVPAFLKT354 ELM+Swissprot 86.03 57 0.04 0.16 - - - - - - - - - - - -

NEST_HUMAN NES ENQEPLRpSPEVGDEEALRPLTK S680 ELM+Swissprot 32.34 61 0.06 0.16 35.34 41 -0.15 -0.19 116.07 72 -0.13 -0.16 95.03 67 -0.10 0.22
NEST_HUMAN NES QEASpTGQpSPEDHASLAPPLpSPDHSSLEAKT456, S459, S471NEW, NEW, NEW - - - - 77.69 38 -1.16 -0.19 - - - - - - - -

NEST_HUMAN NES QEApSpTGQSPEDHASLAPPLpSPDHSSLEAKS455, T456, S471NEW, NEW, NEW - - - - 77.69 38 -1.16 -0.19 - - - - - - - -
NEST_HUMAN NES QEApSTGQpSPEDHASLAPPLpSPDHSSLEAKS455, S459, S471NEW, NEW, NEW - - - - 77.69 38 -1.16 -0.19 - - - - - - - -

NEST_HUMAN NES TALETESQDpSAEPSGpSEEEpSDPVSLERS1492, S1498, S1502NEW, NEW, NEW - - - - 81.16 32 1.09 -0.19 - - - - - - - -

NEST_HUMAN NES TALETEpSQDSAEPpSGpSEEESDPVSLERS1489, S1496, S1498NEW, NEW, NEW - - - - 87.58 54 0.98 -0.19 - - - - - - - -

NEST_HUMAN NES TALETEpSQDSAEPSGpSEEEpSDPVSLERS1489, S1498, S1502NEW, NEW, NEW - - - - 81.16 32 1.09 -0.19 - - - - - - - -

NEST_HUMAN NES TALETESQDpSAEPpSGpSEEESDPVSLEREDKS1492, S1496, S1498NEW, NEW, NEW - - - - 46 85 0.64 -0.19 89.74 67 -0.55 -0.16 - - - -

NEST_HUMAN NES QEApSTGQSPEDHASLAPPLpSPDHSSLEAKS455, S471 NEW, NEW - - - - 30.87 33 0.30 -0.19 - - - - 70.62 39 -0.06 0.22
NEST_HUMAN NES QEASpTGQSPEDHASLAPPLpSPDHSSLEAKT456, S471 NEW, NEW - - - - 30.87 33 0.30 -0.19 - - - - 70.62 37 -0.14 0.22

NEST_HUMAN NES TALETESQDSAEPpSGpSEEESDPVSLER S1496, S1498 NEW, NEW - - - - 119.94 45 0.35 -0.19 - - - - - - - -

NEST_HUMAN NES LGSLLPVLpSPpTSLPpSPLPATLETPVPAFLKS352, T354, S358NEW, ELM+Swissprot, NEW- - - - 144.26 68 -0.46 -0.19 - - - - - - - -

NEST_HUMAN NES TLLEAENpSRLQpTPGGGSK S311, T315 NEW, ELM - - - - 101.78 41 -4.00 -0.19 - - - - - - - -

NEST_HUMAN NES TSLpSFQDPK S325 NEW - - - - 106.41 40 -3.12 -0.19 77.93 38 -2.81 -0.16 - - - -

NEST_HUMAN NES LGSLLPVLSPTSLPpSPLPATLETPVPAFLKS358 NEW - - - - 67.56 54 0.00 -0.19 - - - - - - - -

NEST_HUMAN NES TPTLASTPIPPTPQAPpSPAVDAEIR S398 NEW - - - - 115.19 40 -1.39 -0.19 - - - - - - - -

NEST_HUMAN NES TLENQpSHETLER S564 NEW - - - - 35.78 32 -3.26 -0.19 - - - - - - - -
NEST_HUMAN NES ENQEPLRpSLEDENK S702 NEW - - - - 93.62 31 -0.04 -0.19 - - - - - - - -

NEST_HUMAN NES SLGAWNLENLRpSPEEVDK S905 NEW - - - - 126.3 42 -0.61 -0.19 98.36 44 -0.04 -0.16 - - - -

NEST_HUMAN NES TALETEpSQDpSAEPpSGpSEEESDPVSLEREDKS1489, S1492, S1496, S1498NEW, NEW, NEW, NEW- - - - - - - - 53.23 70 -0.42 -0.16 - - - -

NEST_HUMAN NES TALETEpSQDSAEPpSGpSEEESDPVSLEREDKS1489, S1496, S1498NEW, NEW, NEW - - - - - - - - 89.74 55 -0.63 -0.16 - - - -

NEST_HUMAN NES TALETESQDpSAEPSGpSEEESDPVSLEREDKS1492, S1498 NEW, NEW - - - - - - - - 101.32 112 -0.25 -0.16 - - - -

NEST_HUMAN NES TpSLSFQDPK S323 NEW - - - - - - - - 77.93 38 -2.81 -0.16 - - - -
NEST_HUMAN NES LELQFPRpTPEGR T338 NEW - - - - - - - - 111.19 63 -0.23 -0.16 - - - -

NEST_HUMAN NES pSLGEEIQESLK S548 NEW - - - - - - - - 44.23 34 -0.88 -0.16 - - - -
NEST_HUMAN NES LLEEENQEpSLR S891 NEW - - - - - - - - 116.7 63 -1.06 -0.16 - - - -

NEXN_HUMAN NEXN EMLApSDDEEDVSSK S80 ELM+Swissprot 93.62 41 0.35 0.25 65.6 37 0.64 -0.03 - - - - 124.99 56 0.99 0.50

NEXN_HUMAN NEXN EMLApSDDEEDVSSKVEK S80 ELM+Swissprot 108.66 62 -0.10 0.25 105.78 79 -0.13 -0.03 - - - - 40.26 55 -0.26 0.50

NEXN_HUMAN NEXN TIpSQEFLTPGK S365 ELM+Swissprot 134.56 49 0.32 0.25 71.15 43 0.06 -0.03 - - - - - - - -

NF1_HUMAN NF1 GSEGYLAATYPTVGQpTSPR T2514 Swissprot_similarity - - - - 139.18 92 0.04 -0.12 128.58 100 0.06 0.07 139.18 89 -0.05 0.09

NF1_HUMAN NF1 ENVELpSPTTGHCNSGR S2802 NEW - - - - 103.96 52 -0.14 -0.12 - - - - - - - -
NF1_HUMAN NF1 SNSGLATYpSPPMGPVSER S864 ELM+Swissprot - - - - 155.62 93 -0.32 -0.12 - - - - - - - -

NF1_HUMAN NF1 GSEGYLAATYPTVGQTpSPR S2515 ELM+Swissprot - - - - 139.18 92 0.04 -0.12 128.58 100 0.06 0.07 - - - -

NFAC1_HUMAN NFATC1 GLGACTLLGpSPR S233 NEW - - - - 154.47 76 0.17 0.01 - - - - - - - -

NFIC_HUMAN NFIC SPFNpSPpSPQDSPR S337, S339 Swissprot_similarity, ELM+Swissprot44.23 35 0.12 0.26 - - - - - - - - - - - -

NFIC_HUMAN NFIC NWTEDMEGGIpSSPVKK S322 NEW 70.15 35 0.45 0.26 45.87 37 0.19 -0.04 - - - - - - - -

NFIC_HUMAN NFIC SPFNSPpSPQDSPR S339 ELM+Swissprot 95.76 87 -0.10 0.26 71.8 73 0.16 -0.04 50.46 47 0.64 0.17 83.47 55 -0.06 -0.03

NFIC_HUMAN NFIC pSPFNSPpSPQDSPR S333, S339 ELM+Swissprot, ELM+Swissprot- - - - 39.82 35 0.13 -0.04 - - - - - - - -

NFIC_HUMAN NFIC NWTEDMEGGISpSPVK S323 ELM+Swissprot - - - - 169.28 69 -0.05 -0.04 115.96 55 0.52 0.17 81.03 54 -0.28 -0.03
NFIC_HUMAN NFIC NWTEDMEGGISpSPVKK S323 ELM+Swissprot - - - - 45.87 37 0.19 -0.04 - - - - - - - -

NFIC_HUMAN NFIC TLPSTpSSSGSK S275 NEW - - - - - - - - 45.48 39 -1.15 0.17 - - - -

NFIC_HUMAN NFIC TLPSTSpSSGSK S276 NEW - - - - - - - - 45.48 39 -1.15 0.17 - - - -

NFIC_HUMAN NFIC TLPSTSSpSGSK S277 NEW - - - - - - - - 45.48 39 -1.15 0.17 - - - -

NFIC_HUMAN NFIC NWTEDMEGGIpSSPVK S322 NEW - - - - - - - - 115.96 55 0.52 0.17 - - - -

NFKB1_HUMAN NFKB1 TTSQAHpSLPLpSPASTR S903, S907 ELM+Swissprot, ELM+Swissprot- - - - 53.09 33 0.10 -0.16 32.02 36 0.46 0.25 - - - -
NFKB2_HUMAN NFKB2 QTTpSPSGSLLR S812 NEW - - - - - - - - 122.92 35 -0.17 0.05 - - - -

NFKB2_HUMAN NFKB2 QTpTSPSGSLLR T811 NEW - - - - - - - - 56.01 35 -0.17 0.05 - - - -
NFRKB_HUMAN NFRKB AVSTVVVTTAPpSPK S1291 NEW - - - - - - - - 56.67 36 -0.17 -0.16 - - - -

NFS1_HUMAN NFS1 EIIFpTSGATESNNIAIK T124 NEW - - - - 6.79 36 -2.78 -0.63 - - - - - - - -

NFS1_HUMAN NFS1 EIIFTSGApTESNNIAIK T128 NEW - - - - 6.79 36 -2.78 -0.63 - - - - - - - -

NFS1_HUMAN NFS1 EIIFTpSGATESNNIAIK S125 NEW - - - - 6.79 36 -2.78 -0.63 - - - - - - - -

NHERF_HUMAN SLC9A3R1 EALAEAALEpSPRPALVR S280 ELM+Swissprot 62.87 59 0.04 0.27 100.11 49 -0.74 0.12 78.04 54 -0.44 0.53 - - - -

NHERF_HUMAN SLC9A3R1 LVEPGpSPAEK S46 NEW - - - - - - - - 86.27 43 -0.72 0.53 - - - -
NHLC2_HUMAN NHLRC2 LDLPpSGSK S624 NEW - - - - - - - - 16.76 36 -0.56 -0.54 - - - -

NHLC2_HUMAN NHLRC2 LDLPSGpSK S626 NEW - - - - - - - - 16.76 36 -0.56 -0.54 - - - -
NHS_HUMAN NHS ATpTPSLPSVDNEFK T976 NEW - - - - - - - - 89.63 43 0.00 -0.14 - - - -

NIBL1_HUMAN FAM129B AAPEASpSPPApSPLQHLLPGK S679, S683 ELM+Swissprot, ELM+Swissprot84.24 43 -0.10 -0.01 163.84 57 -0.19 -0.28 130.1 57 -0.10 -0.33 98.36 44 -0.37 -0.25

NIBL1_HUMAN FAM129B AAPEApSSPPASPLQHLLPGK S678 ELM+Swissprot 76.62 32 -0.13 -0.01 54.79 32 0.29 -0.28 - - - - - - - -

NIBL1_HUMAN FAM129B AAPEASpSPPASPLQHLLPGK S679 ELM+Swissprot 76.62 32 -0.13 -0.01 54.79 32 0.29 -0.28 - - - - - - - -

NIBL1_HUMAN FAM129B GLLAQGLRPEpSPPPAGPLLNGAPAGEpSPQPKS652, S668 ELM+Swissprot, ELM+Swissprot- - - - 110.79 95 -0.03 -0.28 - - - - 46.77 49 -0.40 -0.25

NIPA_HUMAN ZC3HC1 SWDSSSPVDRPEPEAApSPTTR S370 Swissprot_similarity126.01 38 0.06 0.01 - - - - - - - - - - - -
NIPA_HUMAN ZC3HC1 SQDATFpSPGSEQAEKpSPGPIVSR S335, S344 NEW, NEW 67.88 37 -0.03 0.01 69.02 56 0.06 -0.31 49.83 44 -0.09 0.70 60.35 52 -0.50 0.04

NIPA_HUMAN ZC3HC1 SQDATFSPGpSEQAEKpSPGPIVSR S338, S344 NEW, NEW 67.88 50 0.13 0.01 87.24 56 0.06 -0.31 49.83 55 0.10 0.70 - - - -

NIPA_HUMAN ZC3HC1 SQDATFpSPGSEQAEK S335 NEW 175.58 123 0.12 0.01 161.03 92 0.20 -0.31 194.31 115 2.01 0.70 161.03 80 0.30 0.04

NIPA_HUMAN ZC3HC1 SMGTGDTPGLEVPpSSPLRK S394 NEW 90.47 44 -0.06 0.01 64.21 47 -0.11 -0.31 - - - - 34.54 33 0.20 0.04

NIPA_HUMAN ZC3HC1 SWDSSpSPVDRPEPEAApSPTTR S359, S370 NEW, Swissprot_similarity- - - - 96.66 43 -0.09 -0.31 - - - - - - - -

NIPA_HUMAN ZC3HC1 SWDSpSSPVDRPEPEAApSPTTR S358, S370 NEW, Swissprot_similarity- - - - 96.66 43 -0.09 -0.31 - - - - - - - -
NIPA_HUMAN ZC3HC1 SQDATFpSPGpSEQAEK S335, S338 NEW, NEW - - - - 125.18 55 0.31 -0.31 43.85 52 0.95 0.70 - - - -

NIPA_HUMAN ZC3HC1 SQDATFpSPGpSEQAEKSPGPIVSR S335, S338 NEW, NEW - - - - - - - - 55.41 44 -0.09 0.70 60.35 52 -0.50 0.04
NIPA_HUMAN ZC3HC1 SMGTGDpTPGLEVPpSSPLRK T387, S394 NEW, NEW - - - - - - - - 105.78 43 -0.71 0.70 69.06 40 -2.28 0.04

NIPBL_HUMAN NIPBL AITSLLGGGpSPK S2658 ELM+Swissprot 124.99 70 0.01 2.70 154.47 78 -0.07 -0.11 154.47 74 0.00 0.54 85.46 65 -0.05 0.09

NIPBL_HUMAN NIPBL YAEIpSpSDEDNDpSDEAFESSRK S1089, S1090, S1096Swissprot, Swissprot, Swissprot- - - - 69.06 53 0.53 -0.11 - - - - - - - -

NIPBL_HUMAN NIPBL GSRPPLILQSQSLPCSpSPR S306 NEW - - - - 84.24 42 -0.34 -0.11 - - - - - - - -

NIPBL_HUMAN NIPBL AAMYDIISpSPSK S350 NEW - - - - 116.7 58 -0.07 -0.11 131.17 76 0.16 0.54 - - - -

NIPBL_HUMAN NIPBL NAASFPLRpSPQPVCpSPAGSEGTPK S274, S280 NEW, Swissprot_similarity- - - - - - - - 78.77 45 0.18 0.54 - - - -
NIPBL_HUMAN NIPBL DVPPDILLDpSPERK S318 ELM+Swissprot - - - - - - - - 89.63 42 0.29 0.54 - - - -

NKAP_HUMAN NKAP IGELGAPEVWGLpSPK S149 ELM+Swissprot 84.26 45 0.08 0.22 84.26 50 0.05 1.96 - - - - 64.21 44 0.06 0.20
NKAP_HUMAN NKAP ILApSFR S400 NEW - - - - 23.76 31 2.94 1.96 - - - - - - - -

NKTR_HUMAN NKTR ILIPpSDIESSK S463 NEW - - - - 45.48 33 -0.17 -0.21 89.76 64 0.02 0.03 - - - -

NLF3_HUMAN FAM148C ESLFHSEHGALAQVGpSPGAGR S178 NEW 17.92 38 1.05 0.20 - - - - - - - - - - - -

NMD3_HUMAN NMD3 DSAIPVEpSDTDDEGAPR S468 ELM+Swissprot 121.98 84 0.27 0.20 100.11 81 -0.10 -0.21 - - - - - - - -

NMD3_HUMAN NMD3 DSAIPVEpSDpTDDEGAPR S468, T470 ELM+Swissprot, ELM+Swissprot- - - - - - - - 206.91 82 0.51 -0.01 88.83 47 1.07 0.53



NMD3_HUMAN NMD3 DSAIPVESDpTDDEGAPR T470 ELM+Swissprot - - - - - - - - 147.4 67 -0.36 -0.01 - - - -

NMDE2_HUMAN GRIN2B SQKSPPSIGIAVILVGpTSDEVAIK T44 NEW - - - - 9.06 31 -2.76 -2.92 - - - - - - - -

NMDE2_HUMAN GRIN2B SQKSPPSIGIAVILVGTpSDEVAIK S45 NEW - - - - 9.06 31 -2.76 -2.92 - - - - - - - -

NMT1_HUMAN NMT1 GGLpSPANDTGAK S47 ELM+Swissprot 102.9 69 0.21 0.27 116.7 85 0.00 -0.07 116.7 99 0.11 0.10 131.17 96 -0.12 -0.11

NOB1_HUMAN NOB1 KDDpSDDDGGGWITPSNIK S201 ELM+Swissprot 115.96 36 0.41 0.56 - - - - - - - - - - - -
NOC2L_HUMAN NOC2L DLFDLNpSpSEEDDTEGFSER S672, S673 ELM+Swissprot, ELM144.98 82 0.87 1.18 144.98 65 0.46 1.04 134.47 75 -0.59 0.21 - - - -

NOC2L_HUMAN NOC2L EAARpSPDKPGGpSPSASR S49, S56 ELM+Swissprot, ELM+Swissprot- - - - - - - - 20.1 64 -0.31 0.21 55.41 50 -0.13 0.00

NOC2L_HUMAN NOC2L EAARpSPDKPGGSPSASR S49 ELM+Swissprot - - - - - - - - 56.01 44 -0.29 0.21 43.85 43 0.12 0.00

NOL1_HUMAN NOP2 GPQPPTVpSPIR S786 Swissprot 79.35 68 0.19 0.27 79.35 77 -0.10 0.17 56.01 74 0.03 0.00 105.56 66 -0.24 0.26

NOL1_HUMAN NOP2 EAAAGIQWpSEEEpTEDEEEEK S181, T185 ELM+Swissprot, ELM+Swissprot74.81 33 1.27 0.27 - - - - - - - - - - - -

NOL1_HUMAN NOP2 GTDTQTPAVLpSPSK S732 ELM+Swissprot 142.76 88 0.12 0.27 113.87 90 -0.15 0.17 139.42 83 -0.10 0.00 127.75 97 -0.49 0.26
NOL1_HUMAN NOP2 QNDpTPKGPQPPTVpSPIR T776, S786 NEW, Swissprot - - - - 78.04 36 -0.45 0.17 78.04 51 -0.68 0.00 - - - -

NOL1_HUMAN NOP2 EAAAGIQWpSEEEpTEDEEEEKEVTPESGPPKS181, T185 ELM+Swissprot, ELM+Swissprot- - - - 53.23 34 0.46 0.17 - - - - - - - -
NOL1_HUMAN NOP2 pSPEAKPLPGK S67 Swissprot - - - - - - - - 83.81 38 -0.16 0.00 - - - -

NOL1_HUMAN NOP2 QNDpTPKGPQPPpTVSPIR T776, T784 NEW, NEW - - - - - - - - 78.04 51 -0.68 0.00 - - - -

NOL1_HUMAN NOP2 LGpSVEAPK S58 ELM+Swissprot - - - - - - - - 83.38 48 -0.35 0.00 - - - -

NOL5_HUMAN NOP58 HIKEEPLpSEEEPCTSTAIApSPEK S502, S514 ELM+Swissprot, ELM+Swissprot98.36 78 0.06 0.27 85.72 92 -0.47 -0.24 80.08 85 -0.65 -0.21 81.42 55 -0.39 0.21

NOL5_HUMAN NOP58 EEPLpSEEEPCTSTAIApSPEK S502, S514 ELM+Swissprot, ELM+Swissprot61.59 31 0.30 0.27 - - - - - - - - - - - -

NOL5_HUMAN NOP58 HIKEEPLSEEEPCTSTAIApSPEK S514 ELM+Swissprot 53.79 72 -0.01 0.27 - - - - - - - - 72.63 67 0.19 0.21
NOL5_HUMAN NOP58 HIKEEPLpSEEEPCTSTAIASPEK S502 ELM+Swissprot 51.88 44 -0.26 0.27 53.79 31 -0.79 -0.24 85.72 63 -0.67 -0.21 - - - -

NOL5_HUMAN NOP58 HIKEEPLSEEEPCpTSTAIASPEK T508 NEW - - - - 11.92 31 -0.79 -0.24 - - - - - - - -

NOL5_HUMAN NOP58 EEPLpSEEEPCTSTAIApSPEKK S502, S514 ELM+Swissprot, ELM+Swissprot- - - - 66.49 50 -0.02 -0.24 - - - - 28.02 36 0.48 0.21

NOL5A_HUMAN NOP56 FSKEEPVpSpSGPEEAVGK S569, S570 Swissprot, Swissprot81.57 70 0.45 0.72 65.6 84 -0.08 -0.17 99.69 76 0.22 0.80 62.3 56 -0.34 0.40

NOL5A_HUMAN NOP56 EEPVSpSGPEEAVGK S570 Swissprot 99.69 32 0.15 0.72 147.66 69 0.05 -0.17 - - - - 65.6 35 0.43 0.40

NOL5A_HUMAN NOP56 SFpSKEELMpSSDLEETAGSTSIPK S513, S519 NEW, ELM+Swissprot34.41 34 -0.19 0.72 - - - - - - - - - - - -

NOL5A_HUMAN NOP56 SFpSKEELMSpSDLEETAGSTSIPK S513, S520 NEW, ELM+Swissprot34.41 34 -0.19 0.72 - - - - - - - - - - - -

NOL5A_HUMAN NOP56 SFSKEELMpSpSDLEETAGSTSIPK S519, S520 ELM+Swissprot, ELM+Swissprot34.41 34 -0.19 0.72 37.88 36 0.27 -0.17 26.3 34 0.29 0.80 - - - -
NOL5A_HUMAN NOP56 EELMpSpSDLEETAGSTSIPK S519, S520 ELM+Swissprot, ELM+Swissprot55.41 34 0.45 0.72 - - - - - - - - - - - -

NOL5A_HUMAN NOP56 LAALALASSENSSpSpTPEECEEMSEKPK S467, T468 Swissprot_similarity, Swissprot_similarity- - - - 37.14 34 -0.97 -0.17 - - - - - - - -

NOL5A_HUMAN NOP56 FSKEEPVpSSGPEEAVGK S569 Swissprot - - - - 68.56 48 0.32 -0.17 - - - - - - - -

NOL5A_HUMAN NOP56 FSKEEPVSpSGPEEAVGK S570 Swissprot - - - - 68.56 48 0.32 -0.17 - - - - - - - -

NOL5A_HUMAN NOP56 EELMSpSDLEETAGSTSIPK S520 ELM+Swissprot - - - - 114.22 77 0.04 -0.17 - - - - - - - -

NOL5A_HUMAN NOP56 EEPVpSpSGPEEAVGK S569, S570 Swissprot, Swissprot- - - - - - - - 152.78 58 0.69 0.80 - - - -
NOL5A_HUMAN NOP56 EEPVpSSGPEEAVGK S569 Swissprot - - - - - - - - - - - - 65.6 35 0.43 0.40

NOL6_HUMAN NOL6 EVQpSPEGMISLR S811 ELM+Swissprot - - - - 87.55 34 -1.26 -0.43 - - - - - - - -
NOL8_HUMAN NOL8 FLEpTDpSEEEQEEVNEK T888, S890 ELM+Swissprot, ELM+Swissprot95.76 45 -1.39 -1.25 - - - - 210.49 102 0.29 0.10 - - - -

NOL8_HUMAN NOL8 SpSPVPVSDTQK S268 NEW - - - - - - - - 134.56 41 -0.52 0.10 - - - -

NOL8_HUMAN NOL8 NSpSPGEASLLEK S1099 ELM+Swissprot - - - - - - - - 92.11 53 0.01 0.10 - - - -

NOLC1_HUMAN NOLC1 VADNpSFDAK S643 ELM+Swissprot 41.85 32 -2.00 0.65 121.97 74 -3.46 -0.33 121.97 74 -3.50 -0.34 31.72 44 -4.17 0.07

NOLC1_HUMAN NOLC1 GGSISVQVNSIKFDpSE S698 ELM+Swissprot 155.24 107 1.00 0.65 152.52 107 0.08 -0.33 - - - - 166.33 81 0.73 0.07

NOLC1_HUMAN NOLC1 LQTPNpTFPK T610 ELM+Swissprot - - - - 40.47 62 -0.63 -0.33 - - - - - - - -
NOLC1_HUMAN NOLC1 pSPAVKPAAAPK S397 Swissprot - - - - - - - - 65.55 48 -0.84 -0.34 - - - -

NOLC1_HUMAN NOLC1 VAGGAAPSKPApSAK S508 Swissprot - - - - - - - - 99.69 94 -0.96 -0.34 76.39 56 -2.69 0.07

NOLC1_HUMAN NOLC1 AAVVVSKpSGpSLK S580, S582 NEW, NEW - - - - - - - - 44.23 49 -4.42 -0.34 - - - -

NOLC1_HUMAN NOLC1 IpTPVTVK T188 NEW - - - - - - - - 78.12 39 -0.75 -0.34 - - - -

NOLC1_HUMAN NOLC1 AAESpSSDSSDSDSSEDDEAPSKPAGTTK S362 NEW - - - - - - - - 140.13 113 0.20 -0.34 - - - -

NOLC1_HUMAN NOLC1 AAESSpSDSSDSDSSEDDEAPSKPAGTTK S363 NEW - - - - - - - - 140.13 113 0.20 -0.34 - - - -

NOLC1_HUMAN NOLC1 LQpTPNpTFPK T607, T610 ELM+Swissprot, ELM+Swissprot- - - - - - - - 75.51 48 -0.50 -0.34 77.93 32 -2.54 0.07

NOLC1_HUMAN NOLC1 LQpTPNTFPK T607 ELM+Swissprot - - - - - - - - 91.73 58 -0.57 -0.34 52.96 42 -2.65 0.07
NONO_HUMAN NONO FGQAATMEGIGAIGGpTPPAFNR T450 ELM+Swissprot 80.08 53 0.30 0.52 212.9 119 -0.66 -0.18 252.56 133 -0.40 0.03 290 98 -1.66 0.20

NOVA1_HUMAN NOVA1 QTLPpSSPTTTK S156 NEW - - - - - - - - 71.15 40 -0.10 -0.08 - - - -

NP1L1_HUMAN NAP1L1 LDGLVEpTPTGYIESLPR T62 ELM+Swissprot - - - - 134.47 68 1.01 -0.02 119.94 73 -3.07 -0.38 - - - -

NP1L4_HUMAN NAP1L4 EFITGDVEPTDAESEWHpSENEEEEK S125 ELM+Swissprot 185.98 87 0.10 0.22 185.98 100 -0.05 -0.25 142.14 88 -0.23 -0.01 175.37 96 0.14 -0.02

NPM_HUMAN NPM1 DELHIVEAEAMNYEGpSPIK S70 ELM+Swissprot 44.84 35 0.40 1.17 - - - - - - - - - - - -

NPM_HUMAN NPM1 CGSGPVHISGQHLVAVEEDAEpSEDEEEEDVKS125 ELM+Swissprot 22.13 138 3.62 1.17 5.17 108 0.00 -0.04 33.77 117 -1.23 -0.38 69.02 135 0.24 0.21
NPM_HUMAN NPM1 MQApSIEK S254 ELM+Swissprot 63.74 33 0.12 1.17 50.52 37 -0.96 -0.04 50.52 39 -0.53 -0.38 - - - -

NPM_HUMAN NPM1 CGpSGPVHISGQHLVAVEEDAESEDEEEEDVKS106 Swissprot_similarity - - - - 5.17 108 0.00 -0.04 - - - - - - - -
NPM_HUMAN NPM1 GPSpSVEDIK S243 NEW - - - - 77.93 40 0.67 -0.04 91.73 42 -0.27 -0.38 - - - -

NPM_HUMAN NPM1 TVSLGAGAKDELHIVEAEAMNYEGpSPIK S70 ELM+Swissprot - - - - 6.43 59 0.86 -0.04 - - - - - - - -

NPM_HUMAN NPM1 DELHIVEAEAMNYEGpSPIKVTLATLK S70 ELM+Swissprot - - - - 106.25 72 -0.02 -0.04 - - - - - - - -

NPM_HUMAN NPM1 LLpSISGK S137 Swissprot - - - - - - - - 78.12 41 -1.26 -0.38 - - - -

NR2C2_HUMAN NR2C2 IQIVTAVDASGpSPK S46 NEW 112.17 92 0.18 0.33 87.76 73 0.11 -0.03 - - - - - - - -

NR2C2_HUMAN NR2C2 IQIISTDSAVApSPQR S19 NEW - - - - 128.58 102 -0.14 -0.03 - - - - - - - -
NR2C2_HUMAN NR2C2 IQIIpSTDSAVASPQR S12 NEW - - - - - - - - 34.54 40 -0.26 -0.36 - - - -

NR2C2_HUMAN NR2C2 IQIISpTDSAVASPQR T13 NEW - - - - - - - - 34.54 40 -0.26 -0.36 - - - -
NR2C2_HUMAN NR2C2 QQFILTpSPDGAGTGK S55 NEW - - - - - - - - 97.7 57 -0.36 -0.36 - - - -

NR2C2_HUMAN NR2C2 VILApSPETSSAK S68 NEW - - - - - - - - 75.38 49 -0.52 -0.36 - - - -

NRDC_HUMAN NRD1 RGpSLSNAGDPEIVK S94 NEW - - - - 112.17 63 -0.13 0.03 76.39 72 0.13 -0.38 55.41 47 -0.04 0.10

NS1BP_HUMAN IVNS1ABP QISSSSTGCLSSPNApTVQSPK T281 NEW - - - - - - - - 101.93 40 -0.36 -0.35 - - - -

NSD1_HUMAN NSD1 FNLSSSISSENSLIKGGAANQALLHpSK S780 NEW - - - - - - - - - - - - 8.4 37 -10.10 -9.97

NSD3_HUMAN WHSC1L1 LIIpSTPNQR S546 NEW - - - - - - - - 65 36 -0.97 -0.96 - - - -
NSD3_HUMAN WHSC1L1 LIISpTPNQR T547 NEW - - - - - - - - 65 36 -0.97 -0.96 - - - -

NSF1C_HUMAN NSFL1C LGSTAPQVLSTSpSPAQQAENEAK S272 ELM+Swissprot - - - - 191.05 89 -0.48 -0.18 216.59 80 -0.49 0.07 167.19 71 -2.08 0.15

NSF1C_HUMAN NSFL1C pSPNELVDDLFK S114 ELM+Swissprot - - - - - - - - 79.35 40 0.35 0.07 - - - -

NSN5C_HUMAN NSUN5C ASAPERpTPpSPAPK T258, S260 NEW, NEW 105.56 41 0.16 -0.28 60.79 58 0.18 -0.45 71.8 53 -0.05 0.04 75.38 35 -0.26 -0.22

NSN5C_HUMAN NSUN5C QLEEPGAGTPpSPVR S143 NEW 64.21 62 -0.05 -0.28 97.7 61 -0.21 -0.45 64.21 66 0.08 0.04 74.81 49 -0.65 -0.22

NSUN2_HUMAN NSUN2 AGEPNpSPDAEEANpSPDVTAGCDPAGVHPPRS743, S751 ELM+Swissprot, ELM+Swissprot142.14 81 0.23 1.08 72.79 97 0.31 0.05 88.47 76 0.02 0.06 78.82 70 0.28 0.37
NSUN2_HUMAN NSUN2 AGEPNpSPDAEEANSPDVTAGCDPAGVHPPRS743 ELM+Swissprot 95.15 102 0.36 1.08 34.41 32 0.36 0.05 - - - - - - - -

NSUN2_HUMAN NSUN2 NNpSGEEFDCAFR S593 ELM - - - - 51.74 47 0.13 0.05 - - - - - - - -
NT5D2_HUMAN NT5DC2 VEpSGSAQER S5 NEW - - - - - - - - - - - - 23.54 36 -0.43 -0.30

NTAL_HUMAN LAT2 FSKPPEDDDANpSYENVLICK S135 NEW 65.6 47 0.37 0.26 - - - - - - - - - - - -

NTAL_HUMAN LAT2 FSKPPEDDDANSpYENVLICK Y136 ELM+Swissprot - - - - 41.99 48 0.30 0.02 - - - - - - - -

NTHL1_HUMAN NTHL1 VAYEGpSDSEKGEGAEPLK S71 NEW - - - - 76.62 38 0.03 -0.20 - - - - - - - -

NU107_HUMAN NUP107 LLASLpYR Y226 NEW - - - - 38.48 38 -0.89 -0.43 - - - - - - - -

NU107_HUMAN NUP107 SGFGEISpSPVIR S11 ELM+Swissprot - - - - 116.7 61 -0.37 -0.43 100.39 77 -0.55 -0.01 102.9 68 -1.97 -0.37
NU107_HUMAN NUP107 SGFGEIpSSPVIR S10 NEW - - - - - - - - - - - - 102.9 68 -1.97 -0.37

NU153_HUMAN NUP153 NTSLPPLWpSPEAER S209 ELM+Swissprot - - - - 87.76 50 -0.20 -0.26 127.75 58 -0.50 -0.54 - - - -
NU153_HUMAN NUP153 TSQLGDpSPFYPGK S257 Swissprot - - - - - - - - 147.66 89 -0.59 -0.54 - - - -

NU153_HUMAN NUP153 QTGIEpTPNK T699 NEW - - - - - - - - 62.96 58 -0.65 -0.54 - - - -

NU153_HUMAN NUP153 NVFSSSGTSFpSGR S1463 NEW - - - - - - - - 116.92 62 -0.75 -0.54 - - - -

NU153_HUMAN NUP153 FSpSPIVK S529 ELM+Swissprot - - - - - - - - 78.12 37 -0.53 -0.54 - - - -

NU155_HUMAN NUP155 AAPQSPpSVPK S994 NEW 61.05 36 -0.10 -0.22 83.81 50 -0.29 -0.21 - - - - - - - -



NU155_HUMAN NUP155 AAPQpSPSVPK S992 NEW 100.07 36 -0.10 -0.22 83.81 50 -0.29 -0.21 75.51 54 -0.44 -0.62 97.24 50 -0.65 -0.81

NU188_HUMAN NUP188 GAPSSPApTGVLPSPQGK T1712 NEW - - - - 67.76 34 0.06 -0.10 - - - - - - - -

NU188_HUMAN NUP188 GAPSpSPATGVLPSPQGK S1709 ELM+Swissprot - - - - 67.76 34 0.06 -0.10 - - - - - - - -

NU214_HUMAN NUP214 SPGpSTPpTTPTSSQAPQK S433, T436 NEW, NEW 100.11 45 0.06 1.35 - - - - 66.49 61 0.19 -0.10 - - - -

NU214_HUMAN NUP214 SPGpSTPTpTPTSSQAPQK S433, T437 NEW, ELM+Swissprot100.11 45 0.06 1.35 98.36 55 -0.15 -0.31 66.49 50 0.07 -0.10 48.83 68 -0.16 0.35
NU214_HUMAN NUP214 SSVLPpSPSGR S646 NEW - - - - 100.07 45 -0.35 -0.31 114.67 53 -0.88 -0.10 - - - -

NU214_HUMAN NUP214 SAQGSSpSPVPSMVQK S657 NEW - - - - 95.78 46 -1.28 -0.31 146.98 47 -0.71 -0.10 133.43 57 -1.76 0.35

NU214_HUMAN NUP214 HGAPSPpSHPISAPQAAAAAALR S1083 NEW - - - - - - - - 84.24 39 -1.52 -0.10 - - - -

NU214_HUMAN NUP214 SPGSTPTpTPTSSQAPQK T437 ELM+Swissprot - - - - - - - - 98.36 84 -0.10 -0.10 76.62 61 -0.21 0.35

NU214_HUMAN NUP214 SPGSpTPTpTPTSSQAPQK T434, T437 NEW, ELM+Swissprot- - - - - - - - - - - - 48.83 45 -0.13 0.35

NU214_HUMAN NUP214 SPGSTPpTTPTSSQAPQK T436 NEW - - - - - - - - - - - - 76.62 61 -0.21 0.35
NU5M_HUMAN ND5 pSAQLGLHPWLPSAMEGPpTPVpSALLHSSpTMVVAGIFLLIRS224, T241, S244, T251NEW, NEW, NEW, NEW4.52 34 -0.32 -0.17 - - - - - - - - - - - -

NU5M_HUMAN ND5 pSAQLGLHPWLPpSAMEGPTPVpSALLHSSpTMVVAGIFLLIRS224, S235, S244, T251NEW, NEW, NEW, NEW4.52 34 -0.32 -0.17 - - - - - - - - - - - -
NU5M_HUMAN ND5 pSAQLGLHPWLPSAMEGPpTPVSALLHpSpSTMVVAGIFLLIRS224, T241, S249, S250NEW, NEW, NEW, NEW4.52 34 -0.32 -0.17 - - - - - - - - - - - -

NU5M_HUMAN ND5 pSAQLGLHPWLPpSAMEGPTPVSALLHpSSpTMVVAGIFLLIRS224, S235, S249, T251NEW, NEW, NEW, NEW4.52 34 -0.32 -0.17 - - - - - - - - - - - -

NU5M_HUMAN ND5 pSAQLGLHPWLPpSAMEGPTPVpSALLHSpSTMVVAGIFLLIRS224, S235, S244, S250NEW, NEW, NEW, NEW4.52 34 -0.32 -0.17 - - - - - - - - - - - -

NU5M_HUMAN ND5 pSAQLGLHPWLPpSAMEGPTPVpSALLHpSSTMVVAGIFLLIRS224, S235, S244, S249NEW, NEW, NEW, NEW4.52 34 -0.32 -0.17 - - - - - - - - - - - -

NU5M_HUMAN ND5 pSAQLGLHPWLPpSAMEGPTPVSALLHSpSpTMVVAGIFLLIRS224, S235, S250, T251NEW, NEW, NEW, NEW4.52 34 -0.32 -0.17 - - - - - - - - - - - -

NU5M_HUMAN ND5 pSAQLGLHPWLPSAMEGPpTPVSALLHSpSpTMVVAGIFLLIRS224, T241, S250, T251NEW, NEW, NEW, NEW4.52 34 -0.32 -0.17 - - - - - - - - - - - -
NU5M_HUMAN ND5 pSAQLGLHPWLPSAMEGPpTPVpSALLHpSSTMVVAGIFLLIRS224, T241, S244, S249NEW, NEW, NEW, NEW4.52 34 -0.32 -0.17 - - - - - - - - - - - -

NU5M_HUMAN ND5 pSAQLGLHPWLPSAMEGPpTPVpSALLHSpSTMVVAGIFLLIRS224, T241, S244, S250NEW, NEW, NEW, NEW4.52 34 -0.32 -0.17 - - - - - - - - - - - -

NU5M_HUMAN ND5 pSAQLGLHPWLPpSAMEGPTPVSALLHpSpSTMVVAGIFLLIRS224, S235, S249, S250NEW, NEW, NEW, NEW4.52 34 -0.32 -0.17 - - - - - - - - - - - -

NU5M_HUMAN ND5 pSAQLGLHPWLPSAMEGPpTPVSALLHpSSpTMVVAGIFLLIRS224, T241, S249, T251NEW, NEW, NEW, NEW4.52 34 -0.32 -0.17 - - - - - - - - - - - -

NUCKS_HUMAN NUCKS1 ApTVTPpSPVK T177, S181 NEW, ELM+Swissprot65 41 0.16 0.32 - - - - - - - - - - - -

NUCKS_HUMAN NUCKS1 ATVpTPpSPVKGK T179, S181 ELM+Swissprot, ELM+Swissprot131.17 43 0.05 0.32 105.56 43 -0.47 -0.13 116.7 48 -0.53 -0.01 134.56 43 -1.15 0.19

NUCKS_HUMAN NUCKS1 VVDYSQFQEpSDDADEDYGR S19 ELM+Swissprot 160.77 76 0.49 0.32 132.25 52 0.12 -0.13 185.75 85 -0.10 -0.01 200.19 86 0.21 0.19

NUCKS_HUMAN NUCKS1 VVDYSQFQEpSDDADEDYGRDSGPPTK S19 ELM+Swissprot 244.38 99 0.10 0.32 216.59 119 0.10 -0.13 191.05 124 -0.36 -0.01 259.23 88 0.25 0.19
NUCKS_HUMAN NUCKS1 ATVTPpSPVK S181 ELM+Swissprot 77.93 64 0.06 0.32 91.73 66 0.12 -0.13 77.93 64 0.25 -0.01 91.73 73 0.40 0.19

NUCKS_HUMAN NUCKS1 ATVTPpSPVKGK S181 ELM+Swissprot 69.17 47 0.12 0.32 - - - - 131.17 43 0.05 -0.01 - - - -

NUCKS_HUMAN NUCKS1 ATVpTPSPVK T179 ELM+Swissprot 77.93 64 0.06 0.32 91.73 66 0.12 -0.13 77.93 64 0.25 -0.01 91.73 73 0.40 0.19

NUCKS_HUMAN NUCKS1 TPSPKEEDEEPEpSPPEK S214 ELM+Swissprot 41.11 60 0.45 0.32 38.85 55 0.13 -0.13 130.95 61 0.45 -0.01 33.78 36 1.06 0.19

NUCKS_HUMAN NUCKS1 ATVpTPpSPVK T179, S181 ELM+Swissprot, ELM+Swissprot- - - - 121.97 49 -0.69 -0.13 77.93 49 -0.32 -0.01 77.93 42 -1.49 0.19

NUCKS_HUMAN NUCKS1 ATVpTPSPVKGK T179 ELM+Swissprot - - - - 37.98 35 0.39 -0.13 - - - - - - - -
NUCKS_HUMAN NUCKS1 TPpSPKEEDEEPESPPEK S204 ELM+Swissprot - - - - 38.85 58 0.20 -0.13 - - - - - - - -

NUCKS_HUMAN NUCKS1 DSGSDEDFLMEDDDDpSDYGSSK S144 ELM+Swissprot - - - - - - - - 197.03 86 0.15 -0.01 - - - -
NUCL_HUMAN NCL KEDpSDEEEDDDpSEEDEEDDEDEDEDEDEIEPAAMKS145, S153 ELM+Swissprot, ELM+Swissprot51.59 82 2.50 0.23 - - - - - - - - - - - -

NUCL_HUMAN NCL VVVpSPTK S67 ELM+Swissprot 63.74 45 -0.21 0.23 63.74 47 -0.19 -0.20 50.52 44 0.32 -0.01 78.12 41 -0.01 0.17

NUCL_HUMAN NCL VVVpSPTKK S67 ELM+Swissprot 58.87 34 -2.74 0.23 69.57 33 -1.69 -0.20 86.47 40 0.01 -0.01 - - - -

NUCL_HUMAN NCL VAVApTPAK T76 ELM+Swissprot - - - - 101.82 36 -0.23 -0.20 101.82 47 -0.81 -0.01 86.47 47 -1.71 0.17

NUCL_HUMAN NCL ALVApTPGK T121 ELM+Swissprot - - - - 89.88 41 -0.46 -0.20 105.9 55 -0.70 -0.01 105.9 43 -1.83 0.17

NUCL_HUMAN NCL LELQGPRGpSPNAR S563 ELM+Swissprot - - - - 106.25 46 -0.26 -0.20 49.23 34 -0.52 -0.01 - - - -
NUCL_HUMAN NCL KVVVpSPTK S67 ELM+Swissprot - - - - - - - - 34.11 36 0.14 -0.01 - - - -

NUCL_HUMAN NCL VAVApTPAKK T76 ELM+Swissprot - - - - - - - - 69.57 42 -0.78 -0.01 - - - -

NUCL_HUMAN NCL ALVApTPGKK T121 ELM+Swissprot - - - - - - - - 69.57 36 -0.93 -0.01 - - - -

NUCL_HUMAN NCL GFGFVDFNpSEEDAK S619 ELM+Swissprot - - - - - - - - 138.72 83 0.15 -0.01 - - - -

NUD18_HUMAN NUDT18 MASEGLAGALASVLAGQGSpSVHSCDSAPAGEPPAPVRS20 NEW 7.2 34 4.86 5.01 - - - - - - - - - - - -

NUDC_HUMAN NUDC NGSLDpSPGKQDTEEDEEEDEK S139 ELM+Swissprot 113.88 70 0.55 0.36 69.06 60 0.01 0.04 169.01 68 -0.02 -0.04 98.36 65 0.32 0.22

NUDC_HUMAN NUDC NGSLDSPGKQDpTEEDEEEDEK T145 ELM+Swissprot 92.17 42 0.74 0.36 99.69 60 0.01 0.04 - - - - - - - -

NUDC3_HUMAN NUDCD3 GWDAEGpSPFR S340 Swissprot - - - - - - - - 111.42 47 -0.66 -1.64 - - - -
NUDT9_HUMAN NUDT9 WADPQISESNFpSPK S121 NEW - - - - - - - - 68.56 41 -0.49 -1.04 - - - -

NUFP2_HUMAN NUFIP2 NLpSSDEATNPISR S112 Swissprot_similarity - - - - 70.15 58 0.16 -0.09 119.47 55 -0.15 0.08 - - - -

NUFP2_HUMAN NUFIP2 GADNDGpSGpSESGYTTPK S212, S214 ELM+Swissprot, Swissprot_similarity- - - - 78.04 39 0.32 -0.09 121.98 89 0.08 0.08 - - - -

NUFP2_HUMAN NUFIP2 GADNDGpSGSESGYTTPK S212 ELM+Swissprot - - - - 160.77 104 -0.01 -0.09 147.4 98 0.21 0.08 109.94 102 0.17 0.23

NUFP2_HUMAN NUFIP2 GADNDGSGpSESGYpTTPKK S214, T219 Swissprot_similarity, NEW- - - - - - - - 81.03 40 -0.40 0.08 50.86 37 -0.25 0.23

NUFP2_HUMAN NUFIP2 GADNDGSGpSESGpYTTPKK S214, Y218 Swissprot_similarity, NEW- - - - - - - - 61.59 52 -0.27 0.08 - - - -
NUFP2_HUMAN NUFIP2 GADNDGSGpSESGYTpTPKK S214, T220 Swissprot_similarity, ELM+Swissprot- - - - - - - - 81.03 40 -0.40 0.08 50.86 37 -0.25 0.23

NUFP2_HUMAN NUFIP2 GADNDGpSGSESGpYTTPKK S212, Y218 ELM+Swissprot, NEW- - - - - - - - 61.59 52 -0.27 0.08 - - - -
NUFP2_HUMAN NUFIP2 GADNDGpSGSESGYpTTPKK S212, T219 ELM+Swissprot, NEW- - - - - - - - 81.03 40 -0.40 0.08 50.86 35 -0.23 0.23

NUFP2_HUMAN NUFIP2 GADNDGpSGSESGYTpTPKK S212, T220 ELM+Swissprot, ELM+Swissprot- - - - - - - - 81.03 40 -0.40 0.08 50.86 35 -0.23 0.23

NUFP2_HUMAN NUFIP2 NDpSWGSFDLR S652 ELM+Swissprot - - - - - - - - 100.07 34 0.12 0.08 - - - -

NUFP2_HUMAN NUFIP2 GADNDGSGSEpSGYpTTPKK S216, T219 NEW, NEW - - - - - - - - - - - - 50.86 35 -0.23 0.23

NUFP2_HUMAN NUFIP2 GADNDGSGSEpSGYTpTPKK S216, T220 NEW, ELM+Swissprot- - - - - - - - - - - - 50.86 35 -0.23 0.23

NUMA1_HUMAN NUMA1 ATpSSTQSLAR S1852 NEW 86.27 49 0.41 0.25 - - - - - - - - - - - -
NUMA1_HUMAN NUMA1 APVPSTCSSTFPEELpSPPSHQAK S169 ELM+Swissprot 81.42 50 0.01 0.25 - - - - - - - - - - - -

NUMA1_HUMAN NUMA1 TQPDGTSVPGEPApSPISQR S1757 ELM+Swissprot 159.01 78 -0.04 0.25 159.01 111 -0.11 -0.19 159.01 112 0.04 -0.05 122.19 112 -0.25 -0.15
NUMA1_HUMAN NUMA1 ATSpSTQSLAR S1853 ELM+Swissprot 86.27 49 0.41 0.25 86.27 54 -0.13 -0.19 61.05 45 -0.16 -0.05 - - - -

NUMA1_HUMAN NUMA1 TQPDGTSVPGEPASPIpSQR S1760 Swissprot - - - - - - - - - - - - 122.19 112 -0.25 -0.15

NUMB_HUMAN NUMB TNPpSPTNPFSSDLQK S634 ELM+Swissprot - - - - - - - - 84.26 57 -0.24 -0.01 - - - -

NUP50_HUMAN NUP50 VAAETQpSPSLFGSTK S221 ELM+Swissprot 97.7 69 0.04 0.19 97.7 100 -0.75 -0.06 109.95 107 -0.43 0.07 74.81 66 -1.59 -0.39

NUP53_HUMAN NUP35 TLGpTPTQPGSTPR T273 ELM+Swissprot 119.47 48 -0.14 0.06 106.25 46 0.11 0.06 133.28 46 0.16 -0.32 - - - -

NUP53_HUMAN NUP35 SIYDDISpSPGLGSTPLTSR S100 Swissprot - - - - - - - - 160.77 99 -0.42 -0.32 - - - -
NUP53_HUMAN NUP35 CALpSSPSLAFTPPIK S258 NEW - - - - - - - - 92.17 59 -0.35 -0.32 - - - -

NUP53_HUMAN NUP35 CALSpSPSLAFTPPIK S259 NEW - - - - - - - - 92.17 59 -0.35 -0.32 - - - -

NUP53_HUMAN NUP35 ASTSDYQVISDRQpTPK T308 NEW - - - - - - - - 124.1 64 -0.71 -0.32 - - - -

NUP53_HUMAN NUP35 TLGpTPTQPGpSpTPR T273, S279, T280ELM+Swissprot, ELM+Swissprot, ELM+Swissprot- - - - - - - - 79.77 40 -0.96 -0.32 - - - -

NUP53_HUMAN NUP35 TLGpTPTQPGpSTPR T273, S279 ELM+Swissprot, ELM+Swissprot- - - - - - - - 106.25 40 -0.59 -0.32 - - - -

NUP88_HUMAN NUP88 EDVEVAEpSPLR S517 ELM+Swissprot 79.35 41 -0.01 -0.01 105.56 43 -0.78 -0.21 150.12 54 -0.71 -0.02 - - - -
NUP93_HUMAN NUP93 ApSVLLGSR S61 NEW - - - - 10.05 32 6.18 2.06 - - - - - - - -

NUP98_HUMAN NUP98 NLNNSNLFpSPVNR S612 ELM+Swissprot 22.79 32 0.14 0.65 103.96 61 -0.05 -0.16 116.92 69 -0.30 -0.43 103.96 58 -0.58 0.37
NUP98_HUMAN NUP98 DSENLApSPSEYPENGER S623 ELM+Swissprot 107.82 76 0.10 0.65 130.44 69 -0.01 -0.16 - - - - 158.07 61 0.22 0.37

NUP98_HUMAN NUP98 YGLQDpSDEEEEEHPSK S888 ELM+Swissprot 218.87 79 -0.51 0.65 169.28 86 -0.32 -0.16 141.67 83 -0.12 -0.43 183.79 86 0.16 0.37

NUP98_HUMAN NUP98 ADTSQEICpSPR S1028 ELM+Swissprot - - - - 146.32 45 0.36 -0.16 178.73 56 -0.16 -0.43 105.56 43 -0.59 0.37

NUP98_HUMAN NUP98 FTSGAFLpSPSVSVQECR S1060 ELM+Swissprot - - - - 158.15 114 -0.07 -0.16 171.74 132 -0.62 -0.43 - - - -

NUP98_HUMAN NUP98 ADTpSQEICpSPR S1023, S1028 NEW, ELM+Swissprot- - - - - - - - 119.71 42 -2.63 -0.43 - - - -

NUPL_HUMAN AGFG1 GTPpSQSPVVGR S179 Swissprot_similarity67.31 44 0.73 0.53 - - - - - - - - 45.48 32 0.05 -0.11
NUPL_HUMAN AGFG1 GTPSQpSPVVGR S181 ELM+Swissprot 67.31 44 0.73 0.53 92.11 66 0.07 -0.18 119.71 63 -0.05 0.12 105.56 56 -0.59 -0.11

NUPL_HUMAN AGFG1 GpTPSQpSPVVGR T177, S181 ELM+Swissprot, ELM+Swissprot- - - - - - - - 67.31 39 -0.37 0.12 - - - -
NUSAP_HUMAN NUSAP1 LSVASpTPISQR T244 Swissprot - - - - - - - - 108.39 53 -1.44 -0.85 - - - -

NUSAP_HUMAN NUSAP1 LTTEATQpTPVpSNK T349, S352 NEW, NEW - - - - - - - - 91.57 41 -1.15 -0.85 - - - -

NUSAP_HUMAN NUSAP1 TAIpTTPNFK T181 NEW - - - - - - - - 91.73 36 -0.31 -0.85 - - - -

NUSAP_HUMAN NUSAP1 LTTEApTQTPVSNK T347 NEW - - - - - - - - 83.47 42 -1.63 -0.85 - - - -

NUSAP_HUMAN NUSAP1 LTTEATQpTPVSNK T349 NEW - - - - - - - - 119.47 68 -1.29 -0.85 - - - -



NVL_HUMAN NVL KGNPDpSVSNpTPEMEQR S134, T138 NEW, NEW - - - - - - - - 91.57 37 -0.94 -0.93 - - - -

O52W1_HUMAN OR52W1 ACVGpYAALALALK Y148 NEW - - - - 70.15 31 -5.80 -5.97 - - - - - - - -

OAS3_HUMAN OAS3 LKpSLIR S944 NEW - - - - - - - - 42.15 36 -3.50 -0.33 - - - -

OBSL1_HUMAN OBSL1 ASSGDQGpSPPCFLR S10 NEW - - - - 46.94 34 -0.16 -0.32 - - - - - - - -

OCAD1_HUMAN OCIAD1 KLENpSPLGEALR S108 ELM+Swissprot - - - - 102.9 58 -1.05 -0.05 87.55 39 -0.81 -0.75 26.19 33 -2.14 -0.59
OCTC_HUMAN CROT SCpTVEAVR T459 NEW - - - - - - - - 25.44 33 1.84 1.86 - - - -

ODBA_HUMAN BCKDHA IGHHSpTSDDSSApYRSVDEVNYWDK T338, Y345 NEW, Swissprot 16.12 47 2.51 2.66 - - - - - - - - - - - -

ODBA_HUMAN BCKDHA IGHHSTpSDDSSApYRSVDEVNYWDK S339, Y345 NEW, Swissprot 16.12 47 2.51 2.66 - - - - - - - - - - - -

ODBA_HUMAN BCKDHA IGHHpSTSDDSSApYRSVDEVNYWDK S337, Y345 ELM+Swissprot, Swissprot16.12 47 2.51 2.66 - - - - - - - - - - - -

ODPA_HUMAN PDHA1 YHGHSMpSDPGVSYR S295 ELM+Swissprot - - - - 56.01 46 1.34 0.12 - - - - - - - -

OGFR_HUMAN OGFR KVEEEGpSPGDPDHEASTQGR S315 Swissprot 57.98 34 0.38 0.39 61.59 37 -0.09 0.01 71.15 53 -0.41 -0.17 28.91 34 0.08 0.25
OGFR_HUMAN OGFR SQGDEAGGHGEDRPEPLpSPK S378 Swissprot 41.11 64 0.31 0.39 28.22 55 0.01 0.01 64.21 52 -0.50 -0.17 23.55 47 0.09 0.25

OGFR_HUMAN OGFR pSVEPQDAGPLER S349 NEW - - - - 102.9 40 0.18 0.01 - - - - - - - -
OGFR_HUMAN OGFR VDEGAGDSAAVASGGAQTLALAGpSPAPSGHPKS484 NEW - - - - 25.48 37 -0.11 0.01 - - - - - - - -

OPTN_HUMAN OPTN TpSDSDQQAYLVQR S526 NEW 144.53 81 -0.01 0.14 159.17 87 -0.10 -0.39 130.44 83 0.65 -0.01 119.47 81 0.03 0.72

OPTN_HUMAN OPTN LNSpSGSpSEDSFVEIR S171, S174 Swissprot, Swissprot- - - - - - - - 84.26 41 -4.12 -0.01 - - - -

OPTN_HUMAN OPTN LNSpSGpSSEDSFVEIR S171, S173 Swissprot, Swissprot- - - - - - - - 84.26 41 -4.12 -0.01 - - - -

OR1D2_HUMAN OR1D2 MLVNLQpSHNK S87 NEW - - - - - - - - 7.45 38 -5.66 -5.64 - - - -

ORC1_HUMAN ORC1L VAFSEITpSPSK S273 ELM - - - - - - - - 102.9 46 -0.46 -0.45 - - - -
OSB10_HUMAN OSBPL10 ATSAGSpSPSCSLAGR S30 NEW 76.39 35 0.51 0.66 - - - - - - - - - - - -

OSB10_HUMAN OSBPL10 ATSAGpSSPSCSLAGR S29 NEW 76.39 35 0.51 0.66 - - - - - - - - - - - -

OSB10_HUMAN OSBPL10 SpSPGSVAApSPSGGGGR S57, S64 NEW, NEW - - - - 95.78 62 -0.99 -0.02 79.51 67 -0.69 -0.68 90.47 45 -2.42 -1.78

OSB10_HUMAN OSBPL10 pSSPGSVAApSPSGGGGR S56, S64 NEW, NEW - - - - - - - - - - - - 90.47 45 -2.42 -1.78

OSB10_HUMAN OSBPL10 SpSPGSVAASPSGGGGR S57 NEW - - - - - - - - - - - - 60.35 37 -1.54 -1.78

OSB11_HUMAN OSBPL11 SFSLASSpSNSPISQR S179 NEW 158.07 88 0.49 0.64 - - - - 158.07 90 -0.31 -0.30 - - - -

OSB11_HUMAN OSBPL11 VSEpSEGKLEGQATAVpTPNK S15, T27 Swissprot_similarity, ELM+Swissprot- - - - 68.56 35 -0.31 -0.50 - - - - - - - -

OSB11_HUMAN OSBPL11 SFSLASSSNpSPISQR S181 ELM+Swissprot - - - - 198.77 92 -0.37 -0.50 169.28 98 -0.31 -0.30 - - - -
OSBL2_HUMAN OSBPL2 GpTIpTLELLK T218, T220 NEW, NEW - - - - - - - - - - - - 16.76 36 -3.89 -3.76

OSBL3_HUMAN OSBPL3 TpYSAPAINAIQGGpSFESPKK Y250, S262 NEW, NEW - - - - 45.87 42 -0.10 -0.60 - - - - - - - -

OSBL3_HUMAN OSBPL3 TYpSAPAINAIQGGSFEpSPKK S251, S265 NEW, NEW - - - - 76.39 55 -0.14 -0.60 - - - - - - - -

OSBL3_HUMAN OSBPL3 LHSpSNPNLSTLDFGEEK S304 NEW - - - - 75.25 69 0.12 -0.60 - - - - - - - -

OSBL3_HUMAN OSBPL3 TpYSAPAINAIQGGSFESPK Y250 NEW - - - - - - - - 82.62 49 0.09 0.10 - - - -

OSBL5_HUMAN OSBPL5 QTTFLGpSPGPR S747 Swissprot - - - - 108.39 54 -0.03 -0.19 - - - - - - - -
OSBL8_HUMAN OSBPL8 EAYPpTPTK T54 NEW - - - - - - - - 56.74 38 -0.58 -0.56 - - - -

OSBL9_HUMAN OSBPL9 LIDSSGSASVLpTHSSSGNpSLK T322, S329 NEW, NEW 20.04 36 0.25 -0.09 - - - - - - - - - - - -
OSBL9_HUMAN OSBPL9 LIDSSGSASVLTHpSSSGNpSLK S324, S329 NEW, NEW 20.04 36 0.25 -0.09 40.26 40 0.23 -0.48 - - - - - - - -

OSBL9_HUMAN OSBPL9 LIDSSGSASVLTHSpSSGNpSLK S325, S329 NEW, NEW 20.04 36 0.25 -0.09 - - - - - - - - - - - -

OSBL9_HUMAN OSBPL9 LIDSSGSApSVLTHSSSGNpSLK S319, S329 NEW, NEW 20.04 36 0.25 -0.09 - - - - - - - - - - - -

OSBL9_HUMAN OSBPL9 LIDSSGpSASVLTHSSSGNpSLK S317, S329 NEW, NEW 20.04 36 0.25 -0.09 - - - - - - - - - - - -

OSBL9_HUMAN OSBPL9 LIDSpSGSASVLTHSSSGNpSLK S315, S329 NEW, NEW 20.04 36 0.25 -0.09 - - - - - - - - - - - -

OSBL9_HUMAN OSBPL9 LIDpSSGSASVLTHSSSGNpSLK S314, S329 NEW, NEW 20.04 36 0.25 -0.09 - - - - - - - - - - - -
OSBL9_HUMAN OSBPL9 LIDSSGSASVLTHpSpSSGNSLK S324, S325 NEW, NEW - - - - - - - - - - - - 28.02 37 0.53 0.59

OSBP1_HUMAN OSBP RpTGSNIpSGApSSDISLDEQYK T377, S382, S385ELM+Swissprot_similarity, ELM+Swissprot, ELM+Swissprot78.77 46 0.71 0.30 95.03 39 0.44 -0.13 - - - - - - - -

OSBP1_HUMAN OSBP RpTGSNIpSGASpSDISLDEQYK T377, S382, S386ELM+Swissprot_similarity, ELM+Swissprot, ELM+Swissprot78.77 46 0.71 0.30 95.03 39 0.44 -0.13 - - - - - - - -

OSBP1_HUMAN OSBP RpTGpSNISGASSDISLDEQYK T377, S379 ELM+Swissprot_similarity, ELM+Swissprot58.73 59 0.07 0.30 120.36 56 0.01 -0.13 78.77 48 0.04 0.03 46.94 37 0.16 -0.09

OSBP1_HUMAN OSBP RpTGSNIpSGASSDISLDEQYK T377, S382 ELM+Swissprot_similarity, ELM+Swissprot58.73 59 0.07 0.30 102.85 60 0.02 -0.13 78.77 48 0.04 0.03 - - - -

OSBP1_HUMAN OSBP MLAEpSDEpSGDEESVSQTDKTELQNTLR S190, S193 ELM+Swissprot, ELM+Swissprot101.22 94 0.19 0.30 124.07 91 -0.04 -0.13 - - - - 98.1 96 -0.18 -0.09

OSBP1_HUMAN OSBP MLAEpSDEpSGDEESVSQTDK S190, S193 ELM+Swissprot, ELM+Swissprot144.98 130 0.18 0.30 136.78 34 -0.10 -0.13 166.38 121 0.09 0.03 132.25 111 0.26 -0.09

OSBP1_HUMAN OSBP RTGpSNIpSGASSDISLDEQYK S379, S382 ELM+Swissprot, ELM+Swissprot- - - - 102.85 60 0.02 -0.13 - - - - - - - -
OSBP1_HUMAN OSBP RTGSNISGASpSDISLDEQYK S386 ELM+Swissprot - - - - 45.87 52 0.05 -0.13 - - - - - - - -

OSBP1_HUMAN OSBP RTGSNISGApSSDISLDEQYK S385 ELM+Swissprot - - - - 45.87 52 0.05 -0.13 - - - - - - - -

OSBP2_HUMAN OSBP2 VMNpTHSDDpSGDDDEATTPADK T282, S287 NEW, NEW - - - - 78.04 58 -0.07 -0.23 79.51 48 -0.24 -0.23 74.81 43 -0.03 0.16

OSBP2_HUMAN OSBP2 VMNTHpSDDpSGDDDEATTPADK S284, S287 NEW, NEW - - - - 78.04 58 -0.07 -0.23 79.51 48 -0.24 -0.23 74.81 43 -0.03 0.16

OSTF1_HUMAN OSTF1 TLSNAEDYLDDEDpSD S213 ELM+Swissprot 210.19 64 -0.10 0.13 182.51 63 -0.08 -0.16 175.58 89 -0.56 -0.43 - - - -

OSTF1_HUMAN OSTF1 TLpSNAEDYLDDEDpSD S202, S213 ELM+Swissprot, ELM+Swissprot- - - - - - - - 122.72 44 -0.31 -0.43 - - - -
OSTM1_HUMAN OSTM1 SSpTSFANIQENSN T324 NEW - - - - - - - - 122.16 51 -0.05 -0.02 - - - -

OTU6B_HUMAN OTUD6B KQLpTEDVAK T49 NEW 14.38 35 -6.65 1.91 - - - - - - - - - - - -
OTU7B_HUMAN OTUD7B STPESGDpSDKESVGSSSTSNEGGR S467 NEW 90.47 64 0.19 0.34 111.87 83 0.27 0.05 66.49 76 -0.05 -0.13 54.21 66 0.18 0.64

OTU7B_HUMAN OTUD7B STPEpSGDSDKESVGSSSTSNEGGR S464 ELM 90.47 64 0.19 0.34 - - - - 66.49 76 -0.05 -0.13 54.21 67 1.10 0.64

OTU7B_HUMAN OTUD7B STPEpSGDpSDKESVGSSSTSNEGGR S464, S467 ELM, NEW - - - - 99.69 58 0.15 0.05 48.06 45 -0.07 -0.13 8.88 54 -0.02 0.64

OTU7B_HUMAN OTUD7B STPESGDSDKEpSVGSSSTSNEGGR S471 NEW - - - - - - - - 88.83 58 -0.32 -0.13 - - - -

OTU7B_HUMAN OTUD7B pSTPESGDpSDKESVGSSSTSNEGGR S460, S467 NEW, NEW - - - - - - - - - - - - 8.88 54 -0.02 0.64

OTU7B_HUMAN OTUD7B SpTPESGDpSDKESVGSSSTSNEGGR T461, S467 NEW, NEW - - - - - - - - - - - - 8.88 54 -0.02 0.64
OTUD4_HUMAN OTUD4 YATVpSSPSK S545 NEW 62.96 32 0.08 0.17 - - - - 51.27 37 0.02 -0.27 - - - -

OTUD4_HUMAN OTUD4 TAADVVpSPGANSVDSR S1006 NEW 169.28 109 -0.24 0.17 183.79 132 -0.60 -0.32 198.77 137 -0.31 -0.27 - - - -
OTUD4_HUMAN OTUD4 VQRPKEEpSpSEDENEVSNILR S1023, S1024 ELM+Swissprot, ELM+Swissprot40.85 41 0.24 0.17 37.88 52 0.04 -0.32 - - - - - - - -

OTUD4_HUMAN OTUD4 EEpSpSEDENEVSNILR S1023, S1024 ELM+Swissprot, ELM+Swissprot158.07 70 0.30 0.17 172.36 70 0.22 -0.32 - - - - - - - -

OTUD4_HUMAN OTUD4 ESNYFGLpSPEER S443 NEW - - - - 113.87 42 -0.64 -0.32 174.3 63 -0.75 -0.27 - - - -

OTUD4_HUMAN OTUD4 YATVSpSPSK S546 NEW - - - - - - - - 51.27 37 0.02 -0.27 - - - -

OTUD5_HUMAN OTUD5 ApSPPPQGPLPGPPGALHR S64 Swissprot - - - - 136.78 58 -0.07 -0.01 - - - - - - - -

OTUD5_HUMAN OTUD5 QAPGVGAVGGGpSPEREEVGAGpYNSEDEYEAAAARS165, Y175 NEW, NEW - - - - 24.59 80 0.34 -0.01 - - - - 44.33 83 0.56 0.69
OXR1_HUMAN OXR1 VVpSpSTSEEEEAFTEK S112, S113 ELM+Swissprot, ELM+Swissprot122.72 61 -0.06 -0.12 - - - - - - - - - - - -

OXSR1_HUMAN OXSR1 TAQALSSGSGpSQETK S427 Swissprot 161.03 88 0.00 0.30 146.98 95 0.21 -0.09 161.03 80 -0.07 -0.12 144.27 93 0.26 0.23

OXSR1_HUMAN OXSR1 TEDGGWEWpSDDEFDEESEEGK S339 ELM+Swissprot 149.91 84 0.54 0.30 - - - - 160.77 100 -0.39 -0.12 - - - -

P121C_HUMAN POM121C NGPSSpSPFSSPASSR S412 Swissprot_similarity - - - - 76.39 56 -0.33 -0.26 - - - - - - - -

P121C_HUMAN POM121C SSSMpSSLTGAYTSGIPSSSR S372 NEW - - - - 118.59 86 -0.62 -0.26 - - - - - - - -

P121C_HUMAN POM121C SpTPPpSPPTHR T162, S165 NEW, NEW - - - - - - - - - - - - 48.2 33 -1.09 -0.95
P12LL_HUMAN SAPAAATAAPPPSTLNNpTSGSLLNAVDGGPSHFLASATAAART343 NEW - - - - 4.38 34 -2.27 -2.43 - - - - - - - -

P12LL_HUMAN pSAPAAATAAPPPSTLNNTSGSLLNAVDGGPSHFLASATAAARS326 NEW - - - - 4.38 34 -2.27 -2.43 - - - - - - - -
P12LL_HUMAN SAPAAATAAPPPSpTLNNTSGSLLNAVDGGPSHFLASATAAART339 NEW - - - - 4.38 34 -2.27 -2.43 - - - - - - - -

P34_HUMAN AAGAB AFWMAIGGDRDEIEGLpSpSDEEH S310, S311 ELM+Swissprot, ELM+Swissprot24.06 57 1.25 1.40 56.9 41 0.27 0.10 - - - - - - - -

P3C2A_HUMAN PIK3C2A SQpSLNIR S338 NEW - - - - - - - - 66.57 35 0.40 0.02 - - - -

P3C2A_HUMAN PIK3C2A VSNLQVpSPK S259 ELM+Swissprot - - - - - - - - 41.85 42 -0.28 0.02 - - - -

P4HA2_HUMAN P4HA2 ELVQpSLK S43 NEW - - - - - - - - 38.48 36 6.46 3.13 - - - -

P4K2A_HUMAN PI4K2A VAAAAGSGPpSPPGpSPGHDR S47, S51 ELM+Swissprot, ELM+Swissprot41.99 36 0.13 0.18 73.29 42 0.02 -0.25 81.03 40 -0.14 0.06 38.85 61 -0.09 0.29
P4K2A_HUMAN PI4K2A SSpSESYTQSFQSR S462 ELM 95.76 64 0.03 0.18 83.47 67 0.06 -0.25 108.66 68 0.12 0.06 83.47 61 0.49 0.29

P4K2A_HUMAN PI4K2A VAAAAGSGPpSPPGpSPGHDRER S47, S51 ELM+Swissprot, ELM+Swissprot- - - - 59.74 42 -0.07 -0.25 - - - - - - - -
P66A_HUMAN GATAD2A RPPpSPDVIVLpSDNEQPSpSPR S100, S107, S114ELM+Swissprot, ELM+Swissprot, ELM+Swissprot71.82 34 0.31 0.40 - - - - 54.79 40 -0.47 -0.08 - - - -

P66A_HUMAN GATAD2A RPPpSPDVIVLSDNEQPSpSPR S100, S114 ELM+Swissprot, ELM+Swissprot82.8 51 0.05 0.40 - - - - - - - - - - - -

P66A_HUMAN GATAD2A RPPpSPDVIVLpSDNEQPSSPR S100, S107 ELM+Swissprot, ELM+Swissprot- - - - - - - - - - - - 39.44 32 0.15 0.18

P66B_HUMAN GATAD2B LQQQAALpSPTTAPAVSSVSK S486 ELM+Swissprot - - - - 110.71 146 -0.63 -0.33 144.21 127 -0.60 -0.17 132.09 110 -1.47 0.51

P80C_HUMAN COIL LGFpSLTPSK S301 NEW - - - - 52.96 48 -0.45 0.66 - - - - - - - -



P80C_HUMAN COIL RAFQLEEGEEpTEPDCK T122 ELM+Swissprot - - - - 76.39 49 1.73 0.66 - - - - - - - -

P80C_HUMAN COIL AFQLEEGEEpTEPDCK T122 ELM+Swissprot - - - - 85.98 62 2.00 0.66 - - - - - - - -

P80C_HUMAN COIL LGFSLpTPSK T303 ELM+Swissprot - - - - 52.96 48 -0.45 0.66 91.73 56 -0.13 0.06 - - - -

P80C_HUMAN COIL LLELTSSYpSPDVSDYK S489 ELM+Swissprot - - - - 126.3 98 -0.54 0.66 - - - - - - - -

PACN3_HUMAN PACSIN3 DGTAPPPQSPGSPGTGQDEEWpSDEESPRKS354 Swissprot_similarity39.78 50 0.04 0.16 94.57 93 0.00 -0.17 95.85 80 0.06 0.00 66.59 39 0.52 0.44
PACN3_HUMAN PACSIN3 DGTAPPPQSPGSPGpTGQDEEWSDEESPRKT347 NEW 39.78 50 0.04 0.16 - - - - - - - - - - - -

PACN3_HUMAN PACSIN3 DLHQGIEAApSDEEDLR S276 ELM+Swissprot 73.55 50 0.16 0.16 - - - - 60.79 40 -0.21 0.00 - - - -

PACN3_HUMAN PACSIN3 GGRpSPDEVTLTSIVPTR S319 ELM+Swissprot - - - - 51.74 45 -0.11 -0.17 - - - - - - - -

PAK1_HUMAN PAK1 AVSETPAVPPVpSEDEDDDDDDATPPPVIAPRPEHTKS174 NEW - - - - 26.97 82 0.01 -0.12 - - - - - - - -

PAK1_HUMAN PAK1 AVSETPAVPPVSEDEDDDDDDApTPPPVIAPRPEHTKT185 NEW - - - - 26.97 82 0.01 -0.12 - - - - - - - -

PAK2_HUMAN PAK2 YLpSFTPPEK S141 ELM+Swissprot 103.12 47 0.65 0.41 75.51 32 0.22 -0.07 75.51 45 0.32 0.67 51.27 42 0.14 0.07
PALB2_HUMAN PALB2 EGSCIFPEELpSPK S660 Swissprot - - - - - - - - 98.01 68 0.18 -0.04 - - - -

PALB2_HUMAN PALB2 FTpSPVSLEAQGK S285 NEW - - - - - - - - 100.39 54 -0.58 -0.04 - - - -
PALB2_HUMAN PALB2 SLSLEATpSPLSAEK S387 NEW - - - - - - - - 155.9 67 -0.14 -0.04 - - - -

PALLD_HUMAN PALLD VpTGNPTPRVR T295 NEW 30.65 37 0.19 0.57 - - - - - - - - - - - -

PALLD_HUMAN PALLD TTSVSLTIGSpSSPK S400 NEW 78.04 59 0.13 0.57 78.04 73 -0.79 -0.21 - - - - - - - -

PALLD_HUMAN PALLD TTSVSLTIGSSpSPK S401 ELM+Swissprot 78.04 59 0.13 0.57 78.04 73 -0.79 -0.21 - - - - - - - -

PALLD_HUMAN PALLD IApSDEEIQGTK S893 ELM+Swissprot 134.56 54 0.17 0.57 171.02 76 0.11 -0.21 171.02 77 0.26 -0.08 183.5 89 0.26 0.43

PALLD_HUMAN PALLD SLPTPAVLLpSPTK S641 NEW - - - - 71.8 45 -0.05 -0.21 91.57 50 0.20 -0.08 - - - -
PALM3_HUMAN PALM3 DPQpSPEGQAQAR S72 NEW - - - - - - - - - - - - 100.39 43 -1.52 -1.38

PANK2_HUMAN PANK2 LGpSYSGPTSVSR S189 Swissprot - - - - - - - - 69.17 40 -0.77 -0.02 - - - -

PAPOG_HUMAN PAPOLG TVpSPPTVCTIPTVVGR S599 Swissprot - - - - - - - - 133.43 63 -0.28 -0.41 - - - -

PAPOG_HUMAN PAPOLG ELPDSSpSPVPANNIR S716 NEW - - - - - - - - 161.03 85 -0.59 -0.41 - - - -

PAR10_HUMAN PARP10 AGPVpSPGCVK S431 NEW - - - - 73.26 48 -0.30 -0.46 86.27 48 -0.29 -0.27 40.47 39 -0.78 -0.64

PAR3L_HUMAN PARD3B DVTGRpTQEELVAMLR T445 NEW - - - - - - - - - - - - 7.65 36 0.89 1.02

PAR3L_HUMAN PARD3B DVpTGRTQEELVAMLR T442 NEW - - - - - - - - - - - - 7.65 36 0.89 1.02

PARD3_HUMAN PARD3 RIpSHSLYSGIEGLDEpSPSR S715, S728 Swissprot, Swissprot- - - - 35.34 33 -0.63 -0.33 - - - - - - - -
PARD3_HUMAN PARD3 RISHpSLYSGIEGLDEpSPSR S717, S728 Swissprot, Swissprot- - - - 35.34 33 -0.63 -0.33 - - - - - - - -

PARD3_HUMAN PARD3 FpSPDSQYIDNR S383 ELM+Swissprot - - - - 119.71 53 -0.64 -0.33 105.56 54 -0.45 -0.44 - - - -

PARG_HUMAN parg WGAATpTSPAASDAR T21 NEW - - - - - - - - 37.02 52 -0.64 -0.18 - - - -

PARG_HUMAN parg WGAATTpSPAASDAR S22 NEW - - - - - - - - 37.02 52 -0.64 -0.18 - - - -

PARG_HUMAN parg QESCLGNpSPPFEK S291 NEW - - - - - - - - 79.77 43 0.20 -0.18 - - - -

PARN_HUMAN PARN ELpSPAGSISK S619 ELM+Swissprot 88.9 37 -0.14 0.85 73.26 47 -0.60 -0.04 114.67 51 -0.10 -0.30 61.05 46 -0.37 0.12
PARN_HUMAN PARN RNLSPpSQEEAGLEDGVSGEISDpTELEQTDSCAEPLSEGRS572, T589 NEW, NEW - - - - 64.72 43 0.73 -0.04 - - - - - - - -

PARN_HUMAN PARN RNLpSPSQEEAGLEDGVSGEISDpTELEQTDSCAEPLSEGRS570, T589 NEW, NEW - - - - 64.72 43 0.73 -0.04 - - - - - - - -
PARN_HUMAN PARN RNLSPpSQEEAGLEDGVpSGEISDTELEQTDSCAEPLSEGRS572, S583 NEW, ELM - - - - 64.72 43 0.73 -0.04 - - - - - - - -

PARN_HUMAN PARN RNLpSPSQEEAGLEDGVpSGEISDTELEQTDSCAEPLSEGRS570, S583 NEW, ELM - - - - 64.72 43 0.73 -0.04 - - - - - - - -

PARN_HUMAN PARN NNpSFTAPSTVGK S557 ELM+Swissprot - - - - - - - - 77.31 52 -0.62 -0.30 - - - -

PARP2_HUMAN PARP2 VNNGNTAPEDSpSPAK S34 NEW - - - - - - - - - - - - 93.94 45 0.32 0.45

PARP2_HUMAN PARP2 VNNGNTAPEDpSSPAK S33 NEW - - - - - - - - - - - - 93.94 45 0.32 0.45

PARVA_HUMAN PARVA SPpTPKpSPPSR T16, S19 NEW, NEW 28.71 31 0.16 -0.05 28.71 33 0.39 0.12 - - - - - - - -
PATL1_HUMAN PATL1 STpSPIIGSPPVR S179 ELM+Swissprot_similarity- - - - 127.99 33 0.06 -0.01 113.87 46 -0.27 -0.47 - - - -

PATL1_HUMAN PATL1 AVPIGpTPPK T194 NEW - - - - - - - - 65 34 -0.73 -0.47 - - - -

PAX1_HUMAN PAX1 TFMEQpTGALAGpSEGTAYSPK T211, S217 NEW, NEW 9.66 31 2.31 2.46 - - - - - - - - - - - -

PAXI_HUMAN PXN DGGRSpSPGGQDEGGFMAQGK S303 Swissprot 134.47 49 0.31 2.02 121.98 69 0.16 0.02 - - - - - - - -

PAXI_HUMAN PXN TSSVSNPQDSVGpSPCSR S106 ELM+Swissprot 121.98 64 0.25 2.02 132.25 115 -1.10 0.02 171.74 101 -0.53 -0.23 188.81 105 -2.03 -0.22

PAXI_HUMAN PXN QKpSAEPSPpTVMSTSLGSNLSELDR S126, T132 ELM, NEW 86.23 42 0.43 2.02 114.22 68 -0.31 0.02 - - - - - - - -

PAXI_HUMAN PXN SpSPGGQDEGGFMAQGK S303 Swissprot - - - - 206.91 108 -0.25 0.02 - - - - 49.83 53 -0.11 -0.22

PAXI_HUMAN PXN FIHQQPQSSpSPVYGSSAK S85 NEW - - - - 81.57 47 -1.12 0.02 60.79 39 -0.93 -0.23 - - - -
PAXI_HUMAN PXN DGGRpSSPGGQDEGGFMAQGK S302 NEW - - - - 121.98 69 0.16 0.02 - - - - - - - -

PB1_HUMAN PBRM1 AAQQQQPpSASPR S1451 NEW 67.31 33 -0.04 0.96 - - - - - - - - - - - -

PB1_HUMAN PBRM1 AAQQQQPSApSPR S1453 ELM+Swissprot 67.31 33 -0.04 0.96 - - - - 79.35 68 -0.25 -0.80 - - - -

PB1_HUMAN PBRM1 ELGPLPDDDDMApSPK S636 ELM+Swissprot - - - - 60.35 40 -1.23 0.98 - - - - - - - -

PBIP1_HUMAN PBXIP1 ALQAPHpSPSK S43 ELM - - - - - - - - 97.24 70 -0.17 -0.27 - - - -

PCBP1_HUMAN PCBP1 QICLVMLETLSQpSPQGR S173 ELM+Swissprot 69.06 87 0.22 0.35 147.4 73 -0.50 -0.21 - - - - 121.98 89 -0.41 0.15
PCBP1_HUMAN PCBP1 VMTIPYQPMPASpSPVICAGGQDR S190 ELM+Swissprot 67.88 53 0.13 0.35 - - - - 87.24 45 -0.37 0.02 213.46 75 -1.23 0.15

PCBP1_HUMAN PCBP1 QQSHFAMMHGGTGFAGIDpSSSPEVK S262 Swissprot - - - - - - - - - - - - 25.02 50 -1.99 0.15
PCBP1_HUMAN PCBP1 VMTIPYQPMPApSSPVICAGGQDR S189 NEW - - - - - - - - - - - - 213.46 75 -1.23 0.15

PCBP2_HUMAN PCBP2 QICVVMLETLSQpSPPK S173 ELM+Swissprot - - - - 41.11 53 -0.15 -0.15 - - - - - - - -

PCBP2_HUMAN PCBP2 GVTIPYRPKPpSSSPVIFAGGQDR S187 Swissprot - - - - - - - - 43.51 37 -0.94 -0.13 - - - -

PCBP2_HUMAN PCBP2 GVTIPYRPKPSpSSPVIFAGGQDR S188 NEW - - - - - - - - 43.51 37 -0.94 -0.13 - - - -

PCBP2_HUMAN PCBP2 GVTIPYRPKPSSpSPVIFAGGQDR S189 ELM+Swissprot - - - - - - - - 43.51 37 -0.94 -0.13 - - - -

PCDH7_HUMAN PCDH7 SVNGGPGpSPDLAR S989 NEW - - - - 78.04 51 -0.03 -0.19 - - - - - - - -
PCM1_HUMAN PCM1 VTNDIpSPESSPGVGR S65 ELM+Swissprot 64.21 71 0.80 0.94 - - - - - - - - - - - -

PCM1_HUMAN PCM1 NVRpSDIpSDQEEDEESEGCPVSINLSK S1764, S1767 ELM+Swissprot, ELM+Swissprot- - - - 188.22 77 0.63 0.20 - - - - - - - -
PCM1_HUMAN PCM1 TGFpSVSVEK S1228 NEW - - - - - - - - 31.72 53 -0.48 -0.60 - - - -

PCM1_HUMAN PCM1 TGFSVpSVEK S1230 NEW - - - - - - - - 31.72 53 -0.48 -0.60 - - - -

PCM1_HUMAN PCM1 RVTNDIpSPESpSPGVGR S65, S69 ELM+Swissprot, ELM+Swissprot- - - - - - - - 118.12 70 -0.49 -0.60 - - - -

PCM1_HUMAN PCM1 QGLAETApSPVAVSLR S861 ELM+Swissprot - - - - - - - - 120.37 65 -1.05 -0.60 - - - -

PCM1_HUMAN PCM1 SDGSENLCpTPQQSR T877 ELM+Swissprot - - - - - - - - 155.9 63 -1.58 -0.60 - - - -

PCNP_HUMAN PCNP TLSVAAAFNEDEDpSEPEEMPPEAK S119 NEW 132.09 61 0.43 0.56 87.58 110 -0.01 -0.09 - - - - 148.55 129 0.31 0.46
PCP2_HUMAN PCP2 AGTLpSPQPLLpTPQDPTALGFR S108, T114 NEW, NEW 13.57 36 -2.79 -2.64 - - - - - - - - - - - -

PCTK1_HUMAN PCTK1 GPLSpSAPEIVHEDLK S65 NEW - - - - 65.55 40 0.18 0.02 - - - - - - - -

PCTK1_HUMAN PCTK1 GPLpSSAPEIVHEDLK S64 NEW - - - - 65.55 40 0.18 0.02 - - - - - - - -

PCY1A_HUMAN PCYT1A TpSPPCpSPANLSR S343, S347 NEW, ELM+Swissprot_similarity102.9 47 0.37 0.26 113.87 64 0.07 -0.10 - - - - 100.39 54 -0.13 0.24

PCY1A_HUMAN PCYT1A TpSPPCSPANLSR S343 NEW 75.38 37 -0.28 0.26 75.38 53 -0.14 -0.10 - - - - 100.39 52 0.25 0.24

PCY1A_HUMAN PCYT1A WPFSGKTpSPPCpSPANLSR S343, S347 NEW, ELM+Swissprot_similarity- - - - 109.95 42 0.19 -0.10 71.82 37 0.02 -0.22 - - - -
PCY1A_HUMAN PCYT1A WPFSGKpTSPPCpSPANLSR T342, S347 NEW, ELM+Swissprot_similarity- - - - 109.95 42 0.19 -0.10 76.39 37 0.02 -0.22 - - - -

PCY1A_HUMAN PCYT1A MLQAIpSPK S315 ELM+Swissprot - - - - 56.74 32 0.09 -0.10 - - - - - - - -
PCY1A_HUMAN PCYT1A WPFpSGKTSPPCpSPANLSR S339, S347 NEW, ELM+Swissprot_similarity- - - - - - - - 76.39 37 0.02 -0.22 - - - -

PDC6I_HUMAN PDCD6IP EPSAPSIPTPApYQSSPAGGHAPpTPPTPAPRY727, T738 NEW, NEW - - - - - - - - 58.08 45 -0.42 0.09 115.1 43 -1.69 0.11

PDCD4_HUMAN PDCD4 SGLTVPpTSPK T93 ELM+Swissprot 114.67 32 0.14 -0.06 111.42 49 0.15 -0.07 97.24 41 0.11 0.15 97.24 43 0.42 0.55

PDCD4_HUMAN PDCD4 SGLTVPTpSPK S94 ELM+Swissprot 114.67 32 0.14 -0.06 111.42 49 0.15 -0.07 97.24 41 0.11 0.15 97.24 43 0.42 0.55

PDCD4_HUMAN PDCD4 DSGRGDpSVSDSGSDALR S76 ELM+Swissprot - - - - - - - - 88.83 46 -0.17 0.15 - - - -

PDCD4_HUMAN PDCD4 RFVpSEGDGGR S457 ELM+Swissprot - - - - - - - - 37.98 34 -0.29 0.15 - - - -
PDLI1_HUMAN PDLIM1 VTPGSKAALANLCIGDVITAIDGENTSNMpTHLEAQNRT62 NEW - - - - 6.15 31 1.14 0.98 - - - - - - - -

PDLI2_HUMAN PDLIM2 SSYSpSPTSLpSPR S124, S129 NEW, NEW 75.38 31 -0.06 3.29 - - - - 87.55 38 -0.44 -0.12 - - - -
PDLI2_HUMAN PDLIM2 SSYpSSPTSLpSPR S123, S129 NEW, NEW 63.88 31 -0.06 3.29 - - - - - - - - - - - -

PDLI2_HUMAN PDLIM2 SSYSSPTSLpSPR S129 NEW 87.55 57 -0.02 3.29 100.39 70 0.16 0.05 100.39 56 0.34 -0.12 - - - -

PDLI2_HUMAN PDLIM2 AGDSAVLVLPPpSPGPR S197 NEW 101.78 65 0.24 3.29 112.17 71 -0.11 0.05 95.78 95 -0.29 -0.12 109.95 68 -0.21 -0.14

PDLI2_HUMAN PDLIM2 SSYSSPTpSLpSPR S127, S129 NEW, NEW - - - - 87.55 34 -0.26 0.05 - - - - - - - -

PDLI2_HUMAN PDLIM2 SQATpSPGQTNGDSSLEVLATR S87 NEW - - - - 232.99 101 -0.48 0.05 154.48 90 -0.59 -0.12 - - - -



PDLI2_HUMAN PDLIM2 SSYSpSPTSLSPR S124 NEW - - - - 116.7 77 -0.10 0.05 - - - - 77.31 66 0.04 -0.14

PDLI2_HUMAN PDLIM2 SFQSLACpSPGLPAADR S161 NEW - - - - 198.77 87 -0.48 0.05 187.13 95 -0.25 -0.12 - - - -

PDLI2_HUMAN PDLIM2 ALApTPPK T279 NEW - - - - - - - - 81.63 47 -0.57 -0.12 - - - -

PDLI2_HUMAN PDLIM2 GGTPAFLPSSLpSPQSSLPASR S266 Swissprot - - - - - - - - - - - - 98.1 43 -1.45 -0.14

PDLI2_HUMAN PDLIM2 SSpYSSPTSLpSPR Y122, S129 NEW, NEW - - - - - - - - - - - - 53.09 32 -0.41 -0.14
PDLI2_HUMAN PDLIM2 AGpSPFSPPPSSSSLTGEAAISR S134 NEW - - - - - - - - - - - - 54.96 39 0.15 -0.14

PDLI4_HUMAN PDLIM4 IHIDPEIQDGpSPTTSR S112 Swissprot_similarity124.1 35 0.34 0.34 139.18 77 -0.15 -0.39 166.33 80 -0.35 0.04 111.87 79 -0.60 0.13

PDLI4_HUMAN PDLIM4 RPSGTGTGPEDGRPpSLGSPYGQPPR S132 NEW 56.9 40 0.25 0.34 - - - - - - - - - - - -

PDLI4_HUMAN PDLIM4 RPSGTGpTGPEDGRPpSLGpSPYGQPPR T124, S132, S135NEW, NEW, NEW - - - - 14.89 36 -1.62 -0.39 - - - - - - - -

PDLI4_HUMAN PDLIM4 RPSGpTGTGPEDGRPpSLGpSPYGQPPR T122, S132, S135NEW, NEW, NEW - - - - 14.89 36 -1.62 -0.39 - - - - - - - -

PDLI4_HUMAN PDLIM4 IHIDPEIQDGSPpTTSR T114 NEW - - - - 139.18 77 -0.15 -0.39 - - - - - - - -
PDLI4_HUMAN PDLIM4 RPSGTGTGPEDGRPSLGpSPYGQPPR S135 NEW - - - - 69.06 43 -0.90 -0.39 - - - - - - - -

PDLI4_HUMAN PDLIM4 GPpSPWGFR S11 NEW - - - - - - - - - - - - 86.47 43 -1.40 0.13
PDLI5_HUMAN PDLIM5 KANNpSQEPpSPQLASSVASTR S309, S313 ELM+Swissprot, ELM+Swissprot- - - - 84.26 43 -0.78 0.02 - - - - - - - -

PDLI5_HUMAN PDLIM5 ANNSQEPpSPQLASSVASTR S313 ELM+Swissprot - - - - - - - - 126.01 97 -0.55 -0.53 - - - -

PDPK1_HUMAN PDPK1 ANpSFVGTAQYVSPELLTEK S241 ELM+Swissprot 205.25 101 0.19 0.33 185.75 112 0.04 -0.55 102.85 63 -0.34 -0.46 70.19 55 0.08 0.21

PDPK1_HUMAN PDPK1 TQTESSpTPPGIPGGSR T37 NEW - - - - 79.51 53 -1.01 -0.55 126.3 66 -0.61 -0.46 - - - -

PDPK1_HUMAN PDPK1 TQTESpSTPPGIPGGSR S36 NEW - - - - 79.51 53 -1.01 -0.55 126.3 66 -0.61 -0.46 - - - -

PDS5A_HUMAN PDS5A AAVGQEpSPGGLEAGNAK S1305 ELM+Swissprot 160.77 114 0.12 0.09 147.4 117 -0.27 -0.18 174.57 128 -0.55 -0.01 - - - -
PDS5A_HUMAN PDS5A IISVpTPVK T1208 ELM+Swissprot - - - - 83.38 50 -0.27 -0.18 83.38 52 0.03 -0.01 - - - -

PDS5B_HUMAN PDS5B EDILENEDEQNpSPPKK S1283 NEW 95.78 52 0.34 1.43 82.62 52 0.06 -0.11 - - - - - - - -

PDS5B_HUMAN PDS5B RGHTASEpSDEQQWPEEK S1259 ELM+Swissprot_similarity46.94 50 2.10 1.43 - - - - - - - - - - - -

PDS5B_HUMAN PDS5B AEpSPESSAIESTQSpTPQK S1358, T1370 ELM+Swissprot, Swissprot71.82 34 0.35 1.43 153.19 34 0.16 -0.11 153.19 62 -0.19 0.02 - - - -

PDS5B_HUMAN PDS5B AEpSPESSAIESTQSTPQK S1358 ELM+Swissprot 62.95 42 -0.22 1.43 - - - - - - - - 45.17 51 0.03 0.11

PDS5B_HUMAN PDS5B AESPESpSAIESTQSpTPQK S1362, T1370 NEW, Swissprot - - - - 69.06 34 0.16 -0.11 - - - - - - - -

PDS5B_HUMAN PDS5B AESPEpSSAIESTQSpTPQK S1361, T1370 NEW, Swissprot - - - - 69.06 34 0.16 -0.11 - - - - - - - -

PDS5B_HUMAN PDS5B AEpSPESSAIESTQpSTPQK S1358, S1369 ELM+Swissprot, NEW- - - - 153.19 60 0.16 -0.11 153.19 74 -0.08 0.02 - - - -
PDS5B_HUMAN PDS5B METVSNASSSSNPSpSPGR S1166 ELM+Swissprot - - - - 193.98 86 -0.06 -0.11 - - - - 140.4 82 -0.18 0.11

PDS5B_HUMAN PDS5B EDILENEDEQNpSPPK S1283 NEW - - - - - - - - 93.94 80 -3.29 0.02 - - - -

PDS5B_HUMAN PDS5B AESPESpSAIESTQSTPQK S1362 NEW - - - - - - - - 79.51 47 0.49 0.02 45.17 51 0.03 0.11

PDS5B_HUMAN PDS5B AESPEpSSAIESTQSTPQK S1361 NEW - - - - - - - - - - - - 45.17 51 0.03 0.11

PDXD1_HUMAN PDXDC1 LSSGPEQITLEASSTEGHPGAPSPQHTDQpTEAFQKT764 NEW - - - - 40.5 56 -0.54 -0.15 - - - - - - - -

PDXD1_HUMAN PDXDC1 LSSGPEQITLEASSTEGHPGAPpSPQHTDQTEAFQKS757 NEW - - - - 40.5 56 -0.54 -0.15 - - - - - - - -
PDXD1_HUMAN PDXDC1 LSSGPEQITLEASSTEGHPGAPSPQHpTDQTEAFQKT761 NEW - - - - 40.5 56 -0.54 -0.15 - - - - - - - -

PEA15_HUMAN PEA15 DIIRQPpSEEEIIK S116 ELM+Swissprot 102.9 33 -0.13 0.76 79.35 38 0.15 -0.11 81.51 46 0.05 -0.03 73.55 33 0.13 0.36
PEA15_HUMAN PEA15 QPpSEEEIIK S116 ELM+Swissprot 77.93 64 0.22 0.76 91.73 63 0.28 -0.11 41.85 50 0.09 -0.03 106.41 61 0.33 0.36

PEBP1_HUMAN PEBP1 NRPTpSISWDGLDSGK S52 ELM+Swissprot - - - - 89.76 32 -0.19 -0.01 - - - - - - - -

PELP1_HUMAN PELP1 AGSNEDPILAPSGpTPPPTIPPDETFGGR T745 ELM+Swissprot - - - - 146.19 117 0.16 0.08 - - - - 20.04 31 0.00 0.28

PELP1_HUMAN PELP1 GpSPDGSLQTGKPSAPK S481 ELM+Swissprot - - - - - - - - 88.83 39 -0.08 -0.15 - - - -

PELP1_HUMAN PELP1 AGSNEDPILAPpSGTPPPTIPPDETFGGR S743 NEW - - - - - - - - - - - - 20.04 31 0.00 0.28

PERQ1_HUMAN GIGYF1 SLpSVPDSGR S638 ELM+Swissprot - - - - 67.2 48 0.09 -0.08 67.2 42 0.16 0.17 - - - -
PERQ2_HUMAN GIGYF2 ALSSGGSITpSPPLSPALPK S26 ELM+Swissprot 161.39 48 -0.10 0.29 172.05 109 -0.09 -0.28 199.28 90 0.47 0.07 - - - -

PERQ2_HUMAN GIGYF2 VGVEASEETPQTSSSSARPGpTPSDHQSQEASQFERT382 ELM+Swissprot 56.41 58 0.52 0.29 - - - - - - - - 82.58 69 0.25 0.30

PERQ2_HUMAN GIGYF2 EPIPEEQEMDFRPVDEGEECpSDpSEGpSHNEEAKEPDKS335, S337, S340NEW, NEW, NEW - - - - 20.59 32 0.29 -0.28 - - - - - - - -

PERQ2_HUMAN GIGYF2 ALSSGGSITpSPPLpSPALPK S26, S30 ELM+Swissprot, ELM+Swissprot- - - - - - - - 159.01 91 -0.46 0.07 - - - -

PERQ2_HUMAN GIGYF2 VGVEASEETPQTSSSSARPGTPpSDHQSQEASQFERS384 NEW - - - - - - - - - - - - 82.58 69 0.25 0.30

PESC_HUMAN PES1 IpTHQIVDRPGQQpTSVIGR T374, T385 NEW, NEW - - - - - - - - - - - - 7.09 33 0.78 0.65

PESC_HUMAN PES1 IpTHQIVDRPGQQTpSVIGR T374, S386 NEW, NEW - - - - - - - - - - - - 7.09 33 0.78 0.65

PEX19_HUMAN PEX19 NATDLQNSpSMSEEELTK S147 Swissprot 177.52 90 -2.53 -0.41 163.49 85 -1.43 -0.42 124.1 93 -0.29 0.19 111.87 75 -2.46 -0.59
PEX19_HUMAN PEX19 AKPpSPAPPSTTTAPDASGPQK S35 Swissprot - - - - - - - - 53.79 34 -0.67 0.19 - - - -

PGK1_HUMAN PGK1 ALEpSPERPFLAILGGAK S203 ELM+Swissprot 62.3 35 0.15 0.15 - - - - - - - - - - - -

PGRC1_HUMAN PGRMC1 IVRGDQPAApSGDSDDDEPPPLPR S54 NEW 95.15 98 -0.05 0.44 - - - - - - - - - - - -

PGRC1_HUMAN PGRMC1 IVRGDQPAASGDpSDDDEPPPLPR S57 ELM+Swissprot 95.15 98 -0.05 0.44 86.23 69 0.05 -0.02 - - - - - - - -

PGRC1_HUMAN PGRMC1 GDQPAASGDpSDDDEPPPLPR S57 ELM+Swissprot 213.46 141 0.51 0.44 199.28 131 0.13 -0.02 196.45 112 -0.33 0.10 213.46 141 0.05 0.59

PGRC1_HUMAN PGRMC1 EGEEPTVYpSDEEEPKDESAR S181 ELM+Swissprot 111.87 80 0.94 0.44 144.98 93 0.67 -0.02 179.98 96 0.38 0.10 88.83 96 1.57 0.59
PGRC2_HUMAN PGRMC2 LLKPGEEPpSEpYTDEEDTK S208, Y210 Swissprot, NEW 88.83 38 0.03 0.08 66.49 58 0.16 -0.04 71.82 53 0.31 0.20 54.21 51 0.43 2.05

PGRC2_HUMAN PGRMC2 LLKPGEEPpSEYpTDEEDTK S208, T211 Swissprot, ELM+Swissprot61.59 55 0.10 0.08 61.59 48 0.19 -0.04 76.62 52 0.02 0.20 66.49 39 4.11 2.05
PGRC2_HUMAN PGRMC2 LLKPGEEPSEYpTDEEDTK T211 ELM+Swissprot 76.62 80 0.04 0.08 61.59 88 -0.15 -0.04 108.08 88 0.23 0.20 119.94 64 -0.01 2.05

PGRC2_HUMAN PGRMC2 LLKPGEEPSEpYTDEEDTK Y210 NEW - - - - - - - - 87.24 57 0.44 0.20 - - - -

PHAR4_HUMAN PHACTR4 SSpSPVQVEEEPVR S118 Swissprot_similarity150.97 87 -0.09 0.05 150.97 77 -0.11 -0.27 166.28 87 0.03 -0.36 182.22 87 -0.24 -0.10

PHAR4_HUMAN PHACTR4 TVNLSVTPpSPAPR S228 NEW - - - - - - - - 133.28 55 -0.94 -0.36 - - - -

PHB_HUMAN PHB QVpSDDLTER S151 NEW - - - - - - - - 51.27 46 0.30 0.04 - - - -

PHC3_HUMAN PHC3 MDRpTPPPPTLpSPAAITVGR T609, S616 ELM+Swissprot, ELM+Swissprot67.05 41 -0.15 0.00 87.76 57 -0.18 -0.34 - - - - 44.84 34 -0.52 -0.38
PHF12_HUMAN PHF12 VLpTPPQAAGDGILATTANQR T671 NEW - - - - - - - - 33.78 43 -0.21 -0.20 - - - -

PHF14_HUMAN PHF14 NSADDEELpTNDpSLTLSQSK T287, S290 ELM+Swissprot, ELM+Swissprot33.78 39 0.42 0.56 - - - - 152.52 72 -0.20 -0.80 - - - -
PHF14_HUMAN PHF14 SNEDpSLILEK S302 ELM+Swissprot - - - - 83.81 33 -1.92 -2.05 83.81 49 -1.89 -0.80 - - - -

PHF3_HUMAN PHF3 MAPPVDDLpSPK S1133 ELM+Swissprot 34.76 37 -0.04 0.26 54.51 37 -0.60 -0.27 - - - - - - - -

PHF3_HUMAN PHF3 RQLQEDQENNLQDNQTSNSpSPCR S1614 ELM+Swissprot - - - - - - - - 115.96 75 -0.53 0.07 - - - -

PHF6_HUMAN PHF6 TAHNSEADLEESFNEHELEPSpSPK S155 Swissprot 32.34 35 0.85 0.87 55.41 70 0.68 -0.13 - - - - - - - -

PHF6_HUMAN PHF6 TAHNSEADLEESFNEHELEPpSSPK S154 Swissprot 53.05 35 0.85 0.87 55.41 70 0.68 -0.13 - - - - - - - -

PHF6_HUMAN PHF6 TAHNSEADLEEpSFNEHELEPSpSPK S145, S155 Swissprot, Swissprot- - - - 18.32 40 -1.72 -0.13 - - - - - - - -
PHF6_HUMAN PHF6 TAHNSEADLEEpSFNEHELEPpSSPK S145, S154 Swissprot, Swissprot- - - - 18.32 40 -1.72 -0.13 - - - - - - - -

PHIP_HUMAN PHIP VLpSDpSEDEEKDADVPGTSTR S1281, S1283 ELM+Swissprot, ELM+Swissprot55.83 34 0.36 0.50 95.78 51 -0.05 -0.17 - - - - - - - -

PHIP_HUMAN PHIP SESSTSAFpSTPTR S1479 NEW - - - - - - - - 103.96 53 -0.73 -0.72 - - - -

PHIP_HUMAN PHIP SESSTSAFSpTPTR T1480 NEW - - - - - - - - 103.96 53 -0.73 -0.72 - - - -

PHLB1_HUMAN PHLDB1 KNpSIpTEISDNEDDLLEYHR S578, T580 NEW, NEW 50.86 36 1.21 0.70 81.57 39 0.07 -0.29 - - - - - - - -

PHLB1_HUMAN PHLDB1 VLpTTSPSR T417 NEW 58.87 34 0.44 0.70 - - - - - - - - - - - -
PHLB1_HUMAN PHLDB1 VLTpTSPSR T418 NEW 58.87 34 0.44 0.70 86.47 41 -0.37 -0.29 86.47 41 -0.22 -0.18 - - - -

PHLB1_HUMAN PHLDB1 TLQPPEpSPR S443 NEW 65 37 0.60 0.70 77.93 39 -0.03 -0.29 65 43 -0.16 -0.18 77.93 37 -0.44 0.47
PHLB1_HUMAN PHLDB1 TRpSPpSPTLGESLAPHK S518, S520 Swissprot_similarity, Swissprot- - - - 130.95 63 -0.10 -0.29 - - - - - - - -

PHLB1_HUMAN PHLDB1 KNpSITEIpSDNEDDLLEYHR S578, S583 NEW, Swissprot - - - - 81.57 39 0.07 -0.29 - - - - - - - -

PHLB1_HUMAN PHLDB1 SGPLPSSSGSSSSSSQLSVApTLGRSPpSPKT998, S1004 NEW, NEW - - - - 17.94 40 -0.54 -0.29 - - - - - - - -

PHLB1_HUMAN PHLDB1 SGPLPSSSGSSSSSSQLSVApTLGRpSPSPKT998, S1002 NEW, NEW - - - - 17.94 40 -0.54 -0.29 - - - - - - - -

PHLB1_HUMAN PHLDB1 VLTTpSPSR S419 NEW - - - - 86.47 41 -0.37 -0.29 86.47 41 -0.22 -0.18 - - - -

PHLB1_HUMAN PHLDB1 ELPPLSPpSLSR S463 NEW - - - - 54.51 32 -0.12 -0.29 - - - - - - - -
PHLB1_HUMAN PHLDB1 ELPPLpSPSLSR S461 NEW - - - - 54.51 32 -0.12 -0.29 56.01 41 -0.04 -0.18 - - - -

PHLB1_HUMAN PHLDB1 GLLTDpSPAATVLAEAR S334 NEW - - - - - - - - 81.03 49 -0.85 -0.18 - - - -
PHLB1_HUMAN PHLDB1 SALLTQNGpTGSLPR T1015 NEW - - - - - - - - 68.56 96 -0.01 -0.18 - - - -

PHLB1_HUMAN PHLDB1 SALLTQNGTGpSLPR S1017 NEW - - - - - - - - 68.56 96 -0.01 -0.18 - - - -

PHLB2_HUMAN PHLDB2 SGAASMPSpSPK S204 NEW 119.71 45 0.64 -0.17 79.35 53 0.07 -0.40 119.71 46 -0.23 0.51 - - - -

PHLB2_HUMAN PHLDB2 SGAASMPpSSPK S203 NEW 119.71 45 0.64 -0.17 79.35 53 0.07 -0.40 119.71 46 -0.23 0.51 - - - -

PHLB2_HUMAN PHLDB2 TSASEGNPYVSSTLSVPApSPR S334 NEW - - - - 152.32 112 -0.06 -0.40 116.87 76 -0.12 0.51 - - - -



PHLB2_HUMAN PHLDB2 QApSGTPQPALR S402 NEW - - - - - - - - 92.11 62 -1.49 0.51 - - - -

PHLB2_HUMAN PHLDB2 QASGpTPQPALR T404 ELM+Swissprot - - - - - - - - 81.51 49 -0.77 0.51 - - - -

PHLP_HUMAN PDCL NSApTCHSEDpSDLEID T290, S296 NEW, ELM+Swissprot- - - - 37.98 38 1.03 0.43 - - - - - - - -

PHLP_HUMAN PDCL NSATCHSEDpSDLEID S296 ELM+Swissprot - - - - 62.87 43 -0.04 0.43 - - - - - - - -

PHTNS_HUMAN KIAA1949 LpSPGESAYQK S224 NEW 111.42 47 0.11 0.24 130.07 43 -0.37 -0.12 126.36 63 -0.18 0.01 - - - -
PHTNS_HUMAN KIAA1949 LLEpSPGVEAGEGEAEKEEAGAQGRPLR S368 ELM+Swissprot - - - - 69.02 61 -0.56 -0.12 50.96 47 -0.57 0.01 - - - -

PHTNS_HUMAN KIAA1949 WRLpSPGEpTPER S195, T199 Swissprot, NEW - - - - - - - - 65.55 37 -0.92 0.01 - - - -

PI4KA_HUMAN PI4KA TSSVSSISQVpSPER S207 NEW - - - - 89.63 72 -0.56 -0.31 - - - - - - - -

PI4KA_HUMAN PI4KA TSpSVSSISQVSPER S199 NEW - - - - 99.69 89 0.18 -0.31 114.49 63 0.36 0.12 - - - -

PIM1_HUMAN PIM1 INpSLAHLR S99 NEW 16.76 32 -2.15 -2.01 - - - - - - - - - - - -

PININ_HUMAN PNN QQDpSQPEEVMDVLEMVENVK S381 ELM+Swissprot 75.25 52 0.14 2.06 - - - - - - - - - - - -
PININ_HUMAN PNN SLpSPGKENVSALDMEK S443 ELM+Swissprot 136.26 63 -0.08 2.06 119.47 57 0.17 -0.10 118.12 47 0.32 0.00 130.95 44 -0.11 0.20

PININ_HUMAN PNN SLpSPGKENVpSALDMEK S443, S450 ELM+Swissprot, NEW- - - - 62.3 35 -1.96 -0.10 79.77 36 -2.69 0.00 - - - -
PININ_HUMAN PNN RGFpSDSGGGPPAK S66 ELM+Swissprot - - - - 85.46 45 0.43 -0.10 - - - - - - - -

PININ_HUMAN PNN GFpSDSGGGPPAK S66 ELM+Swissprot - - - - 131.17 48 1.14 -0.10 63.88 43 -0.01 0.00 - - - -

PK1IP_HUMAN PAK1IP1 ESLPPAAEPpSPVSK S320 ELM+Swissprot - - - - - - - - 99.69 59 -0.28 -0.11 - - - -

PKCB1_HUMAN ZMYND8 TGQAGpSLSGpSPKPFSPQLSAPITTK S486, S490 ELM+Swissprot, ELM+Swissprot98.1 59 0.40 0.54 87.58 58 0.16 -0.25 88.98 71 0.61 -0.03 - - - -

PKCB1_HUMAN ZMYND8 LNFDMTApSPK S406 NEW - - - - 28.71 47 -1.30 -0.25 37.98 38 -1.07 -0.03 - - - -

PKCB1_HUMAN ZMYND8 LNFDMpTASPK T404 NEW - - - - 28.71 47 -1.30 -0.25 37.98 38 -1.07 -0.03 - - - -
PKCB1_HUMAN ZMYND8 TGQAGpSLpSGSPKPFSPQLSAPITTK S486, S488 ELM+Swissprot, NEW- - - - 93.74 58 0.16 -0.25 88.98 71 0.61 -0.03 - - - -

PKCB1_HUMAN ZMYND8 TGQAGSLpSGSPKPFpSPQLSAPITTK S488, S495 NEW, NEW - - - - - - - - 56.67 68 -0.39 -0.03 - - - -

PKCB1_HUMAN ZMYND8 TGQAGSLSGpSPKPFpSPQLSAPITTK S490, S495 ELM+Swissprot, NEW- - - - - - - - 56.67 68 -0.39 -0.03 - - - -

PKCB1_HUMAN ZMYND8 ELSESVQQQSTPVPLIpSPK S547 ELM+Swissprot - - - - - - - - 48.83 40 0.15 -0.03 - - - -

PKCB1_HUMAN ZMYND8 STpSPApSEKADPGAVK S652, S655 ELM+Swissprot, NEW- - - - - - - - - - - - 54.51 39 0.31 0.26

PKHA1_HUMAN PLEKHA1 LTpYISKVSDApTK Y63, T71 NEW, NEW - - - - 87.55 34 -8.22 -8.38 - - - - - - - -

PKHA5_HUMAN PLEKHA5 TNpSMQQLEQWIK S410 NEW - - - - 85.46 60 0.11 -0.20 102.9 40 0.05 -0.33 - - - -

PKHA5_HUMAN PLEKHA5 SVPAGLTLQSVpSPQSLQGK S607 NEW - - - - 112.44 85 -0.58 -0.20 147.4 120 -0.53 -0.33 - - - -
PKHA5_HUMAN PLEKHA5 AKSPTPEpSSTIASYVTLR S860 NEW - - - - 46.04 53 0.24 -0.20 - - - - - - - -

PKHA5_HUMAN PLEKHA5 AKSPTPESSpTIASYVTLR T862 NEW - - - - 46.04 53 0.24 -0.20 - - - - - - - -

PKHA5_HUMAN PLEKHA5 AKSPTPESpSTIASYVTLR S861 NEW - - - - 46.04 53 0.24 -0.20 - - - - - - - -

PKHA5_HUMAN PLEKHA5 SEVSpSPIQR S568 ELM+Swissprot - - - - 106.41 34 -0.51 -0.20 138.46 58 -0.52 -0.33 - - - -

PKHA5_HUMAN PLEKHA5 AKpSPTPESSTIASYVTLR S855 ELM+Swissprot - - - - 46.04 53 0.24 -0.20 - - - - - - - -

PKHA5_HUMAN PLEKHA5 AKSPpTPESSTIASYVTLR T857 ELM+Swissprot - - - - 46.04 53 0.24 -0.20 - - - - - - - -
PKHA5_HUMAN PLEKHA5 SPpTPESSTIASYVTLR T857 ELM+Swissprot - - - - 92.17 67 -0.15 -0.20 - - - - - - - -

PKHG3_HUMAN PLEKHG3 SSSVLpSLEGpSEK S643, S647 Swissprot_similarity, Swissprot_similarity89.76 61 0.02 1.42 43.04 48 0.02 -0.14 87.55 60 -0.10 -0.12 - - - -
PKHG3_HUMAN PLEKHG3 SSSVLpSLEGSEK S643 Swissprot_similarity44.23 43 -0.19 1.42 102.9 71 0.19 -0.14 102.9 50 -0.26 -0.12 - - - -

PKHG3_HUMAN PLEKHG3 GPLpSPFNSR S76 Swissprot 77.93 59 0.53 1.42 106.41 55 -0.07 -0.14 106.41 52 -0.39 -0.12 77.93 41 -0.38 0.01

PKHG3_HUMAN PLEKHG3 IWEGMESSGGpSPGK S827 NEW - - - - 65.6 62 -0.40 -0.14 - - - - - - - -

PKHL1_HUMAN PKHD1L1 NGSpSNPLNWNpTSK S2947, T2954 NEW, NEW 23.41 33 -6.20 -6.06 39.82 35 -4.34 -5.11 - - - - - - - -

PKHL1_HUMAN PKHD1L1 NGpSSNPLNWNpTSK S2946, T2954 NEW, NEW 23.41 33 -6.20 -6.06 39.82 35 -4.34 -5.11 - - - - - - - -

PKHL1_HUMAN PKHD1L1 NGSSNPLNWNpTSK T2954 NEW 39.82 44 -6.20 -6.06 39.82 42 -5.90 -5.11 - - - - - - - -
PKHM1_HUMAN PLEKHM1 LVVSSPTpSPK S435 Swissprot_similarity - - - - - - - - 59.27 48 0.08 0.09 - - - -

PKHM1_HUMAN PLEKHM1 LVVSSPpTSPK T434 NEW - - - - - - - - 59.27 48 0.08 0.09 - - - -

PKHO2_HUMAN PLEKHO2 CSpSLGDLLGEGPR S390 NEW 70.15 43 0.29 0.11 89.76 55 0.18 0.73 - - - - - - - -

PKHO2_HUMAN PLEKHO2 CpSSLGDLLGEGPR S389 NEW 70.15 55 0.40 0.11 - - - - - - - - - - - -

PKN1_HUMAN PKN1 LNLGTDSDSpSPQK S562 ELM+Swissprot 57.98 57 -0.12 0.02 91.57 54 -0.22 -0.39 57.98 34 -0.03 0.09 - - - -

PKN1_HUMAN PKN1 LNLGTDSDpSSPQK S561 NEW - - - - 91.57 54 -0.22 -0.39 57.98 34 -0.03 0.09 - - - -

PKN1_HUMAN PKN1 LNLGTDpSDpSSPQK S559, S561 NEW, NEW - - - - - - - - 91.57 40 0.00 0.09 - - - -

PKN1_HUMAN PKN1 LNLGTDpSDSpSPQK S559, S562 NEW, ELM+Swissprot- - - - - - - - 91.57 40 0.00 0.09 - - - -
PKN2_HUMAN PKN2 ASpSLGEIDESSELR S583 Swissprot 186.24 110 -0.06 0.35 170.79 106 -0.06 -0.24 155.9 124 -0.03 -0.14 127.75 84 -0.24 -0.10

PKN2_HUMAN PKN2 ATSVALPGWSPpSETR S362 NEW - - - - 73.29 43 -0.99 -0.24 - - - - - - - -

PKN2_HUMAN PKN2 ATSVALPGWSPSEpTR T364 NEW - - - - 73.29 43 -0.99 -0.24 - - - - - - - -

PKN2_HUMAN PKN2 ATSVALPGWpSPSETR S360 ELM+Swissprot - - - - 73.29 43 -0.99 -0.24 146.98 98 -0.61 -0.14 - - - -

PKP2_HUMAN PKP2 LEIpSPDSpSPER S151, S155 NEW, NEW 79.35 39 0.19 0.34 67.31 35 -0.13 -0.31 - - - - - - - -

PKP2_HUMAN PKP2 RLEIpSPDSpSPER S151, S155 NEW, NEW - - - - 75.38 38 -0.04 -0.31 - - - - - - - -
PKP2_HUMAN PKP2 RLEIpSPDpSSPER S151, S154 NEW, NEW - - - - 75.38 38 -0.04 -0.31 - - - - - - - -

PKP3_HUMAN PKP3 AGGLDWPEATEVpSPSR S238 ELM+Swissprot - - - - - - - - 103.82 84 -0.16 -0.41 - - - -
PKP4_HUMAN PKP4 VASPSQGQVGSSpSPK S337 Swissprot_similarity - - - - 36.16 52 0.20 -0.51 85.98 37 0.36 -0.21 36.16 48 0.18 0.31

PKP4_HUMAN PKP4 VASPSQGQVGSpSSPK S336 Swissprot_similarity - - - - 36.16 52 0.20 -0.51 85.98 37 0.36 -0.21 36.16 48 0.18 0.31

PKP4_HUMAN PKP4 VASPSQGQVGpSSSPK S335 NEW - - - - 36.16 35 0.32 -0.51 - - - - 36.16 48 0.18 0.31

PKP4_HUMAN PKP4 VGpSPLTLTDAQTR S314 ELM+Swissprot - - - - 98.01 52 -0.65 -0.51 111.19 64 -0.55 -0.21 - - - -

PKP4_HUMAN PKP4 VASPpSQGQVGSSpSPK S329, S337 NEW, Swissprot_similarity- - - - - - - - 37.91 39 -0.33 -0.21 - - - -

PKP4_HUMAN PKP4 VASPpSQGQVGSpSSPK S329, S336 NEW, Swissprot_similarity- - - - - - - - 37.91 39 -0.33 -0.21 - - - -
PKP4_HUMAN PKP4 VApSPSQGQVGSpSSPK S327, S336 NEW, Swissprot_similarity- - - - - - - - 64.21 44 -0.43 -0.21 - - - -

PKP4_HUMAN PKP4 VApSPSQGQVGSSpSPK S327, S337 NEW, Swissprot_similarity- - - - - - - - 64.21 44 -0.43 -0.21 - - - -
PKP4_HUMAN PKP4 VASPpSQGQVGpSSSPK S329, S335 NEW, NEW - - - - - - - - 37.91 39 -0.33 -0.21 - - - -

PKP4_HUMAN PKP4 VApSPSQGQVGpSSSPK S327, S335 NEW, NEW - - - - - - - - 64.21 44 -0.43 -0.21 - - - -

PLCE1_HUMAN PLCE1 MSPGETApSFNKTSGK S1715 NEW - - - - - - - - 7.09 41 1.18 1.20 - - - -

PLCG1_HUMAN PLCG1 ENGDLpSPFSGTSLR S1221 NEW - - - - - - - - 87.76 98 0.16 -0.06 - - - -

PLCH_HUMAN AGPAT9 NSApSVGIIQR S68 NEW 86.27 60 0.53 0.67 100.07 68 0.36 0.20 49.68 43 0.22 0.23 61.05 39 0.13 0.27

PLCH_HUMAN AGPAT9 NpSASVGIIQR S66 NEW - - - - - - - - 49.68 43 0.22 0.23 - - - -
PLEC1_HUMAN PLEC1 RYASGpSSASLGGPESAVA S4672 NEW 96.66 56 1.21 0.53 96.66 48 0.10 -0.18 101.93 59 -0.20 0.00 69.06 46 -0.18 0.15

PLEC1_HUMAN PLEC1 GYYSPYSVSGSGpSTAGSRpTGSR S4622, T4628 ELM+Swissprot_similarity, NEW56.9 67 0.87 0.53 - - - - - - - - - - - -

PLEC1_HUMAN PLEC1 GYYSPYSVSGSGpSTAGSRTGpSR S4622, S4630 ELM+Swissprot_similarity, NEW56.9 67 0.87 0.53 - - - - - - - - - - - -

PLEC1_HUMAN PLEC1 GYYSPYSVSGpSGSTAGSRpTGSR S4620, T4628 ELM+Swissprot, NEW56.9 67 0.87 0.53 - - - - - - - - - - - -

PLEC1_HUMAN PLEC1 GYYSPYSVSGpSGSTAGSRTGpSR S4620, S4630 ELM+Swissprot, NEW56.9 67 0.87 0.53 - - - - - - - - - - - -

PLEC1_HUMAN PLEC1 SSpSVGpSSSSYPISPAVSR S4386, S4389 ELM+Swissprot, ELM+Swissprot113.88 60 0.75 0.53 - - - - 149.91 90 0.09 0.00 - - - -
PLEC1_HUMAN PLEC1 SDEGQLpSPATR S720 ELM+Swissprot 162.16 80 0.08 0.53 162.16 87 -0.06 -0.18 146.32 74 -0.28 0.00 134.56 92 -0.44 0.15

PLEC1_HUMAN PLEC1 AQLEPVApSPAK S1435 ELM+Swissprot 122.92 82 -0.04 0.53 119.71 87 -0.34 -0.18 150.12 85 -0.56 0.00 134.56 84 -0.66 0.15
PLEC1_HUMAN PLEC1 SSSVGSSSSYPIpSPAVSR S4396 ELM+Swissprot 208.39 102 0.06 0.53 155.62 129 -0.68 -0.18 182.81 136 -0.56 0.00 211.66 129 -1.82 0.15

PLEC1_HUMAN PLEC1 GYYpSPYSVSGSGSTAGSR S4613 ELM+Swissprot 171.74 125 0.25 0.53 119.94 146 -0.72 -0.18 142.65 143 -0.55 0.00 132.25 146 -1.75 0.15

PLEC1_HUMAN PLEC1 GYYSPYSVSGSGSTAGpSR S4626 Swissprot_similarity - - - - 93.44 111 0.44 -0.18 - - - - - - - -

PLEC1_HUMAN PLEC1 GYYSPpYSVSGSGSTAGSR Y4615 Swissprot - - - - 91.57 65 -0.87 -0.18 62.87 34 -0.46 0.00 - - - -

PLEC1_HUMAN PLEC1 GYYSPYpSVpSGSGSTAGSRTGSR S4616, S4618 NEW, NEW - - - - 35.73 43 0.41 -0.18 - - - - - - - -

PLEC1_HUMAN PLEC1 GYYSPYpSVSGpSGSTAGSRTGSR S4616, S4620 NEW, ELM+Swissprot- - - - 35.73 43 0.41 -0.18 - - - - - - - -
PLEC1_HUMAN PLEC1 GYYSPYSVpSGpSGSTAGSRTGSR S4618, S4620 NEW, ELM+Swissprot- - - - 35.73 43 0.41 -0.18 - - - - - - - -

PLEC1_HUMAN PLEC1 RYASGSpSASLGGPESAVA S4673 NEW - - - - 96.66 48 0.10 -0.18 92.17 59 -0.20 0.00 69.06 46 -0.18 0.15
PLEC1_HUMAN PLEC1 RYASGSSApSLGGPESAVA S4675 NEW - - - - 96.66 48 0.10 -0.18 92.17 59 -0.20 0.00 - - - -

PLEC1_HUMAN PLEC1 GYYSPYSVSGSGpSpTAGSRTGSR S4622, T4623 ELM+Swissprot_similarity, ELM+Swissprot- - - - 35.73 43 0.41 -0.18 - - - - - - - -

PLEC1_HUMAN PLEC1 GYYSPYSVSGSGpSTAGSR S4622 ELM+Swissprot_similarity- - - - 93.44 111 0.44 -0.18 - - - - - - - -

PLEC1_HUMAN PLEC1 GYYSPYSVSGpSGpSTAGSRTGSR S4620, S4622 ELM+Swissprot, ELM+Swissprot_similarity- - - - 35.73 43 0.41 -0.18 - - - - - - - -

PLEC1_HUMAN PLEC1 GYYSPYSVSGpSGSpTAGSRTGSR S4620, T4623 ELM+Swissprot, ELM+Swissprot- - - - 35.73 43 0.41 -0.18 - - - - - - - -



PLEC1_HUMAN PLEC1 SSpSVGSSSSpYPISPAVSR S4386, Y4393 ELM+Swissprot, ELM- - - - 104.54 68 -0.54 -0.18 - - - - - - - -

PLEC1_HUMAN PLEC1 QIpTMEELVR T4030 ELM+Swissprot - - - - 88.9 36 0.02 -0.18 118.17 37 0.20 0.00 - - - -

PLEC1_HUMAN PLEC1 GYYSPYSVSGSGSpTAGSR T4623 ELM+Swissprot - - - - 93.44 111 0.44 -0.18 - - - - - - - -

PLEC1_HUMAN PLEC1 GYYSPpYSVpSGSGSTAGSR Y4615, S4618 Swissprot, NEW - - - - - - - - 75.25 85 -0.13 0.00 - - - -

PLEC1_HUMAN PLEC1 GYpYSPYSVpSGSGSTAGSR Y4612, S4618 NEW, NEW - - - - - - - - 70.42 93 -0.53 0.00 - - - -
PLEC1_HUMAN PLEC1 SSpSVGSpSSSYPISPAVSR S4386, S4390 ELM+Swissprot, Swissprot_similarity- - - - - - - - 149.91 90 0.09 0.00 - - - -

PLEC1_HUMAN PLEC1 GYYpSPYSVSGSGSTAGpSR S4613, S4626 ELM+Swissprot, Swissprot_similarity- - - - - - - - 84.24 117 -0.70 0.00 - - - -

PLEC1_HUMAN PLEC1 pSSSVGSSSSpYPISPAVSR S4384, Y4393 ELM+Swissprot, ELM- - - - - - - - 114.22 82 -1.01 0.00 - - - -

PLEC1_HUMAN PLEC1 RYApSGSSASLGGPESAVA S4670 NEW - - - - - - - - - - - - 69.06 46 -0.18 0.15

PLEC1_HUMAN PLEC1 SSpSVGSSSSYPISPAVSR S4386 ELM+Swissprot - - - - - - - - - - - - 140.4 93 0.34 0.15

PLPL2_HUMAN PNPLA2 VQpSLPSVPLSCAAYR S404 NEW - - - - 81.03 70 -0.34 -0.50 - - - - - - - -
PLPL6_HUMAN PNPLA6 LFPpSPGLPTRpTSPVR S345, T352 ELM, NEW - - - - 64.21 32 -0.87 -0.53 - - - - - - - -

PLPL6_HUMAN PNPLA6 LFPpSPGLPTRTpSPVR S345, S353 ELM, NEW - - - - 64.21 32 -0.87 -0.53 - - - - - - - -
PLPL6_HUMAN PNPLA6 LFPpSPGLPpTRTSPVR S345, T350 ELM, NEW - - - - 64.21 32 -0.87 -0.53 - - - - - - - -

PLPL7_HUMAN PNPLA7 TVpSVRAAIPSTILR S234 NEW - - - - - - - - - - - - 26.19 34 1.59 1.73

PLSL_HUMAN LCP1 GpSVSDEEMMELR S5 ELM+Swissprot_similarity98.01 43 0.20 0.16 75.38 58 0.10 -0.04 - - - - - - - -

PML_HUMAN PML SpSPEQPRPSTSK S505 Swissprot - - - - - - - - 65.55 46 -0.28 -0.28 - - - -

PML_HUMAN PML AEGVSpTPLAGR T867 NEW - - - - - - - - 119.71 61 -0.63 -0.28 - - - -

PML_HUMAN PML AEGVpSTPLAGR S866 NEW - - - - - - - - 119.71 61 -0.63 -0.28 - - - -
PML_HUMAN PML AVpSPPHLDGPPpSPR S518, S527 Swissprot, Swissprot- - - - - - - - - - - - 38.85 46 0.18 0.16

PMS1_HUMAN PMS1 QFYpSTAKK S160 NEW - - - - - - - - 35.44 34 -0.55 -0.54 - - - -

PMS2_HUMAN PMS2 VLPQPTNLApTPNTK T573 ELM+Swissprot - - - - - - - - 45.87 36 -0.98 -0.21 - - - -

PMS2L_HUMAN PMS2 APEpTDDpSFpSDVDCHSNQEDTGCK T156, S159, S161NEW, NEW, NEW - - - - 114.22 66 0.30 -0.21 - - - - - - - -

PMS2L_HUMAN PMS2 APEpTDDSFpSDVDCHSNQEDTGCK T156, S161 NEW, NEW - - - - 158.15 86 -0.49 -0.21 - - - - - - - -

PMS2L_HUMAN PMS2 APEpTDDpSFSDVDCHSNQEDTGCK T156, S159 NEW, NEW - - - - 158.15 86 -0.49 -0.21 - - - - - - - -

PMS4L_HUMAN PMS2L1 DpTITEPAK T22 NEW - - - - 10.05 35 5.27 5.11 - - - - - - - -

PNDC1_HUMAN PNLDC1 ENILLpSAR S234 NEW 44.9 32 -5.41 -5.27 - - - - - - - - - - - -
PNMA2_HUMAN PNMA2 VpSAYVLR S266 NEW - - - - - - - - 42.15 33 0.95 0.96 - - - -

PO210_HUMAN NUP210 DLAVPAALpTPR T1844 ELM+Swissprot - - - - 89.76 34 -1.00 -0.26 89.76 35 -0.22 -0.64 - - - -

PO2F1_HUMAN POU2F1 TIAATPIQTLPQSQSpTPK T270 NEW - - - - 153.19 88 -0.50 -0.46 153.19 64 -0.59 -0.54 - - - -

PO2F1_HUMAN POU2F1 TIAATPIQTLPQSQpSTPK S269 NEW - - - - 153.19 88 -0.50 -0.46 - - - - - - - -

PO2F1_HUMAN POU2F1 INPPpSSGGTSSSPIK S441 NEW - - - - 61.59 56 -0.13 -0.46 - - - - - - - -

PO2F1_HUMAN POU2F1 INPPSpSGGTSSSPIK S442 NEW - - - - 61.59 56 -0.13 -0.46 - - - - - - - -
PO2F1_HUMAN POU2F1 INPPSSGGpTSSSPIK T445 NEW - - - - 61.59 56 -0.13 -0.46 - - - - - - - -

PO2F2_HUMAN POU2F2 pTSPFSVSPTGPSTK T49 NEW 7.87 34 0.51 0.66 - - - - - - - - - - - -
PO2F2_HUMAN POU2F2 TpSPFSVSPTGPSTK S50 NEW 7.87 34 0.51 0.66 - - - - - - - - - - - -

PO3F1_HUMAN POU3F1 MApTpTAQYLPRGPGGGAGGTGPLMHPDAAAAAAAAAERT3, T4 NEW, NEW 6.98 37 -1.43 -1.28 - - - - - - - - - - - -

POGZ_HUMAN POGZ SLDSEPSVPSAAKPPpSPEK S425 ELM+Swissprot 105.78 36 0.05 0.17 147.4 55 0.05 -0.21 118.12 72 0.40 0.42 - - - -

POGZ_HUMAN POGZ TAPVASTPSSTPIPALpSPPTK S445 NEW - - - - 93.74 73 -0.48 -0.21 - - - - - - - -

POGZ_HUMAN POGZ LSGEHpSESSTPRPR S1364 ELM+Swissprot - - - - - - - - - - - - 37.91 35 0.54 0.68

POP1_HUMAN POP1 VQAYEEPSVApSSPNGK S729 NEW 50.86 32 1.00 1.08 103.82 69 -0.10 -0.49 - - - - 128.58 76 0.21 0.36
POP1_HUMAN POP1 VQAYEEPSVASpSPNGK S730 ELM+Swissprot 50.86 32 1.00 1.08 103.82 69 -0.10 -0.49 - - - - 128.58 76 0.21 0.36

PP12C_HUMAN LENG3 TGpSSGALGPPER S427 Swissprot_similarity - - - - - - - - 77.31 58 0.11 0.03 - - - -

PP12C_HUMAN LENG3 VPGVENSDpSPAQR S604 NEW - - - - - - - - 39.82 34 -0.12 0.03 - - - -

PP14B_HUMAN PPP1R14B VYFQpSPPGAAGEGPGGADDEGPVRR S32 ELM+Swissprot - - - - 68.55 48 -0.64 -0.23 - - - - - - - -

PP14B_HUMAN PPP1R14B VYFQpSPPGAAGEGPGGADDEGPVR S32 ELM+Swissprot - - - - - - - - 89.74 49 -0.71 0.06 - - - -

PP14C_HUMAN PPP1R14C ELLpSRIR S149 NEW 36.89 38 -1.98 -0.15 - - - - - - - - - - - -

PP14C_HUMAN PPP1R14C VFFQpSPR S25 NEW - - - - - - - - 38.48 39 -0.39 -0.06 - - - -

PP1R7_HUMAN PPP1R7 HSpSGIVADLSEQSLK S37 NEW 122.72 72 0.18 0.24 - - - - - - - - - - - -
PP1R7_HUMAN PPP1R7 GAGQQQpSQEMMEVDR S12 NEW - - - - 130.44 97 0.33 -0.45 - - - - 87.76 62 0.33 0.25

PP4R2_HUMAN PPP4R2 NHSDSSTSESEVSSVpSPLK S226 ELM+Swissprot 87.24 46 0.37 0.45 99.63 55 0.06 -0.31 - - - - 104.54 87 -0.01 -0.14

PP4R2_HUMAN PPP4R2 MNGVMFPGNpSPSYTER S159 ELM+Swissprot_similarity- - - - 128.58 63 -0.86 -0.31 - - - - - - - -

PPHLN_HUMAN PPHLN1 TpSRDpTSPSSGSAVSSSK S201, T204 Swissprot, Swissprot71.8 61 0.24 0.10 70.15 57 0.10 -0.15 - - - - - - - -

PPHLN_HUMAN PPHLN1 TSRDpTpSPSSGSAVSSSK T204, S205 Swissprot, ELM+Swissprot71.8 61 0.24 0.10 56.01 57 0.10 -0.15 60.79 37 -0.22 -0.13 71.8 77 0.01 0.17

PPHLN_HUMAN PPHLN1 TpSRDTpSPSSGSAVSSSK S201, S205 Swissprot, ELM+Swissprot71.8 61 0.24 0.10 70.15 57 0.10 -0.15 - - - - - - - -
PPHLN_HUMAN PPHLN1 DNTFFREpSPVGR S133 Swissprot 57.59 31 0.20 0.10 - - - - - - - - - - - -

PPHLN_HUMAN PPHLN1 DTpSPSSGSAVSSSK S205 ELM+Swissprot 106.25 84 -0.27 0.10 103.96 85 -0.19 -0.15 103.96 103 -0.33 -0.13 114.49 95 -0.01 0.17
PPHLN_HUMAN PPHLN1 pTSRDpTSPSSGSAVSSSK T200, T204 Swissprot, Swissprot- - - - 70.15 57 0.10 -0.15 - - - - - - - -

PPHLN_HUMAN PPHLN1 pTSRDTpSPSSGSAVSSSK T200, S205 Swissprot, ELM+Swissprot- - - - 70.15 57 0.10 -0.15 - - - - - - - -

PPHLN_HUMAN PPHLN1 TSRDTpSPpSSGSAVSSSK S205, S207 ELM+Swissprot, Swissprot- - - - - - - - - - - - 63.88 47 0.09 0.17

PPID_HUMAN PPID DGSGDpSHPDFPEDADIDLK S201 NEW - - - - - - - - 95.78 49 0.09 -0.22 - - - -

PPM1D_HUMAN PPM1D DPLPDAGApSPAPSR S85 NEW - - - - - - - - 125.18 64 0.01 0.21 - - - -

PPM1G_HUMAN PPM1G ETPpSQENGPTAK S201 NEW - - - - 142.76 58 0.47 -0.08 113.87 80 0.32 -0.02 63.88 63 0.28 0.27
PPME1_HUMAN PPME1 QCEGIpTSPEGSK T242 NEW 33.8 36 0.51 0.32 100.39 35 -0.02 -0.14 100.39 38 -0.38 0.32 65.55 41 -0.37 -0.05

PR285_HUMAN PRIC285 AEPGDEALpSPASR S1006 NEW - - - - 48.06 32 -0.96 -1.12 103.96 59 -0.34 -0.33 - - - -
PR38A_HUMAN PRPF38A VSALEEDMDDVEpSpSEEEEEEDEKLER S193, S194 ELM+Swissprot, ELM+Swissprot169.58 110 1.00 0.85 77.51 122 0.85 0.53 - - - - 172.05 114 0.07 0.21

PR40A_HUMAN PRPF40A DSGNWDTSGSELpSEGELEK S938 ELM+Swissprot 113.88 72 -0.17 -0.01 109.95 70 0.24 -0.21 130.1 100 0.22 0.14 - - - -

PR40B_HUMAN PRPF40B GSPpSSHLLGADHGLR S766 NEW 38.85 32 1.04 1.19 - - - - - - - - - - - -

PR40B_HUMAN PRPF40B GSPSpSHLLGADHGLR S767 NEW 38.85 32 1.04 1.19 - - - - - - - - - - - -

PRAX_HUMAN PRX FAIpSLPK S965 NEW - - - - - - - - - - - - 27.69 38 -1.25 -1.11

PRC1_HUMAN PRC1 GLAPNpTPGK T481 ELM+Swissprot - - - - 91.73 57 -0.02 -0.16 121.97 67 0.68 0.31 91.73 40 -0.96 -0.51
PRCC_HUMAN PRCC IAAPELHKGDpSDpSEEDEPTK S157, S159 Swissprot, Swissprot- - - - 40.26 39 0.25 0.10 58.01 33 0.09 0.24 - - - -

PRDM2_HUMAN PRDM2 TSpSPPSpSPQHSPALR S739, S743 Swissprot, Swissprot67.31 31 -0.04 0.11 - - - - 75.38 43 0.26 0.27 - - - -

PRDM2_HUMAN PRDM2 NQNTTEPVAATEpTLAEVPEHVLR T14 NEW - - - - 10.37 31 -3.52 -3.68 - - - - - - - -

PRDM2_HUMAN PRDM2 TpSSPPSpSPQHSPALR S738, S743 NEW, Swissprot - - - - - - - - 75.38 43 0.26 0.27 - - - -

PRG4_HUMAN PRG4 pTARAITTR T1384 NEW - - - - - - - - 9.28 36 1.46 1.48 - - - -

PRG4_HUMAN PRG4 TARAIpTTR T1389 NEW - - - - - - - - 9.28 36 1.46 1.48 - - - -
PRKRA_HUMAN PRKRA AEAPPLEREDpSGTFSLGK S18 ELM+Swissprot 88.83 38 0.40 1.11 - - - - - - - - - - - -

PRKRA_HUMAN PRKRA EDpSGTFSLGK S18 ELM+Swissprot 51.27 35 0.30 1.11 37.98 59 0.27 0.65 - - - - - - - -
PRP4B_HUMAN PRPF4B VpTVMSTINPTK T944 NEW 12.22 32 -7.30 1.92 - - - - - - - - - - - -

PRP4B_HUMAN PRPF4B TRpSPpSPDDILER S578, S580 ELM+Swissprot, ELM+Swissprot34.76 34 -0.11 1.92 65.55 47 -0.80 -0.24 124.99 36 -1.09 -0.40 - - - -

PRP4B_HUMAN PRPF4B VQSGMGLILQGYEpSGpSEEEGEIHEK S142, S144 ELM, ELM 101.93 86 1.23 1.92 66.78 63 0.24 -0.24 - - - - 77.51 78 0.75 0.51

PRP4B_HUMAN PRPF4B EVIDApSDKEGMpSPAK S87, S93 ELM+Swissprot, ELM+Swissprot- - - - 87.76 67 -0.09 -0.24 - - - - 97.7 43 -0.03 0.51

PRP4B_HUMAN PRPF4B LCDFGSASHVADNDITPpYLVSR Y849 ELM+Swissprot - - - - 81.03 52 0.14 -0.24 61.85 58 0.11 -0.40 - - - -

PRP4B_HUMAN PRPF4B EQPEMEDANpSEKpSINEENGEVSEDQSQNKS20, S23 ELM+Swissprot, ELM+Swissprot- - - - - - - - - - - - 21.25 32 0.44 0.51
PRPF3_HUMAN PRPF3 WDEQTSNTKGDDDEEpSDEEAVK S619 ELM+Swissprot 50.86 42 0.09 -0.05 64.21 47 -0.17 -0.23 - - - - 37.02 36 0.28 0.14

PRPF3_HUMAN PRPF3 QLSFIpSPPTPQPK S164 NEW - - - - - - - - 119.47 60 -0.63 -0.17 - - - -
PRR11_HUMAN PRR11 LITPPPPPPpSPER S40 ELM+Swissprot 119.47 51 0.35 1.89 159.17 66 -0.43 -0.54 106.25 61 -0.04 -0.44 133.28 77 -0.74 -0.11

PRR11_HUMAN PRR11 LTNVPACVLIpTPGDSK T165 NEW - - - - 139.18 75 -1.11 -0.54 - - - - - - - -

PRR11_HUMAN PRR11 LIPpSPK S252 NEW - - - - 73.38 33 -0.83 -0.54 73.38 36 -0.67 -0.44 90.19 31 -2.08 -0.11

PRR11_HUMAN PRR11 VTNVLIpTPGK T287 NEW - - - - 97.24 58 -0.71 -0.54 142.08 73 -0.73 -0.44 - - - -

PRR12_HUMAN PRR12 KQETAAVCGEpTDEEAGEpSGGEGIFR T740, S747 ELM+Swissprot, ELM+Swissprot126.5 57 0.61 0.76 109.03 63 0.18 0.01 - - - - 67.88 40 0.00 0.03



PRR14_HUMAN PRR14 TPQPPPPpSPPMK S277 NEW - - - - - - - - - - - - 33.8 36 -0.01 0.13

PRRT3_HUMAN PRRT3 GAVEAPGpTPK T363 NEW - - - - 14.91 32 -5.10 -5.27 - - - - - - - -

PRS33_HUMAN PRSS33 IVLPGSLCAGpYPQGHK Y219 NEW - - - - - - - - - - - - 49.83 33 6.99 7.12

PSA3_HUMAN PSMA3 ESLKEEDEpSDDDNM S250 ELM+Swissprot - - - - - - - - - - - - 87.55 46 -0.43 -0.22

PSA4_HUMAN PSMA4 TTIFpSPEGR S13 ELM+Swissprot - - - - - - - - 77.93 40 -0.78 -0.19 - - - -
PSA5_HUMAN PSMA5 GVNTFpSPEGR S16 ELM+Swissprot 111.42 50 0.13 0.47 142.08 62 -1.06 -0.12 111.42 62 -0.64 -0.14 163.41 58 -2.30 0.19

PSA5_HUMAN PSMA5 ITpSPLMEPSSIEK S56 ELM+Swissprot 95.76 35 0.21 0.47 98.01 47 0.12 -0.12 71.8 39 0.23 -0.14 56.01 42 0.18 0.19

PSA5_HUMAN PSMA5 IpTSPLMEPSSIEK T55 NEW - - - - - - - - - - - - 56.01 42 0.18 0.19

PSB10_HUMAN PSMB10 TLSpSPTEPVK S230 NEW - - - - - - - - 83.81 37 -0.49 -0.47 - - - -

PSB10_HUMAN PSMB10 TLSSPpTEPVK T232 NEW - - - - - - - - 83.81 37 -0.49 -0.47 - - - -

PSF2_HUMAN GINS2 TNLQPLESpTQSQDF T180 Swissprot - - - - - - - - 68.56 34 0.27 0.15 - - - -
PSIP1_HUMAN PSIP1 QSNApSSDVEVEEKETSVSK S105 NEW - - - - 68.56 41 0.12 -0.05 - - - - - - - -

PSIP1_HUMAN PSIP1 QSNASpSDVEVEEKETSVSK S106 ELM+Swissprot - - - - 68.56 41 0.12 -0.05 - - - - - - - -
PSIP1_HUMAN PSIP1 AVDIpTTPK T140 NEW - - - - - - - - 72.16 42 -0.53 0.08 58.87 35 -1.69 0.32

PSIP1_HUMAN PSIP1 AVDITpTPK T141 ELM+Swissprot - - - - - - - - 72.16 42 -0.53 0.08 58.87 35 -1.69 0.32

PSMD1_HUMAN PSMD1 TVGTPIApSVPGSTNTGTVPGSEK S277 NEW 12.69 41 0.03 1.55 - - - - - - - - - - - -

PSMD1_HUMAN PSMD1 TSSAFVGKpTPEApSPEPK T311, S315 ELM+Swissprot, ELM+Swissprot95.78 48 0.10 1.55 - - - - - - - - 127.75 46 -0.07 0.02

PSMD1_HUMAN PSMD1 TVGpTPIASVPGSTNTGTVPGSEK T273 ELM+Swissprot 185.98 41 0.03 1.55 158.3 127 -0.25 0.02 196.68 138 0.16 0.05 146.19 104 -0.39 0.02

PSMD2_HUMAN PSMD2 APVQPQQpSPAAAPGGTDEKPSGK S16 Swissprot 110.71 89 0.14 0.46 99.63 75 -0.36 -0.22 144.21 84 -0.52 0.10 130.17 79 -0.96 0.68
PSMD2_HUMAN PSMD2 FGGpSGSQVDSAR S361 Swissprot - - - - 50.46 38 -0.23 -0.22 50.46 52 -0.18 0.10 - - - -

PSMD2_HUMAN PSMD2 FGGSGpSQVDSAR S363 NEW - - - - 50.46 38 -0.23 -0.22 50.46 52 -0.18 0.10 - - - -

PSMD4_HUMAN PSMD4 MTIpSQQEFGR S266 Swissprot 61.05 39 0.15 0.18 86.27 59 0.31 -0.04 - - - - - - - -

PSN1_HUMAN PSEN1 AAVQELSpSSILAGEDPEER S366 NEW 136.11 73 -0.88 -0.74 57.98 37 -0.23 -0.15 - - - - - - - -

PSN1_HUMAN PSEN1 AAVQELSSpSILAGEDPEER S367 ELM+Swissprot_similarity136.11 73 -0.88 -0.74 57.98 37 -0.23 -0.15 - - - - - - - -

PSN1_HUMAN PSEN1 AAVQELpSSSILAGEDPEER S365 NEW - - - - 57.98 37 -0.23 -0.15 - - - - - - - -

PSN2_HUMAN PSEN2 TSLMpSAESPTPR S22 NEW - - - - 35.78 38 0.01 -0.15 - - - - - - - -

PTAD1_HUMAN PTPLAD1 WLDEpSDAEMELR S114 ELM+Swissprot 51.74 61 0.00 0.44 108.66 50 -0.33 -0.13 41.92 46 0.20 0.22 51.74 42 0.12 0.20
PTH2_HUMAN PTRH2 THTDTESEApSILGDSGEYK S57 NEW - - - - 74.81 45 -2.00 -0.43 - - - - - - - -

PTN11_HUMAN PTPN11 VIVMpTTK T356 NEW - - - - - - - - - - - - 5.14 32 2.51 1.54

PTN11_HUMAN PTPN11 VIVMTpTK T357 NEW - - - - - - - - - - - - 5.14 32 2.51 1.54

PTN12_HUMAN PTPN12 VLPMpSIARHNIAGTTHSGAEK S649 NEW 15.73 32 -7.53 -0.34 - - - - - - - - - - - -

PTN12_HUMAN PTPN12 TPLSFTNPLHpSDDpSDSDER S603, S606 ELM+Swissprot, ELM+Swissprot39.44 31 0.26 -0.34 - - - - - - - - - - - -

PTN12_HUMAN PTPN12 TPLpSFpTNPLHSDDSDpSDERNSDGAVTQNKS596, T598, S608Swissprot_similarity, Swissprot_similarity, ELM+Swissprot_similarity- - - - 12.17 36 0.33 -0.13 - - - - - - - -
PTN12_HUMAN PTPN12 TPLpSFTNPLHpSDDSDpSDERNSDGAVTQNKS596, S603, S608Swissprot_similarity, ELM+Swissprot, ELM+Swissprot_similarity- - - - 12.17 36 0.33 -0.13 - - - - - - - -

PTN12_HUMAN PTPN12 TPLSFpTNPLHpSDDSDpSDERNSDGAVTQNKT598, S603, S608Swissprot_similarity, ELM+Swissprot, ELM+Swissprot_similarity- - - - 12.17 36 0.33 -0.13 - - - - - - - -
PTN12_HUMAN PTPN12 SApSPCIADK S468 NEW - - - - 91.73 41 -0.98 -0.13 106.41 58 -1.20 -0.65 - - - -

PTN12_HUMAN PTPN12 DVDVSEDpSPPPLPER S673 ELM+Swissprot - - - - 43.85 39 0.21 -0.13 - - - - - - - -

PTN12_HUMAN PTPN12 NLpSFEIK S435 ELM - - - - 89.88 34 0.06 -0.13 89.88 40 -0.14 -0.65 - - - -

PTN14_HUMAN PTPN14 ICTEQpSNSPPPIR S312 NEW 70.15 41 -0.21 -0.06 - - - - - - - - - - - -

PTN14_HUMAN PTPN14 YVSGSpSPDLVTR S594 Swissprot_similarity - - - - 113.87 57 0.22 -0.31 92.11 46 -0.12 -0.19 - - - -

PTN14_HUMAN PTPN14 YVSGpSSPDLVTR S593 Swissprot_similarity - - - - 113.87 57 0.22 -0.31 92.11 46 -0.12 -0.19 - - - -
PTN14_HUMAN PTPN14 ICTEQSNpSPPPIR S314 NEW - - - - 91.57 55 -0.11 -0.31 - - - - - - - -

PTN14_HUMAN PTPN14 LVpSPSDQR S512 NEW - - - - 44.9 34 -0.71 -0.31 46.61 33 -0.46 -0.19 - - - -

PTN14_HUMAN PTPN14 YVSGpSpSPDLVTR S593, S594 Swissprot_similarity, Swissprot_similarity- - - - - - - - 87.55 55 -0.06 -0.19 - - - -

PTN2_HUMAN PTPN2 ELSKEDLSPAFDHpSPNK S304 NEW 101.93 43 -0.26 0.44 71.82 44 -0.18 -0.17 - - - - - - - -

PTN2_HUMAN PTPN2 EDLSPAFDHpSPNK S304 NEW - - - - 119.47 40 0.10 -0.17 - - - - - - - -

PTN20_HUMAN PTPN20A STGTpSHSVK S310 NEW - - - - - - - - - - - - 10.99 32 4.81 4.95

PTN20_HUMAN PTPN20A SpTGTSHSVK T307 NEW - - - - - - - - - - - - 10.99 32 4.81 4.95

PTN20_HUMAN PTPN20A STGpTSHSVK T309 NEW - - - - - - - - - - - - 10.99 32 4.81 4.95
PTN21_HUMAN PTPN21 pYTVSSKSCLVAR Y15 NEW 83.47 34 0.08 0.22 - - - - - - - - - - - -

PTN23_HUMAN PTPN23 RGAAAADLLSpSSPESQHGGpTQSPGGGQPLLQPTKS1122, T1131 NEW, NEW - - - - 58.08 41 -0.89 -0.33 - - - - - - - -

PTN23_HUMAN PTPN23 RGAAAADLLSSpSPESQHGGpTQSPGGGQPLLQPTKS1123, T1131 NEW, NEW - - - - 58.08 41 -0.89 -0.33 - - - - - - - -

PTPRB_HUMAN PTPRB DIGIpSTK S212 NEW - - - - - - - - 10.5 41 -2.15 -2.14 - - - -

PTPRB_HUMAN PTPRB DIGISpTK T213 NEW - - - - - - - - 10.5 41 -2.15 -2.14 - - - -

PTPRQ_HUMAN PTPRQ QLSGVpTVK T912 NEW - - - - - - - - - - - - 4.7 32 -0.23 -0.10
PTPRQ_HUMAN PTPRQ QLpSGVTVK S909 NEW - - - - - - - - - - - - 4.7 32 -0.23 -0.10

PTPRU_HUMAN PTPRU SGGVTEASSLLGGpSPR S837 NEW - - - - - - - - 169.28 87 0.04 0.09 - - - -
PTSS1_HUMAN PTDSS1 TYpSECEDGTYSPEISWHHR S417 ELM 79.77 46 1.66 2.68 - - - - - - - - - - - -

PTSS2_HUMAN PTDSS2 DAGGPRPEpSPVPAGR S16 ELM+Swissprot 122.16 47 -0.04 0.11 - - - - 108.66 56 -0.51 -0.49 81.57 45 -1.31 -1.17

PTTG1_HUMAN PTTG1 LFQLGPPpSPVK S165 ELM+Swissprot 92.11 67 0.08 0.23 79.35 67 0.12 -0.04 67.31 76 0.14 0.20 - - - -

PUF60_HUMAN PUF60 LGLPPLpTPEQQEALQK T60 ELM+Swissprot - - - - 19.18 33 -0.74 -0.22 69.06 72 -0.67 0.34 - - - -

PUM1_HUMAN PUM1 RDpSLTGSSDLYK S709 NEW - - - - - - - - 62.3 59 -0.04 -0.36 - - - -

PUM1_HUMAN PUM1 SASSASSLFpSPSSTLFSSSR S806 NEW - - - - - - - - 81.42 74 -0.81 -0.36 - - - -
PUM2_HUMAN PUM2 QApSPTEVVER S182 ELM+Swissprot 111.42 46 0.04 -0.12 111.42 61 -0.04 -0.22 100.07 62 -0.03 -0.15 100.07 36 -0.05 0.13

PUM2_HUMAN PUM2 GKApSPFEEDQNR S136 ELM+Swissprot - - - - 87.55 43 0.15 -0.22 100.39 55 -0.04 -0.15 - - - -
PUR6_HUMAN PAICS EVYELLDpSPGK S27 ELM+Swissprot 134.56 68 -0.02 0.11 188.67 90 -0.57 -0.05 183.5 90 -1.65 -0.10 201.4 95 -1.85 -0.02

PUR6_HUMAN PAICS EVpTPEGLQMVK T238 NEW - - - - 67.31 36 -0.54 -0.05 134.56 50 -0.18 -0.10 - - - -

PWP1_HUMAN PWP1 LQEEGGGpSDEEETGpSPSEDGMQSAR S50, S57 ELM+Swissprot, ELM+Swissprot84.91 47 0.63 0.37 - - - - - - - - - - - -

PWP1_HUMAN PWP1 LQEEGGGpSDEEETGSPSEDGMQSAR S50 ELM+Swissprot 112.44 47 -0.06 0.37 - - - - - - - - - - - -

PWP1_HUMAN PWP1 EKLQEEGGGpSDEEETGpSPSEDGMQSARS50, S57 ELM+Swissprot, ELM+Swissprot- - - - 148.17 80 0.07 -0.29 150.21 65 -0.58 -0.69 92.37 65 -0.02 0.25

PWP1_HUMAN PWP1 EKLQEEGGGpSDEEETGSPSEDGMQSAR S50 ELM+Swissprot - - - - 91.04 76 0.22 -0.29 - - - - - - - -
PWP2A_HUMAN PWWP2A SAGEAPpSENQSPSK S521 NEW - - - - - - - - 68.56 85 0.22 0.23 - - - -

PXDNL_HUMAN PXDNL pYNDLVSPR Y691 NEW - - - - 72.16 47 -4.52 -4.68 - - - - - - - -

PYGO2_HUMAN PYGO2 GGGpTPDANSLAPPGK T302 ELM+Swissprot - - - - 125.18 71 -0.35 -0.53 127.75 84 0.05 0.18 55.41 44 -0.75 -0.61

PYR1_HUMAN CAD IHRApSDPGLPAEEPK S1859 ELM+Swissprot 65.6 41 1.03 0.73 65.6 40 -0.01 -0.06 - - - - 71.82 52 0.14 0.31

PYR1_HUMAN CAD ApSDPGLPAEEPKEK S1859 ELM+Swissprot - - - - 103.96 53 0.28 -0.06 - - - - - - - -

PYR1_HUMAN CAD ApSDPGLPAEEPK S1859 ELM+Swissprot - - - - 98.01 53 0.10 -0.06 - - - - - - - -
PYRG1_HUMAN CTPS DTpYSDRpSGpSSSPDSEITELK Y567, S571, S573Swissprot_similarity, ELM+Swissprot, ELM+Swissprot41.99 42 0.60 0.77 - - - - - - - - - - - -

PYRG1_HUMAN CTPS DTpYSDRpSGSSpSPDSEITELK Y567, S571, S575Swissprot_similarity, ELM+Swissprot, ELM+Swissprot41.99 42 0.60 0.77 - - - - 92.17 34 -0.22 -0.15 - - - -
PYRG1_HUMAN CTPS DTpYSDRpSGSpSSPDSEITELK Y567, S571, S574Swissprot_similarity, ELM+Swissprot, ELM+Swissprot41.99 42 0.60 0.77 - - - - - - - - - - - -

PYRG1_HUMAN CTPS DTpYSDRSGpSSSPDSEITELK Y567, S573 Swissprot_similarity, ELM+Swissprot70.42 38 0.47 0.77 76.62 45 0.26 0.13 - - - - - - - -

PYRG1_HUMAN CTPS DTYSDRSGpSpSpSPDSEITELK S573, S574, S575ELM+Swissprot, ELM+Swissprot, ELM+Swissprot99.69 34 0.57 0.77 - - - - - - - - - - - -

PYRG1_HUMAN CTPS SGSpSpSPDSEITELK S574, S575 ELM+Swissprot, ELM+Swissprot122.16 79 -0.01 0.77 108.66 90 0.09 0.13 127.75 83 0.13 -0.15 89.63 76 -0.10 0.22

PYRG1_HUMAN CTPS SGSSpSPDSEITELK S575 ELM+Swissprot 141.55 70 -0.02 0.77 114.49 73 0.10 0.13 141.55 79 0.16 -0.15 101.78 74 0.35 0.22

PYRG1_HUMAN CTPS DpTYSDRpSGSpSpSPDSEITELK T566, S571, S574, S575Swissprot_similarity, ELM+Swissprot, ELM+Swissprot, ELM+Swissprot- - - - 56.01 49 1.48 0.13 75.25 60 -0.52 -0.15 - - - -
PYRG1_HUMAN CTPS DpTYSDRpSGpSSpSPDSEITELK T566, S571, S573, S575Swissprot_similarity, ELM+Swissprot, ELM+Swissprot, ELM+Swissprot- - - - 56.01 49 1.48 0.13 - - - - - - - -

PYRG1_HUMAN CTPS DTpYSDRSGSpSSPDSEITELK Y567, S574 Swissprot_similarity, ELM+Swissprot- - - - 76.62 40 0.17 0.13 - - - - - - - -
PYRG1_HUMAN CTPS DTpYSDRpSGSSSPDSEITELK Y567, S571 Swissprot_similarity, ELM+Swissprot- - - - 76.62 45 0.26 0.13 - - - - - - - -

PYRG1_HUMAN CTPS DTpYSDRSGSSpSPDSEITELK Y567, S575 Swissprot_similarity, ELM+Swissprot- - - - 76.62 40 0.17 0.13 - - - - - - - -

PYRG1_HUMAN CTPS DTpYpSDRSGSSSPDSEITELK Y567, S568 Swissprot_similarity, ELM+Swissprot- - - - 76.62 45 0.26 0.13 - - - - - - - -

PYRG1_HUMAN CTPS DTYpSDRpSGpSSpSPDSEITELK S568, S571, S573, S575ELM+Swissprot, ELM+Swissprot, ELM+Swissprot, ELM+Swissprot- - - - 56.01 49 1.48 0.13 - - - - - - - -

PYRG1_HUMAN CTPS DTYpSDRpSGSpSpSPDSEITELK S568, S571, S574, S575ELM+Swissprot, ELM+Swissprot, ELM+Swissprot, ELM+Swissprot- - - - 56.01 49 1.48 0.13 75.25 60 -0.52 -0.15 - - - -



PYRG1_HUMAN CTPS DTYpSDRSGpSSpSPDSEITELK S568, S573, S575ELM+Swissprot, ELM+Swissprot, ELM+Swissprot- - - - 73.92 42 0.26 0.13 - - - - - - - -

PYRG1_HUMAN CTPS DTYSDRpSGSpSpSPDSEITELK S571, S574, S575ELM+Swissprot, ELM+Swissprot, ELM+Swissprot- - - - 43.85 42 0.26 0.13 - - - - 48.83 33 0.18 0.22

PYRG1_HUMAN CTPS DTYpSDRSGpSpSSPDSEITELK S568, S573, S574ELM+Swissprot, ELM+Swissprot, ELM+Swissprot- - - - 73.92 42 0.26 0.13 - - - - - - - -

PYRG1_HUMAN CTPS SGpSpSpSPDSEITELK S573, S574, S575ELM+Swissprot, ELM+Swissprot, ELM+Swissprot- - - - 51.74 37 0.17 0.13 - - - - - - - -

PYRG1_HUMAN CTPS pSGpSSpSPDSEITELK S571, S573, S575ELM+Swissprot, ELM+Swissprot, ELM+Swissprot- - - - 51.74 37 0.17 0.13 - - - - - - - -
PYRG1_HUMAN CTPS pSGSpSpSPDSEITELK S571, S574, S575ELM+Swissprot, ELM+Swissprot, ELM+Swissprot- - - - 51.74 37 0.17 0.13 - - - - - - - -

PYRG1_HUMAN CTPS DTYSDRpSGpSSSPDSEITELK S571, S573 ELM+Swissprot, ELM+Swissprot- - - - 76.39 63 0.34 0.13 - - - - 99.69 50 -0.03 0.22

PYRG1_HUMAN CTPS DTYSDRSGpSpSSPDSEITELK S573, S574 ELM+Swissprot, ELM+Swissprot- - - - - - - - 99.69 45 -0.60 -0.15 - - - -

PYRG1_HUMAN CTPS DTYSDRpSGSSpSPDSEITELK S571, S575 ELM+Swissprot, ELM+Swissprot- - - - - - - - 111.87 48 -0.54 -0.15 99.69 50 -0.03 0.22

PYRG1_HUMAN CTPS DTYSDRpSGSpSSPDSEITELK S571, S574 ELM+Swissprot, ELM+Swissprot- - - - - - - - 111.87 48 -0.54 -0.15 99.69 50 -0.03 0.22

PYRG1_HUMAN CTPS DTYSDRpSGpSSpSPDSEITELK S571, S573, S575ELM+Swissprot, ELM+Swissprot, ELM+Swissprot- - - - - - - - - - - - 48.83 33 0.18 0.22
PYRG1_HUMAN CTPS DTYSDRpSGpSpSSPDSEITELK S571, S573, S574ELM+Swissprot, ELM+Swissprot, ELM+Swissprot- - - - - - - - - - - - 48.83 33 0.18 0.22

QCR9_HUMAN Uqcr10 MAAATLTpSK S8 NEW - - - - - - - - - - - - 4.34 32 -4.58 -4.44
QCR9_HUMAN Uqcr10 MAAApTLTSK T5 NEW - - - - - - - - - - - - 4.34 32 -4.58 -4.44

QCR9_HUMAN Uqcr10 MAAATLpTSK T7 NEW - - - - - - - - - - - - 4.34 32 -4.58 -4.44

QRIC1_HUMAN QRICH1 MVGpTTSVVK T364 NEW 14.38 31 -6.79 -6.64 - - - - - - - - - - - -

QRIC1_HUMAN QRICH1 MVGTTpSVVK S366 NEW 14.38 31 -6.79 -6.64 - - - - - - - - - - - -

QRIC1_HUMAN QRICH1 MVGTpTSVVK T365 NEW 14.38 31 -6.79 -6.64 - - - - - - - - - - - -

QSER1_HUMAN QSER1 GQDTVAIEGFpTDEEDTEpSGGEGQYR T1341, S1348 Swissprot, NEW 105.81 48 0.97 0.51 - - - - - - - - - - - -
QSER1_HUMAN QSER1 NLEHLSSFpSpSDEDDPGYSQDAYK S1230, S1231 NEW, Swissprot 134.07 59 -0.72 0.51 112.44 66 -0.21 -0.37 - - - - - - - -

QSER1_HUMAN QSER1 NLEHLSpSFSpSDEDDPGYSQDAYK S1228, S1231 Swissprot, Swissprot- - - - 112.44 66 -0.21 -0.37 - - - - - - - -

QSER1_HUMAN QSER1 NLEHLSpSFpSSDEDDPGYSQDAYK S1228, S1230 Swissprot, NEW - - - - 112.44 66 -0.21 -0.37 - - - - - - - -

QSER1_HUMAN QSER1 NLEHLpSSFSpSDEDDPGYSQDAYK S1227, S1231 NEW, Swissprot - - - - 112.44 66 -0.21 -0.37 - - - - - - - -

QSER1_HUMAN QSER1 NLEHLpSSFpSSDEDDPGYSQDAYK S1227, S1230 NEW, NEW - - - - 112.44 66 -0.21 -0.37 - - - - - - - -

R3HD1_HUMAN R3HDM1 ASpSFSGISVLTR S381 NEW - - - - - - - - 119.71 76 -0.02 0.00 - - - -

RAB12_HUMAN RAB12 AGGGGGLGAGpSPALSGGQGR S21 NEW 159.01 136 0.67 0.82 132.09 145 0.07 -0.13 169.58 139 -0.17 -0.16 110.71 151 -0.31 -0.16

RAB6C_HUMAN RAB6C TpSLITRFR S28 NEW - - - - 58.87 32 -4.38 -4.54 - - - - - - - -
RAB8A_HUMAN RAB8A KLEGNpSPQGpSNQGVK S181, S185 ELM+Swissprot, ELM+Swissprot50.46 35 0.13 -0.10 81.03 66 -0.84 -1.02 103.82 79 -0.98 -0.59 35.34 59 -2.04 -0.46

RABE1_HUMAN RABEP1 AQpSTDSLGTSGSLQSK S407 ELM+Swissprot 70.42 33 0.16 -0.35 - - - - 82.62 61 0.22 0.15 - - - -

RABE1_HUMAN RABEP1 AQpSTDpSLGTSGSLQSK S407, S410 ELM+Swissprot, ELM+Swissprot- - - - - - - - 71.82 54 0.04 0.15 - - - -

RABL5_HUMAN RABL5 GSLSLpSPPLNK S137 NEW - - - - - - - - 92.11 37 0.69 0.70 - - - -

RABX5_HUMAN RABGEF1 APpSPSINR S302 NEW - - - - - - - - 35.44 34 0.37 0.39 - - - -

RABX5_HUMAN RABGEF1 APSPpSINR S304 NEW - - - - - - - - 35.44 34 0.37 0.39 - - - -
RAD18_HUMAN RAD18 NDLQDTEIpSPR S471 ELM+Swissprot 119.71 54 -0.06 0.17 119.71 49 -0.11 -0.38 134.56 61 0.18 0.02 119.71 57 -0.03 0.06

RAD18_HUMAN RAD18 NHLLQFALEpSPAKpSPASSSSK S99, S103 ELM+Swissprot, ELM- - - - 57.98 32 -0.96 -0.38 - - - - - - - -
RAD18_HUMAN RAD18 VYpTPVASR T118 ELM+Swissprot - - - - 86.47 50 -0.88 -0.38 101.82 43 -0.50 0.02 - - - -

RAD50_HUMAN RAD50 LFDVCGpSQDFESDLDR S635 ELM+Swissprot 124.1 100 -0.07 0.00 166.33 116 -0.02 1.30 - - - - - - - -

RAD9A_HUMAN RAD9A SPQGPSPVLAEDpSEGEG S387 ELM+Swissprot - - - - - - - - 101.93 56 0.30 0.31 - - - -

RAE1_HUMAN CHM ESTNLGNLEESpSE S652 NEW - - - - - - - - 103.96 35 0.03 0.04 - - - -

RAI14_HUMAN RAI14 SITpSTPLSGK S296 ELM - - - - 100.07 51 0.26 -0.24 - - - - - - - -

RALY_HUMAN RALY GRLpSPVPVPR S135 Swissprot 73.26 37 0.26 0.19 49.68 36 -0.02 -0.07 73.26 48 -0.16 0.62 118.17 37 -0.33 0.02
RALY_HUMAN RALY TRDDGDEEGLLpTHSEEELEHSQDTDADDGALQT286 Swissprot 28.02 46 0.84 0.19 - - - - - - - - - - - -

RALY_HUMAN RALY TRDDGDEEGLLTHpSEEELEHSQDTDADDGALQS288 Swissprot 28.02 46 0.84 0.19 - - - - - - - - - - - -

RALY_HUMAN RALY TRDDGDEEGLLTHSEEELEHpSQDTDADDGALQS295 Swissprot 28.02 46 0.84 0.19 - - - - - - - - - - - -

RALY_HUMAN RALY pTRDDGDEEGLLpTHSEEELEHSQDTDADDGALQT275, T286 NEW, Swissprot - - - - - - - - - - - - 8.88 32 0.43 0.02

RALY_HUMAN RALY pTRDDGDEEGLLTHpSEEELEHSQDTDADDGALQT275, S288 NEW, Swissprot - - - - - - - - - - - - 8.88 32 0.43 0.02

RANB3_HUMAN RANBP3 SAGGpSpSPEGGEDpSDREDGNYCPPVK S100, S101, S108Swissprot, Swissprot, Swissprot59.74 38 0.56 1.50 85.72 35 0.08 -0.39 - - - - 48.83 32 0.19 0.23

RANB3_HUMAN RANBP3 VLpSPPKLNEVSSDANR S333 Swissprot 91.57 49 0.00 1.50 - - - - - - - - - - - -

RANB3_HUMAN RANBP3 SAGGpSSPEGGEDpSDREDGNYCPPVK S100, S108 Swissprot, Swissprot- - - - 87.24 48 0.01 -0.39 - - - - - - - -
RANG_HUMAN RANBP1 FApSENDLPEWK S60 Swissprot_similarity - - - - 102.9 42 0.92 -0.09 146.32 68 0.33 0.92 - - - -

RASF1_HUMAN RASSF1 TpSFYLPK S207 NEW - - - - - - - - 78.12 34 0.13 0.15 - - - -

RAVR1_HUMAN RAVER1 EALGLGPPAAQLpTPPPAPVGLR T463 ELM+Swissprot 69.06 57 0.07 0.13 - - - - - - - - 69.06 40 -0.42 -0.07

RB_HUMAN RB1 INQMVCNpSDR S855 NEW 71.15 51 1.38 0.54 39.19 33 -0.18 -0.14 - - - - - - - -

RB_HUMAN RB1 TAVIPINGpSPR S249 ELM+Swissprot 77.31 36 0.04 0.54 102.9 58 -0.02 -0.14 119.71 55 0.10 0.16 77.31 36 -0.08 0.14

RB_HUMAN RB1 SNLDEEVNVIPPHpTPVR T373 ELM+Swissprot 93.94 37 0.07 0.54 101.78 49 0.01 -0.14 - - - - - - - -
RB_HUMAN RB1 IPGGNIYIpSPLKpSPYK S807, S811 ELM+Swissprot, ELM+Swissprot- - - - 53.05 33 0.22 -0.14 - - - - 81.03 59 -0.07 0.14

RB_HUMAN RB1 TAVIPINGpSPRpTPR S249, T252 ELM+Swissprot, ELM+Swissprot- - - - - - - - 78.04 34 -0.46 0.16 - - - -
RB_HUMAN RB1 ISEGLPpTPTKMpTPR T821, T826 NEW, Swissprot_similarity- - - - - - - - - - - - 55.41 41 0.14 0.14

RB_HUMAN RB1 FPpSSPLR S794 NEW - - - - - - - - - - - - 50.52 34 -0.02 0.14

RB_HUMAN RB1 FPSpSPLR S795 NEW - - - - - - - - - - - - 50.52 34 -0.02 0.14

RB_HUMAN RB1 IPGGNIYIpSPLKSPpYK S807, Y813 ELM+Swissprot, NEW- - - - - - - - - - - - 26.91 32 0.01 0.14

RB15B_HUMAN RBM15B TFLEGDWpTSPSK T224 NEW 85.46 40 0.16 0.30 85.46 44 0.04 -0.09 85.46 64 0.12 0.13 - - - -

RB15B_HUMAN RBM15B TFLEGDWTpSPSK S225 ELM+Swissprot 85.46 40 0.16 0.30 85.46 44 0.04 -0.09 85.46 64 0.12 0.13 - - - -
RB6I2_HUMAN ERC1 VEPSpSQSPGRpSPR S15, S21 NEW, ELM+Swissprot- - - - 59.35 42 -0.68 -0.21 - - - - - - - -

RB6I2_HUMAN ERC1 VEPpSSQSPGRpSPR S14, S21 NEW, ELM+Swissprot- - - - 59.35 42 -0.68 -0.21 - - - - - - - -
RB6I2_HUMAN ERC1 TFWpSPELK S191 NEW - - - - 72.16 39 -0.65 -0.21 101.82 54 -0.76 0.10 - - - -

RB6I2_HUMAN ERC1 VEPSSQpSPGRpSPR S17, S21 ELM+Swissprot, ELM+Swissprot- - - - 59.35 42 -0.68 -0.21 60.79 36 -0.56 0.10 - - - -

RBBP6_HUMAN RBBP6 VTGTEGSSSTLVDYTSTSSTGGpSPVR S1277 ELM+Swissprot 62.95 44 0.36 0.42 - - - - - - - - - - - -

RBBP6_HUMAN RBBP6 WDKDDFEpSEEEDVK S1328 ELM+Swissprot 112.17 57 0.19 0.42 97.7 60 -0.05 -0.24 85.98 44 -0.11 -0.23 - - - -

RBBP6_HUMAN RBBP6 LGYLVpSPPQQIR S516 ELM+Swissprot - - - - - - - - 116.7 48 -0.38 -0.23 - - - -

RBCC1_HUMAN RB1CC1 LDpSLPEHEDSEK S222 NEW 92.11 45 0.14 0.66 - - - - - - - - - - - -
RBCC1_HUMAN RB1CC1 ASVSQTSPQSASpSPR S653 NEW - - - - 74.81 52 0.20 -0.05 149.82 66 0.40 -0.06 - - - -

RBCC1_HUMAN RB1CC1 ASVSQTpSPQSASpSPR S647, S653 NEW, NEW - - - - - - - - 149.82 46 -0.58 -0.06 - - - -

RBCC1_HUMAN RB1CC1 ASVSQTpSPQSASSPR S647 NEW - - - - - - - - - - - - 109.95 76 0.27 0.41

RBGP1_HUMAN RABGAP1 EVLDEDpTDEEKETLK T996 NEW 158.19 72 0.72 0.57 138.72 52 -0.15 -0.21 178.73 61 -0.45 0.10 101.78 61 0.18 0.17

RBGPR_HUMAN AURKAPS1 ADFpSPFGNSQGPSR S450 Swissprot_similarity - - - - 91.57 70 -0.90 -0.14 91.57 51 -0.48 0.23 - - - -

RBL1_HUMAN RBL1 SFAPpSTPLTGR S368 NEW - - - - 67.31 55 0.29 0.14 - - - - - - - -
RBL1_HUMAN RBL1 EAVIpTPVASATQSVSR T385 ELM+Swissprot - - - - 62.87 75 0.09 0.14 - - - - - - - -

RBL1_HUMAN RBL1 VIAIDSDAEpSPAK S1041 ELM - - - - 70.15 40 0.59 0.14 106.25 62 0.09 -0.04 - - - -
RBL1_HUMAN RBL1 SFAPSpTPLTGR T369 ELM+Swissprot - - - - - - - - 131.17 36 -0.20 -0.04 - - - -

RBL2_HUMAN RBL2 GILLEDGSEpSPAK S1112 ELM - - - - - - - - 98.01 62 0.15 0.17 - - - -

RBM10_HUMAN RBM10 GLVAAYpSGEpSDpSEEEQER S732, S735, S737Swissprot, ELM+Swissprot, ELM+Swissprot67.76 46 1.34 0.11 82.62 33 0.86 0.10 132.25 40 -0.16 0.15 - - - -

RBM10_HUMAN RBM10 MLPQAApTEDDIR T141 NEW 75.38 31 -6.94 0.11 - - - - - - - - 85.46 33 -6.52 -0.14

RBM10_HUMAN RBM10 GLVAAYSGEpSDpSEEEQER S735, S737 ELM+Swissprot, ELM+Swissprot238.44 85 0.13 0.11 242.19 99 0.18 0.10 258.1 84 -0.26 0.15 200.19 76 0.04 -0.14

RBM10_HUMAN RBM10 LASDDRPpSPPR S722 Swissprot - - - - 88.9 33 -0.08 0.10 105.56 49 -0.12 0.15 71.15 40 0.07 -0.14
RBM10_HUMAN RBM10 AHLpSENELEALEK S796 Swissprot - - - - 147.66 79 -0.18 0.10 72.16 42 0.90 0.15 - - - -

RBM10_HUMAN RBM10 GLVAApYSGEpSDpSEEEQER Y731, S735, S737NEW, ELM+Swissprot, ELM+Swissprot- - - - - - - - - - - - 88.83 43 -0.24 -0.14
RBM10_HUMAN RBM10 GLVAAYSGEpSDpSEEEQERGGPER S735, S737 ELM+Swissprot, ELM+Swissprot- - - - - - - - - - - - 138.22 74 0.45 -0.14

RBM14_HUMAN RBM14 GQPGNAYDGAGQPSAAYLSMSQGAVANANpSTPPPYERS571 NEW 128.91 109 0.59 0.21 - - - - - - - - - - - -

RBM14_HUMAN RBM14 QPpTPPFFGR T206 ELM+Swissprot 62.96 51 0.05 0.21 40.47 50 -0.09 -0.24 77.93 44 0.03 0.03 106.41 51 -0.07 0.23

RBM14_HUMAN RBM14 GQPGNAYDGAGQPSAAYLSMSQGAVANANSpTPPPYERT572 ELM+Swissprot 128.91 109 0.59 0.21 - - - - - - - - - - - -

RBM15_HUMAN RBM15 SLpSPGGAALGYR S294 ELM+Swissprot 139.42 69 -0.07 0.19 139.42 73 0.07 -0.14 124.99 60 -0.23 -0.10 75.38 67 -0.02 0.25



RBM15_HUMAN RBM15 DRpTPPLLYR T568 ELM+Swissprot 113.91 33 0.06 0.19 97.98 44 0.25 -0.14 143.29 61 0.15 -0.10 - - - -

RBM15_HUMAN RBM15 HCAPpSPDRpSPELSSSR S670, S674 ELM+Swissprot, ELM+Swissprot- - - - 118.17 49 -0.18 -0.14 - - - - 82.62 47 0.08 0.25

RBM16_HUMAN RBM16 ETVQTTQpSPTPVEK S617 ELM+Swissprot 109.95 73 0.01 0.15 109.95 64 0.00 -0.16 122.72 73 -0.02 0.10 99.69 53 0.31 0.45

RBM19_HUMAN RBM19 FGpSLGR S612 NEW 21.18 35 1.29 1.28 - - - - - - - - - - - -

RBM25_HUMAN RBM25 LGASNpSPGQPNSVK S618 ELM+Swissprot 68.56 83 0.05 0.05 91.57 96 0.04 -0.25 170.79 115 0.02 -0.26 116.92 105 0.30 0.20
RBM25_HUMAN RBM25 LGASNpSPGQPNpSVK S618, S624 ELM+Swissprot, ELM+Swissprot- - - - 79.77 62 -0.51 -0.25 67.05 81 -0.69 -0.26 59.35 65 -1.88 0.20

RBM25_HUMAN RBM25 LGApSNSPGQPNpSVKR S616, S624 NEW, ELM+Swissprot- - - - - - - - 53.09 49 -1.04 -0.26 - - - -

RBM25_HUMAN RBM25 LGASNpSPGQPNpSVKR S618, S624 ELM+Swissprot, ELM+Swissprot- - - - - - - - 53.09 49 -1.04 -0.26 - - - -

RBM26_HUMAN RBM26 EGSTQQLQTTpSPK S616 ELM+Swissprot_similarity- - - - 106.25 41 -0.48 0.24 93.62 43 -0.64 -0.54 106.25 39 -0.71 0.12

RBM26_HUMAN RBM26 TNpSPGFQK S518 NEW - - - - - - - - 83.38 34 -1.42 -0.54 - - - -

RBM26_HUMAN RBM26 EGSTQQLQTpTSPK T615 NEW - - - - - - - - 93.62 48 -0.50 -0.54 - - - -
RBM27_HUMAN RBM27 LQLGpTPPPLLAAR T447 ELM+Swissprot - - - - - - - - 59.35 56 -0.79 -0.95 - - - -

RBM39_HUMAN RBM39 pSPVREPIDNLTPEER S136 ELM+Swissprot 46.94 38 -0.12 0.23 83.47 40 -0.01 -0.25 92.17 59 0.12 0.22 - - - -
RBM39_HUMAN RBM39 YRpSPYSGPK S97 ELM+Swissprot - - - - 35.44 36 0.13 -0.25 - - - - - - - -

RBM5_HUMAN RBM5 RGLVAAYSGDpSDNEEELVER S624 ELM+Swissprot - - - - - - - - - - - - 100.11 68 0.86 1.00

RBM6_HUMAN RBM6 EGETQGVAFEHESPADFQNpSQpSPVQDQDKS360, S362 Swissprot, Swissprot- - - - 130.88 84 0.27 -0.30 - - - - - - - -

RBM7_HUMAN RBM7 SFpSSPENFQR S136 ELM+Swissprot 142.08 58 0.22 1.52 126.36 57 0.39 -0.10 181.47 47 0.20 0.25 86.27 40 0.22 0.20

RBMS1_HUMAN RBMS1 GYGFVDFDpSPAAAQK S112 NEW - - - - - - - - 206.2 66 -0.45 -0.25 - - - -

RBMS2_HUMAN RBMS2 GYGFVDFDpSPSAAQK S106 NEW - - - - - - - - 175.58 82 -0.47 -0.45 - - - -
RBMX2_HUMAN RBMX2 EVQAEQPSSSpSPR S188 ELM+Swissprot 122.16 69 0.10 0.16 133.28 64 -0.03 -0.27 81.57 55 -1.33 -0.49 147.66 56 -0.18 -0.51

RBMX2_HUMAN RBMX2 ADREVQAEQPSpSpSSPR S186, S187 NEW, NEW - - - - - - - - 49.83 45 -0.79 -0.49 - - - -

RBMX2_HUMAN RBMX2 ADREVQAEQPSpSSpSPR S186, S188 NEW, ELM+Swissprot- - - - - - - - 49.83 45 -0.79 -0.49 - - - -

RBMX2_HUMAN RBMX2 ADREVQAEQPSSpSpSPR S187, S188 NEW, ELM+Swissprot- - - - - - - - 49.83 45 -0.79 -0.49 97.7 40 -1.60 -0.51

RBMX2_HUMAN RBMX2 EVQAEQPSpSSpSPR S186, S188 NEW, ELM+Swissprot- - - - - - - - 103.96 54 -0.58 -0.49 91.57 36 -1.37 -0.51

RBMX2_HUMAN RBMX2 EVQAEQPpSSSpSPR S185, S188 NEW, ELM+Swissprot- - - - - - - - 103.96 54 -0.58 -0.49 91.57 36 -1.37 -0.51

RBMX2_HUMAN RBMX2 ADREVQAEQPSSpSSPR S187 NEW - - - - - - - - 33.78 44 -0.18 -0.49 - - - -

RBMX2_HUMAN RBMX2 ADREVQAEQPSpSSSPR S186 NEW - - - - - - - - 33.78 44 -0.18 -0.49 - - - -
RBMX2_HUMAN RBMX2 ADREVQAEQPSSSpSPR S188 ELM+Swissprot - - - - - - - - 33.78 44 -0.18 -0.49 - - - -

RBMX2_HUMAN RBMX2 EVQAEQPSSpSpSPR S187, S188 NEW, ELM+Swissprot- - - - - - - - - - - - 91.57 36 -1.37 -0.51

RBMX2_HUMAN RBMX2 EVQAEQPSSpSSPR S187 NEW - - - - - - - - - - - - 106.25 56 -0.18 -0.51

RBMX2_HUMAN RBMX2 pSEPREGQK S216 NEW - - - - - - - - - - - - 24.46 33 -5.20 -0.51

RBP1_HUMAN RALBP1 RTEGYAAFQEDpSpSGDEAESPSK S92, S93 Swissprot, Swissprot101.93 54 0.49 0.29 - - - - - - - - - - - -

RBP1_HUMAN RALBP1 TGEPSPPHDILHEPPDVVpSDDEK S62 Swissprot 41.11 33 0.20 0.29 - - - - - - - - - - - -
RBP10_HUMAN RANBP10 SQDSYPGSPSLpSPR S369 Swissprot_similarity87.76 74 -0.15 0.25 109.95 54 0.16 -0.25 - - - - - - - -

RBP10_HUMAN RANBP10 SQDpSYPGpSPSLpSPR S361, S365, S369NEW, Swissprot_similarity, Swissprot_similarity70.15 50 0.33 0.25 - - - - - - - - - - - -
RBP10_HUMAN RANBP10 SQDSYPGpSPSLpSPR S365, S369 Swissprot_similarity, Swissprot_similarity- - - - 56.67 49 -0.10 -0.25 87.76 53 -0.10 -0.02 - - - -

RBP10_HUMAN RANBP10 SQDpSpYPGSPSLpSPR S361, Y362, S369NEW, NEW, Swissprot_similarity- - - - 49.23 32 -0.87 -0.25 - - - - - - - -

RBP10_HUMAN RANBP10 SQDpSpYPGSPpSLSPR S361, Y362, S367NEW, NEW, NEW - - - - 49.23 32 -0.87 -0.25 - - - - - - - -

RBP2_HUMAN RANBP2 SALpSPpSKSPAK S2276, S2278 ELM+Swissprot, NEW43.32 31 0.31 0.49 48.2 57 0.33 -0.14 - - - - - - - -

RBP2_HUMAN RANBP2 NRPDYVpSEEEEDDEDFETAVK S2668 ELM+Swissprot 99.69 49 0.83 0.49 113.88 45 0.19 -0.14 - - - - - - - -

RBP2_HUMAN RANBP2 SALpSPSKpSPAK S2276, S2280 ELM+Swissprot, ELM+Swissprot- - - - 48.2 57 0.33 -0.14 - - - - 67.31 57 -0.13 0.26
RBP2_HUMAN RANBP2 YIASVQGSTPpSPR S21 ELM+Swissprot - - - - 48.06 40 -0.72 -0.14 130.44 54 -0.13 -0.18 - - - -

RBP2_HUMAN RANBP2 SVFGpTPTLETANK T1144 ELM+Swissprot - - - - 81.57 67 -0.86 -0.14 147.66 94 -0.65 -0.18 - - - -

RBP2_HUMAN RANBP2 AVVpSPPK S2510 ELM+Swissprot - - - - 52.77 48 -0.14 -0.14 81.63 68 0.09 -0.18 - - - -

RBP2_HUMAN RANBP2 VGEDEDGpSDEEVVHNEDIHFEPIVSLPEVEVKS2900 ELM+Swissprot - - - - 82.8 41 -0.46 -0.14 - - - - - - - -

RBP2_HUMAN RANBP2 ELVGPPLAETVFpTPKTpSPENVQDR T1396, S1400 NEW, NEW - - - - - - - - 81.42 67 -0.46 -0.18 - - - -

RBP2_HUMAN RANBP2 ELVGPPLAEpTVFTPKTpSPENVQDR T1393, S1400 NEW, NEW - - - - - - - - 81.42 67 -0.46 -0.18 - - - -

RBP2_HUMAN RANBP2 YIASVQGpSTPpSPR S18, S21 NEW, ELM+Swissprot- - - - - - - - 116.92 55 -0.78 -0.18 - - - -

RBP2_HUMAN RANBP2 LFPGpSPAIYK S128 NEW - - - - - - - - 111.42 70 -0.89 -0.18 - - - -
RBP2_HUMAN RANBP2 FESPATGILpSPR S955 NEW - - - - - - - - 111.19 66 0.04 -0.18 - - - -

RBP2_HUMAN RANBP2 FALVpTPK T1412 NEW - - - - - - - - 63.74 36 -0.44 -0.18 18.28 33 -1.26 0.26

RBP2_HUMAN RANBP2 EGQWDCpSVCLVR S1731 NEW - - - - - - - - 102.9 61 -2.96 -0.18 - - - -

RBP2_HUMAN RANBP2 QNQTTSAVSpTPASSETSK T1703 NEW - - - - - - - - 182.81 95 -1.30 -0.18 - - - -

RBP2_HUMAN RANBP2 STpSGEGFQFGK S1955 NEW - - - - - - - - 154.2 59 -0.18 -0.18 - - - -

RBP2_HUMAN RANBP2 SIFpSSEK S2526 NEW - - - - - - - - 78.12 54 -0.82 -0.18 - - - -
RBP2_HUMAN RANBP2 GFSGAGEKLFSSQpYGK Y1983 NEW - - - - - - - - - - - - 33.78 34 -6.78 0.26

RBP56_HUMAN TAF15 SGGGYGGDRpSSGGGYSGDR S432 NEW - - - - - - - - 43.51 55 -1.37 -0.22 - - - -
RBP56_HUMAN TAF15 SGGGYGGDRSpSGGGYSGDR S433 NEW - - - - - - - - 43.51 55 -1.37 -0.22 - - - -

RCC1_HUMAN RCC1 pSPPADAIPK S11 ELM+Swissprot - - - - - - - - 52.96 40 -0.11 0.04 - - - -

RCC2_HUMAN RCC2 CpSSSSGGGSpSGDEDGLELDGAPGGGK S43, S51 ELM+Swissprot, ELM+Swissprot- - - - 95.85 36 0.19 0.72 - - - - - - - -

RCC2_HUMAN RCC2 CpSSSpSGGGSSGDEDGLELDGAPGGGK S43, S46 ELM+Swissprot, ELM+Swissprot- - - - 95.85 36 0.19 0.72 - - - - - - - -

RCC2_HUMAN RCC2 CpSSSSGGGpSSGDEDGLELDGAPGGGK S43, S50 ELM+Swissprot, ELM+Swissprot- - - - 95.85 36 0.19 0.72 - - - - - - - -

RCOR1_HUMAN RCOR1 EREEpSEDELEEANGNNPIDIEVDQNK S257 ELM+Swissprot 162.62 78 0.25 0.48 39.44 110 0.00 -0.04 - - - - 175.37 87 0.28 0.42
RCOR3_HUMAN RCOR3 HNQGDpSDDDVEETHPMDGNDSDYDPKKS156 ELM+Swissprot 46 71 0.29 0.43 - - - - - - - - - - - -

RD23B_HUMAN RAD23B QEKPAEKPAEpTPVATSPTATDSTSGDSSRT155 Swissprot 34.54 41 0.74 0.97 62.87 59 -0.14 -0.19 - - - - - - - -
RD23B_HUMAN RAD23B QEKPAEKPAETPVApTSPTATDSTSGDSSRT159 NEW 34.54 41 0.74 0.97 62.87 59 -0.14 -0.19 - - - - 20.43 68 -0.46 0.08

RD23B_HUMAN RAD23B QEKPAEKPAETPVATpSPTATDSTSGDSSRS160 ELM+Swissprot 34.54 41 0.74 0.97 62.87 59 -0.14 -0.19 - - - - 20.43 68 -0.46 0.08

RDH13_HUMAN RDH13 LQGpSGVTVNALHPGVAR S221 NEW 4.57 45 -4.44 -4.29 - - - - - - - - - - - -

RECQ1_HUMAN RECQL AANMLQQpSGSK S634 NEW 105.56 54 0.82 0.52 36.85 61 -0.39 0.11 105.56 57 -1.10 0.12 - - - -

RECQ1_HUMAN RECQL AANMLQQSGpSK S636 NEW - - - - 36.85 37 -0.32 0.11 - - - - - - - -

RECQ4_HUMAN RECQL4 VGpSPQPSSSGGEK S251 NEW - - - - - - - - 73.55 46 0.03 0.05 - - - -
REEP4_HUMAN REEP4 SFpSMQDLR S152 ELM+Swissprot - - - - 58.87 39 0.24 0.08 101.82 36 0.71 0.72 - - - -

RELL1_HUMAN RELL1 IELNDpSVNENSDTVGQIVHYIMK S109 NEW 46.94 31 -0.83 -0.69 - - - - - - - - - - - -

RENT1_HUMAN UPF1 SQIDVALpSQDSTYQGER S1107 ELM+Swissprot - - - - 163.49 92 0.08 0.00 - - - - - - - -

REPI1_HUMAN REPIN1 LLSGPSQEpSPQTLGK S27 NEW - - - - - - - - 107.82 80 -0.74 -0.72 - - - -

REPI1_HUMAN REPIN1 LLSGPpSQESPQTLGK S24 NEW - - - - - - - - 107.82 80 -0.74 -0.72 - - - -

REPS1_HUMAN REPS1 RQpSpSSYDDPWK S220, S221 Swissprot_similarity, NEW56.01 37 0.23 1.95 - - - - - - - - - - - -
REPS1_HUMAN REPS1 RQpSSpSYDDPWK S220, S222 Swissprot_similarity, NEW56.01 37 0.23 1.95 - - - - - - - - - - - -

REPS1_HUMAN REPS1 SSpSLDMNR S510 ELM+Swissprot 86.47 57 0.11 1.95 58.87 37 -0.07 -0.23 - - - - - - - -
REQU_HUMAN DPF2 VDDDpSLGEFPVTNSR S142 ELM+Swissprot - - - - 62.87 43 -0.11 -0.30 146.98 76 0.20 0.07 87.76 53 0.14 0.28

RERE_HUMAN RERE NYAEpSDHpSEDEDNDNNSATAEESTKK S53, S56 NEW, NEW 43.51 48 0.41 1.17 - - - - - - - - - - - -

RFC1_HUMAN RFC1 IIpYDSDpSESEETLQVK Y67, S71 NEW, ELM+Swissprot64.21 37 0.37 0.12 - - - - - - - - - - - -

RFC1_HUMAN RFC1 IIpYDpSDSESEETLQVK Y67, S69 NEW, ELM+Swissprot64.21 37 0.37 0.12 - - - - - - - - - - - -

RFC1_HUMAN RFC1 AALLpSGPPGVGK S650 NEW - - - - 26.19 36 3.18 1.05 - - - - - - - -

RFC1_HUMAN RFC1 IIYDpSDpSESEETLQVK S69, S71 ELM+Swissprot, ELM+Swissprot- - - - 130.95 109 0.48 1.05 107.82 94 -0.16 -0.10 - - - -
RFC3_HUMAN RFC3 VVLLpTEVDKLpTK T135, T141 NEW, NEW 13 32 -6.11 0.25 - - - - - - - - - - - -

RFIP1_HUMAN RAB11FIP1 DSGSDTASAIIPSTTPSVDpSDDESVVKDK S202 NEW 142.38 66 0.30 0.15 130.88 95 -0.12 -0.46 166.39 80 1.02 0.15 87.23 62 -0.02 0.20
RFIP1_HUMAN RAB11FIP1 HLFSpSTENLAAGSWK S357 ELM+Swissprot - - - - 133.43 56 -1.96 -0.46 118.12 73 -0.25 0.15 - - - -

RFIP1_HUMAN RAB11FIP1 GEIKDpSSPSpSSPSPK S338, S342 NEW, NEW - - - - - - - - 32.02 56 0.05 0.15 39.82 35 0.46 0.20

RFIP1_HUMAN RAB11FIP1 GEIKDSpSPSpSSPSPK S339, S342 NEW, NEW - - - - - - - - 32.02 56 0.05 0.15 39.82 35 0.46 0.20

RFIP1_HUMAN RAB11FIP1 LEVpSPEAQPTAR S545 NEW - - - - - - - - 113.87 49 -0.39 0.15 53.09 32 -0.79 0.20

RFIP1_HUMAN RAB11FIP1 GEIKDSpSPSSpSPSPK S339, S343 NEW, NEW - - - - - - - - - - - - 39.82 35 0.46 0.20



RFIP1_HUMAN RAB11FIP1 GEIKDSSPSpSpSPSPK S342, S343 NEW, NEW - - - - - - - - - - - - 39.82 34 0.29 0.20

RFIP1_HUMAN RAB11FIP1 GEIKDpSSPSSpSPSPK S338, S343 NEW, NEW - - - - - - - - - - - - 39.82 35 0.46 0.20

RFIP5_HUMAN RAB11FIP5 TYpSDEANQMR S307 ELM+Swissprot - - - - 100.07 32 -0.11 -0.59 - - - - - - - -

RFIP5_HUMAN RAB11FIP5 SpSLpSIALSSGLEK S547, S549 NEW, NEW - - - - - - - - 24.05 36 -0.29 -0.36 - - - -

RFIP5_HUMAN RAB11FIP5 SSLSIALpSpSGLEK S553, S554 NEW, NEW - - - - - - - - 24.05 36 -0.29 -0.36 - - - -
RFTN1_HUMAN RFTN1 NQpSPEPSSGPR S220 ELM+Swissprot - - - - 57.59 45 -0.16 -0.09 57.59 42 -0.28 -0.16 94.59 38 -0.42 0.11

RFXD2_HUMAN RFX7 NLpSGSTLYPVSNIPR S1081 Swissprot - - - - - - - - 152.78 65 -0.36 -0.35 - - - -

RGAG1_HUMAN RGAG1 SPApYGAMSAPQMTATASGMMSSMPQVKAPIpSGAMpSMPLTRY815, S842, S846NEW, NEW, NEW - - - - - - - - 12.08 36 -0.42 -0.41 - - - -

RGAP1_HUMAN RACGAP1 VSLLGPVTpTPEHQLLK T580 ELM+Swissprot - - - - 27.55 32 -0.32 -0.30 - - - - - - - -

RGAP1_HUMAN RACGAP1 QGNFFApSPMLK S628 ELM+Swissprot - - - - 35.78 46 -0.46 -0.30 57.59 48 -0.65 0.09 - - - -

RGAP1_HUMAN RACGAP1 TGTLQPWNpSDSTLNSR S257 NEW - - - - - - - - 62.87 71 0.62 0.09 - - - -
RGPD6_HUMAN RGPD5 LAAVAQDEEENASRpSSG S1763 NEW - - - - 163.49 73 -0.59 -0.85 - - - - 152.52 97 -1.39 -1.25

RGPD6_HUMAN RGPD5 LAAVAQDEEENASRSpSG S1764 NEW - - - - 163.49 73 -0.59 -0.85 - - - - 152.52 97 -1.39 -1.25
RGPS2_HUMAN RALGPS2 SApTFPNAGPR T361 NEW 61.05 51 0.24 0.40 114.67 47 0.84 0.68 - - - - - - - -

RGRF1_HUMAN RASGRF1 LLpYGEPPK Y724 NEW - - - - 25.44 35 -0.55 -0.71 - - - - - - - -

RGS14_HUMAN RGS14 LGSPDApTRK T207 NEW 9.65 33 -5.41 -5.27 - - - - - - - - - - - -

RHDF1_HUMAN RHBDF1 QTpSITQTIR S76 NEW - - - - - - - - 65 61 -1.83 -1.82 - - - -

RHDF2_HUMAN RHBDF2 GIPHSApSPVpSPDGVQIPLK S325, S328 NEW, NEW 74.81 49 0.23 0.10 81.03 44 -0.14 0.58 78.04 43 0.19 0.28 - - - -

RHDF2_HUMAN RHBDF2 GIPHpSASPVpSPDGVQIPLK S323, S328 NEW, NEW 74.81 49 0.23 0.10 80.08 44 -0.14 0.58 - - - - - - - -
RHDF2_HUMAN RHBDF2 DLELPSQEAPpSFQGTESPKPCK S171 NEW 52.82 39 -0.22 0.10 - - - - 86.23 43 1.03 0.28 - - - -

RHDF2_HUMAN RHBDF2 DLELPSQEAPSFQGpTESPKPCK T175 NEW - - - - - - - - 86.23 43 1.03 0.28 - - - -

RHDF2_HUMAN RHBDF2 DLELPSQEAPSFQGTEpSPKPCK S177 NEW - - - - - - - - 86.23 43 1.03 0.28 - - - -

RHG01_HUMAN ARHGAP1 SDDSKpSSSPELVTHLK S49 NEW 49.68 36 0.51 0.20 41.85 51 0.12 -0.39 - - - - - - - -

RHG01_HUMAN ARHGAP1 SDDSKSpSSPELVTHLK S50 NEW 49.68 36 0.51 0.20 41.85 51 0.12 -0.39 75.38 44 0.64 -0.05 - - - -

RHG01_HUMAN ARHGAP1 SDDpSKSSSPELVTHLK S47 NEW 49.68 36 0.51 0.20 41.85 51 0.12 -0.39 - - - - - - - -

RHG01_HUMAN ARHGAP1 SSpSPELVTHLK S51 ELM+Swissprot 146.3 45 -0.02 0.20 106.41 50 -0.17 -0.39 - - - - - - - -

RHG01_HUMAN ARHGAP1 pSSSPELVTHLK S49 NEW - - - - 134.56 65 -0.21 -0.39 - - - - - - - -
RHG01_HUMAN ARHGAP1 SpSSPELVTHLK S50 NEW - - - - 134.56 65 -0.21 -0.39 105.56 78 0.01 -0.05 - - - -

RHG01_HUMAN ARHGAP1 LApSIDEK S27 NEW - - - - - - - - 110.5 47 -3.75 -0.05 - - - -

RHG05_HUMAN ARHGAP5 RTHpSDASDDEAFTTSK S1173 NEW 116.92 47 0.77 0.92 - - - - - - - - - - - -

RHG05_HUMAN ARHGAP5 GGIDNPAITpSDQELDDK S1218 NEW - - - - 147.4 49 -0.05 -0.35 183.79 79 0.08 0.12 - - - -

RHG12_HUMAN ARHGAP12 ATpTPPNQGRPDpSPVYANLQELK T231, S240 ELM+Swissprot, ELM+Swissprot60.78 50 0.12 0.28 92.17 46 -0.23 -0.32 - - - - 69.02 39 -0.05 0.20

RHG12_HUMAN ARHGAP12 ApTTPPNQGRPDpSPVYANLQELK T230, S240 NEW, ELM+Swissprot- - - - - - - - 87.58 55 -0.11 -0.09 - - - -
RHG17_HUMAN ARHGAP17 SpSGTNFQGLPSK S162 NEW 100.39 46 0.66 0.20 113.87 52 0.16 -0.11 113.87 52 -0.33 2.73 43.04 36 -0.28 -0.08

RHG17_HUMAN ARHGAP17 RLDpTVR T38 NEW - - - - - - - - 58.12 37 5.33 2.73 - - - -
RHG17_HUMAN ARHGAP17 AESSSGGGTVPSSAGILEQGPSPGDGpSPPKPKS575 ELM - - - - - - - - 77.69 78 -0.11 2.73 - - - -

RHG19_HUMAN ARHGAP19 ENRNLLFSGSPAVpTMpTPTR T474, T476 NEW, NEW - - - - - - - - - - - - 4.26 35 -0.67 -0.53

RHG19_HUMAN ARHGAP19 ENRNLLFSGSPAVpTMTPpTR T474, T478 NEW, NEW - - - - - - - - - - - - 4.26 35 -0.67 -0.53

RHG20_HUMAN ARHGAP20 EDLSPDFSNASHVpSGMPGPSpSGQACSRPAYTKKS999, S1006 NEW, NEW 17.16 33 1.68 1.83 - - - - - - - - - - - -

RHG20_HUMAN ARHGAP20 EDLSPDFSNASHVSGMPGPpSpSGQACSRPAYTKKS1005, S1006 NEW, NEW 17.16 33 1.68 1.83 - - - - - - - - - - - -

RHG20_HUMAN ARHGAP20 EDLSPDFSNASHVpSGMPGPpSSGQACSRPAYTKKS999, S1005 NEW, NEW 17.16 33 1.68 1.83 - - - - - - - - - - - -
RHG21_HUMAN ARHGAP21 QQTpSTPVLTQPGR S232 NEW - - - - - - - - 83.47 42 -0.14 -0.12 - - - -

RHG23_HUMAN ARHGAP23 DSGLpSSLESTK S1448 NEW 46.8 38 -1.44 -1.29 - - - - - - - - - - - -

RHG23_HUMAN ARHGAP23 SAEALGPGALVpSPR S372 NEW - - - - - - - - 141.55 65 -0.12 -0.11 - - - -

RHG29_HUMAN ARHGAP29 SLDSESIpSPGDFHR S559 NEW - - - - 59.27 47 -0.37 -0.33 - - - - - - - -

RHG29_HUMAN ARHGAP29 LLLApSPPNER S1029 NEW - - - - 71.15 45 -0.23 -0.33 126.36 53 -0.23 -0.28 29.65 34 -0.71 -1.53

RHG29_HUMAN ARHGAP29 RSpSDSYPLAPVR S1144 NEW - - - - - - - - - - - - 9.28 33 -5.64 -1.53

RHG29_HUMAN ARHGAP29 RSSDpSYPLAPVR S1146 NEW - - - - - - - - - - - - 9.28 33 -5.64 -1.53

RHGBA_HUMAN ARHGAP11A SEETLLpTPER T508 NEW - - - - - - - - 126.36 55 -0.96 -0.60 - - - -
RHGBA_HUMAN ARHGAP11A LASLGDpTASPLVK T866 NEW - - - - - - - - 70.15 87 -0.39 -0.60 - - - -

RHGBA_HUMAN ARHGAP11A DFpSPLQTQTFNR S675 ELM+Swissprot - - - - - - - - 113.87 48 -1.04 -0.60 - - - -

RIC8A_HUMAN RIC8A GLMAGGRPEGQYpSEDEDpTDTDEYK S435, T440 Swissprot, Swissprot65.28 59 0.33 0.79 84.24 63 0.01 -0.16 92.17 60 -0.18 -0.14 70.42 77 0.20 0.00

RIC8A_HUMAN RIC8A GLMAGGRPEGQYpSEDEDpTDTDEYKEAKS435, T440 Swissprot, Swissprot59.35 52 0.37 0.79 - - - - - - - - - - - -

RIC8A_HUMAN RIC8A GLMAGGRPEGQYpSEDEDTDTDEYK S435 Swissprot 73.92 69 -0.21 0.79 76.28 69 -0.12 -0.16 - - - - - - - -

RIC8A_HUMAN RIC8A GLMAGGRPEGQpYSEDEDpTDTDEYK Y434, T440 NEW, Swissprot 56.9 65 0.31 0.79 - - - - 47.87 55 -0.17 -0.14 73.92 57 -0.06 0.00
RIC8A_HUMAN RIC8A GLMAGGRPEGQYSEDEDpTDpTDEYKEAKT440, T442 Swissprot, NEW - - - - 56.9 58 0.10 -0.16 - - - - - - - -

RIC8A_HUMAN RIC8A GLMAGGRPEGQpYSEDEDpTDTDEYKEAKY434, T440 NEW, Swissprot - - - - 50.07 46 0.40 -0.16 - - - - - - - -
RIC8A_HUMAN RIC8A GLMAGGRPEGQpYpSEDEDTDTDEYKEAKY434, S435 NEW, Swissprot - - - - 50.07 46 0.40 -0.16 - - - - - - - -

RIC8A_HUMAN RIC8A VIQPMGMpSPR S501 NEW - - - - 59.27 32 -0.53 -0.16 97.24 42 -0.69 -0.14 61.05 31 -1.61 0.00

RIF1_HUMAN RIF1 SVKTSPpTpTQSK T2245, T2246 NEW, NEW 7.45 33 0.92 0.37 - - - - - - - - - - - -

RIF1_HUMAN RIF1 GASpSPYGAPGpTPR S402, T409 NEW, NEW - - - - - - - - 139.42 86 -0.90 0.01 62.3 49 -2.03 0.25

RIF1_HUMAN RIF1 GASpSPYGAPGTPR S402 NEW - - - - - - - - 111.19 45 -0.14 0.01 - - - -

RIF1_HUMAN RIF1 SSLSNNECGpSLDK S1157 NEW - - - - - - - - 60.79 59 -1.66 0.01 - - - -
RIF1_HUMAN RIF1 ELDPSLVSANDpSPSGMQTR S2161 ELM+Swissprot - - - - - - - - 188.22 101 -0.18 0.01 - - - -

RIF1_HUMAN RIF1 SLpSPDEERLVSDIIDPVALEIPLSK S2393 ELM - - - - - - - - 87.58 84 0.57 0.01 - - - -
RIN1_HUMAN RIN1 GSPApTpSPHLGR T336, S337 NEW, ELM+Swissprot45.48 43 0.19 0.43 - - - - - - - - - - - -

RIN1_HUMAN RIN1 GpSPApTSPHLGR S333, T336 ELM+Swissprot, NEW45.48 43 0.19 0.43 35.44 41 -0.06 -0.11 35.44 35 -0.43 -0.16 37.98 40 -0.31 -0.17

RIN1_HUMAN RIN1 GpSPATpSPHLGR S333, S337 ELM+Swissprot, ELM+Swissprot29.65 38 0.37 0.43 35.44 40 -0.03 -0.11 - - - - - - - -

RIN1_HUMAN RIN1 GSPApTSPHLGR T336 NEW - - - - 73.26 31 0.46 -0.11 - - - - - - - -

RING1_HUMAN RING1 TPQEAIMDGTEIAVpSPR S38 Swissprot - - - - 158.15 79 -0.14 -0.22 - - - - - - - -

RIOK1_HUMAN RIOK1 VVPGQFDDADpSpSDSENRDLK S21, S22 NEW, NEW - - - - 81.42 43 -0.50 -0.25 - - - - - - - -
RIOK1_HUMAN RIOK1 VVPGQFDDADpSSDSENR S21 NEW - - - - - - - - 75.25 94 -0.35 0.02 - - - -

RIOK1_HUMAN RIOK1 VVPGQFDDADSpSDSENR S22 NEW - - - - - - - - 75.25 94 -0.35 0.02 - - - -

RIOK2_HUMAN RIOK2 SSGDPEQIKEDpSLpSEESADAR S380, S382 Swissprot, Swissprot47.87 38 -0.01 -0.08 68.56 39 -0.23 -0.56 - - - - - - - -

RIOK2_HUMAN RIOK2 SSGDPEQIKEDpSLSEESADAR S380 Swissprot 71.39 50 -0.48 -0.08 52.82 40 -0.60 -0.56 - - - - - - - -

RIPK2_HUMAN RIPK2 SPpSLNLLQNK S531 ELM+Swissprot - - - - - - - - 88.9 54 0.35 0.37 - - - -

RIPK5_HUMAN DSTYK SNSEQPNRGLDDpST S928 NEW 79.77 41 -0.04 0.99 - - - - 130.44 88 -0.13 -0.12 - - - -
RIPK5_HUMAN DSTYK SNSEQPNRGLDDSpT T929 NEW - - - - - - - - 130.44 88 -0.13 -0.12 - - - -

RIPL1_HUMAN RILPL1 TpSPQPESGIK S346 NEW - - - - 73.26 33 -0.56 -0.72 100.07 40 -0.32 -0.30 - - - -
RIR2_HUMAN RRM2 VPLAPITDPQQLQLpSPLK S20 ELM+Swissprot 179.98 105 0.54 0.39 153.19 109 0.22 0.21 128.02 94 0.36 0.45 153.19 81 0.00 -0.17

RIR2_HUMAN RRM2 ENpTPPALSGTR T33 NEW - - - - 108.39 55 -0.33 0.21 126.36 62 0.17 0.45 57.59 34 -0.91 -0.17

RL12_HUMAN RPL12 IGPLGLpSPK S38 ELM+Swissprot - - - - 62.96 37 -0.37 -0.08 75.51 44 0.15 -0.02 - - - -

RL14_HUMAN RPL14 AALLKApSPK S139 ELM+Swissprot - - - - - - - - 91.73 55 -1.08 -0.10 - - - -

RL1D1_HUMAN RSL1D1 ALPApSETPK S413 NEW 77.93 33 0.51 1.15 65 35 -0.99 -0.59 65 51 -0.56 0.20 - - - -

RL1D1_HUMAN RSL1D1 ALPASEpTPK T415 NEW 77.93 33 0.51 1.15 106.41 35 -0.99 -0.59 65 54 -0.59 0.20 91.73 51 -2.07 -0.35
RL1D1_HUMAN RSL1D1 ATNEpSEDEIPQLVPIGK S361 ELM+Swissprot 90.47 47 0.09 1.15 152.52 62 -0.29 -0.59 177.52 66 0.16 0.20 - - - -

RL1D1_HUMAN RSL1D1 AAESETPGKpSPEK S427 ELM+Swissprot 71.8 39 -0.07 1.15 - - - - 83.47 60 0.18 0.20 - - - -
RL1D1_HUMAN RSL1D1 FFTTPpSK S467 Swissprot - - - - 50.52 40 -0.68 -0.59 - - - - - - - -

RL1D1_HUMAN RSL1D1 FFpTTPSK T464 NEW - - - - 50.52 38 -0.74 -0.59 63.74 39 -0.58 0.20 - - - -

RL1D1_HUMAN RSL1D1 pSPAKpSPNPSTPR S392, S396 ELM+Swissprot, ELM+Swissprot- - - - 62.3 36 -1.72 -0.59 - - - - - - - -

RL1D1_HUMAN RSL1D1 FFTpTPSK T465 ELM+Swissprot - - - - 50.52 38 -0.74 -0.59 63.74 39 -0.58 0.20 - - - -

RL22L_HUMAN RPL22L1 YFQISQDEDEpSEpSED S118, S120 ELM+Swissprot_similarity, Swissprot92.17 33 1.48 0.97 - - - - - - - - - - - -



RL22L_HUMAN RPL22L1 YFQISQDEDEpSESED S118 ELM+Swissprot_similarity149.82 64 0.44 0.97 172.36 68 -0.03 -0.15 130.95 38 -0.35 -0.22 - - - -

RL23A_HUMAN RPL23A TpSPTFR S43 ELM+Swissprot - - - - 58.12 34 -0.07 0.00 - - - - - - - -

RLA0_HUMAN RPLP0 VEAKEEpSEEpSDEDMGFGLFD S304, S307 ELM+Swissprot, ELM+Swissprot136.78 51 0.90 0.39 52.96 62 0.41 -0.15 99.69 43 -0.45 0.02 95.76 56 0.25 0.07

RLA2_HUMAN RPLP2 KEEpSEEpSDDDMGFGLFD S102, S105 ELM+Swissprot, ELM+Swissprot113.88 70 0.72 0.27 158.07 64 0.42 -0.24 92.11 65 -0.32 0.11 128.58 55 0.12 0.07

RLA2_HUMAN RPLP2 KEEpSEESDDDMGFGLFD S102 ELM+Swissprot 105.78 64 0.20 0.27 - - - - - - - - - - - -
RLA2_HUMAN RPLP2 KEESEEpSDDDMGFGLFD S105 ELM+Swissprot 126.3 65 0.24 0.27 105.78 69 -0.04 -0.24 79.77 65 -0.27 0.11 82.62 57 0.19 0.07

RLA2_HUMAN RPLP2 LASVPAGGAVAVSAAPGpSAAPAAGSAPAAAEEKS79 NEW - - - - 9.63 38 -0.14 -0.24 - - - - - - - -

RLA2_HUMAN RPLP2 YVASYLLAALGGNSpSPSAK S17 ELM+Swissprot - - - - 172.05 114 -0.42 -0.24 33.05 43 -0.37 0.11 62.95 38 -0.80 0.07

RLA2_HUMAN RPLP2 YVASYLLAALGGNpSSPSAK S16 Swissprot - - - - - - - - 33.05 43 -0.37 0.11 - - - -

RLA2_HUMAN RPLP2 YVASYLLAALGGNSSPpSAK S19 NEW - - - - - - - - - - - - 62.95 38 -0.80 0.07

RM14_HUMAN MRPL14 TPIPTpSLR S126 NEW - - - - 98.15 33 -8.80 -8.97 - - - - - - - -
RM51_HUMAN MRPL51 AGNLLpSGAGR S7 NEW 21.16 36 0.23 0.38 - - - - - - - - - - - -

RMD3_HUMAN FAM82A2 SQpSLPNSLDYTQTSDPGR S46 Swissprot 182.81 133 -0.05 0.14 132.25 115 0.08 -0.57 132.25 122 0.04 -0.18 84.24 47 0.04 0.18
RN139_HUMAN RNF139 NGVIQHTGAAAEEFNDDpTD T663 ELM+Swissprot 169.58 81 0.47 0.62 121.98 89 -0.14 -0.21 - - - - 46.04 56 0.18 0.32

RN169_HUMAN RNF169 VLpSPLIIK S403 ELM+Swissprot - - - - - - - - 72.16 37 -0.30 -0.28 - - - -

RN219_HUMAN RNF219 NVNQSpTKR T707 NEW 43.32 33 0.93 1.08 - - - - - - - - - - - -

RN219_HUMAN RNF219 IQpSSLSSASPSK S713 NEW - - - - - - - - 26.19 54 -1.63 -1.45 - - - -

RN219_HUMAN RNF219 IQSSLpSSASPSK S716 NEW - - - - - - - - 63.88 72 -1.32 -1.45 - - - -

RN219_HUMAN RNF219 IQSSLSpSASPSK S717 NEW - - - - - - - - 63.88 72 -1.32 -1.45 - - - -
RN219_HUMAN RNF219 IQSpSLSSASPSK S714 NEW - - - - - - - - 26.19 54 -1.63 -1.45 - - - -

RN220_HUMAN RNF220 ITPEFpSK S450 NEW - - - - - - - - 48.48 35 -5.89 -5.88 - - - -

RNF10_HUMAN RNF10 AEFpSPAQFSGPK S128 NEW - - - - - - - - 75.38 66 -0.65 -0.63 - - - -

RNH1_HUMAN RNASEH1 SApSPEVSEGHENQHGQESEAK S76 NEW - - - - - - - - - - - - 113.88 65 0.54 0.83

RNPS1_HUMAN RNPS1 MDLpSGVK S4 NEW - - - - - - - - 38.48 38 -6.28 -0.37 - - - -

ROA1_HUMAN HNRNPA1 SEpSPKEPEQLR S6 ELM+Swissprot 188.67 40 0.08 1.77 188.67 53 0.09 0.25 97.24 71 0.15 -0.34 176.01 51 -0.06 0.64

ROA1_HUMAN HNRNPA1 NQGGYGGSSSSSSYGpSGR S368 NEW - - - - - - - - 101.22 106 -0.69 -0.34 - - - -

ROA1_HUMAN HNRNPA1 NQGGYGGSpSSSSSYGSGR S361 NEW - - - - - - - - - - - - 64.1 53 0.20 0.64
ROA1_HUMAN HNRNPA1 NQGGYGGSSSpSSSYGSGR S363 ELM - - - - - - - - - - - - 64.1 53 0.20 0.64

ROA1_HUMAN HNRNPA1 NQGGYGGSSpSSSSYGSGR S362 ELM - - - - - - - - - - - - 64.1 53 0.20 0.64

ROA2_HUMAN HNRNPA2B1 NMGGPYGGGNYGPGGpSGGSGGYGGR S341 Swissprot 72.79 56 0.06 0.28 51.88 56 -0.66 -0.16 - - - - - - - -

ROA2_HUMAN HNRNPA2B1 GFGDGYNGYGGGPGGGNFGGpSPGYGGGRS259 ELM+Swissprot - - - - 74.47 156 -0.51 -0.16 251.51 126 -0.37 0.00 237.55 178 -1.24 0.20

ROA2_HUMAN HNRNPA2B1 NMGGPYGGGNYGPGGSGGpSGGYGGR S344 ELM+Swissprot - - - - 76.28 38 -0.34 -0.16 - - - - 67.88 33 -1.62 0.20

ROA3_HUMAN HNRNPA3 SSGSPpYGGGYGpSGGGSGGYGSR Y360, S366 Swissprot_similarity, NEW38.43 49 0.28 0.47 - - - - 23.06 37 -0.84 -0.20 - - - -
ROA3_HUMAN HNRNPA3 SSGSPpYGGGYGSGGGSGGYGSR Y360 Swissprot_similarity49.21 39 -0.25 0.47 126.01 63 -0.39 -0.09 108.08 90 -0.37 -0.20 73.92 54 -0.94 0.42

ROA3_HUMAN HNRNPA3 SSGpSPYGGGpYGSGGGSGGYGSR S358, Y364 Swissprot, NEW 38.43 49 0.28 0.47 - - - - - - - - - - - -
ROA3_HUMAN HNRNPA3 SSGpSPYGGGYGSGGGSGGYGSR S358 Swissprot 170.75 170 0.04 0.47 183.55 134 -0.52 -0.09 134.43 181 -0.44 -0.20 158.3 181 -0.98 0.42

ROA3_HUMAN HNRNPA3 SSGpSPpYGGGYGSGGGSGGYGSR S358, Y360 Swissprot, Swissprot_similarity- - - - 144.21 81 -1.46 -0.09 - - - - - - - -

ROA3_HUMAN HNRNPA3 SSGpSPYGGGYGpSGGGSGGYGSR S358, S366 Swissprot, NEW - - - - 102.78 133 -0.72 -0.09 146.19 160 -0.61 -0.20 - - - -

ROAA_HUMAN HNRNPAB EVYQQQQYGpSGGR S242 ELM+Swissprot - - - - 147.66 82 -0.58 -0.14 119.47 76 -0.68 -0.05 178.19 73 -2.35 -0.28

ROBO1_HUMAN ROBO1 TFNpSPNLK S1055 NEW - - - - 101.82 57 -0.11 -0.26 - - - - - - - -

ROBO3_HUMAN ROBO3 MREDWGVpSPDPPTEPSSPPGAPSQPVVpTEITKS545, T565 NEW, NEW - - - - 6.14 33 -2.46 -2.63 - - - - - - - -
ROBO3_HUMAN ROBO3 MREDWGVSPDPPTEPSSPPGAPpSQPVVpTEITKS560, T565 NEW, NEW - - - - 6.14 33 -2.46 -2.63 - - - - - - - -

ROBO3_HUMAN ROBO3 MLRpYLLK Y4 NEW - - - - - - - - 105.9 35 -3.13 -3.12 - - - -

ROCK2_HUMAN ROCK2 MQTQQVNpTLK T819 NEW - - - - - - - - 27.82 38 -6.28 -0.21 - - - -

RPA34_HUMAN CD3EAP QEQINTEPLEDTVLpSPTKK S285 ELM 45.87 38 0.27 0.42 46.04 35 -0.24 -0.19 101.93 71 -0.16 -0.29 - - - -

RPA34_HUMAN CD3EAP QEQINTEPLEDTVLpSPTK S285 ELM - - - - 100.11 122 -0.24 -0.19 85.72 121 -0.17 -0.29 - - - -

RPA34_HUMAN CD3EAP SALAPNLLpTSGK T171 NEW - - - - - - - - 85.46 46 -0.70 -0.29 - - - -

RPA34_HUMAN CD3EAP SALAPNLLTpSGK S172 ELM+Swissprot - - - - - - - - 111.19 46 -0.70 -0.29 - - - -

RPA34_HUMAN CD3EAP QEQINTEPLEDpTVLSPTK T282 NEW - - - - - - - - - - - - 24.59 46 -1.11 -0.42
RPAP3_HUMAN RPAP3 NSSQDDLFPTSDpTPR T491 NEW - - - - - - - - 107.82 69 -0.84 -0.12 - - - -

RPB1_HUMAN POLR2A YSPTSPTYSPTpSPK S1934 ELM+Swissprot - - - - 74.81 38 0.15 0.05 - - - - - - - -

RPB1_HUMAN POLR2A YSPTpSPTYSPTTPK S1878 Swissprot_similarity - - - - - - - - 65.6 44 0.16 0.18 - - - -

RPB1_HUMAN POLR2A YSPTpSPTYSPTSPK S1927 Swissprot_similarity - - - - - - - - 112.17 60 0.40 0.18 - - - -

RPB1_HUMAN POLR2A YSPTSPTpYSPTpSPK Y1930, S1934 NEW, ELM+Swissprot- - - - - - - - 65.6 36 0.37 0.18 - - - -

RPB1_HUMAN POLR2A YSPpTSPTYSPTSPK T1926 NEW - - - - - - - - 112.17 60 0.40 0.18 - - - -
RPB3_HUMAN POLR2C DLISNpSPR S124 NEW - - - - - - - - 69.57 34 -0.42 -0.18 - - - -

RPGF2_HUMAN RAPGEF2 SETpSPVAPR S1022 ELM+Swissprot 106.41 45 0.00 0.15 - - - - 106.41 42 -0.08 0.16 - - - -
RPGF6_HUMAN RAPGEF6 GLIVYCVTpSPK S1494 ELM+Swissprot - - - - 122.92 47 0.04 -0.22 94.59 48 0.07 0.12 - - - -

RPGP2_HUMAN GARNL4 TTFpSPPVVAATVK S544 Swissprot - - - - - - - - 81.57 39 -0.47 -0.46 - - - -

RPP30_HUMAN RPP30 KPRPpSEGDEDCLPASK S251 ELM+Swissprot - - - - - - - - 120.37 45 -0.48 -0.46 - - - -

RPTOR_HUMAN RPTOR SVSpSYGNIR S722 Swissprot 106.41 49 0.56 2.63 91.73 68 0.18 0.44 121.97 66 0.20 -0.36 - - - -

RPTOR_HUMAN RPTOR VLDTSSLTQpSAPApSPTNK S859, S863 ELM+Swissprot, ELM+Swissprot- - - - - - - - 28.91 38 -0.09 -0.36 - - - -

RPTOR_HUMAN RPTOR VLDTSSLTQSAPApSPTNK S863 ELM+Swissprot - - - - - - - - 45.17 60 -2.47 -0.36 - - - -
RPTOR_HUMAN RPTOR GVHIHQAGGpSPPASSTSSSSLTNDVAK S877 NEW - - - - - - - - - - - - 75.25 71 -0.11 0.09

RRAGC_HUMANRRAGC SCGHQpTpSASSLK T381, S382 NEW, NEW 44.23 59 0.26 0.38 - - - - - - - - - - - -
RRAGC_HUMANRRAGC SCGHQpTSASpSLK T381, S385 NEW, NEW 44.23 59 0.26 0.38 45.48 60 0.13 0.28 65.55 51 -0.05 -0.02 - - - -

RRAGC_HUMANRRAGC SCGHQTpSApSSLK S382, S384 NEW, NEW 54.51 60 0.26 0.38 63.88 58 0.42 0.28 87.55 54 0.08 -0.02 - - - -

RRAGC_HUMANRRAGC SCGHQpTSApSSLK T381, S384 NEW, NEW 44.23 59 0.26 0.38 45.48 60 0.13 0.28 65.55 51 -0.05 -0.02 - - - -

RRAGC_HUMANRRAGC MSPNETLFLEpSTNK S95 NEW - - - - 138.72 64 1.32 0.28 - - - - 65.6 38 0.61 0.47

RRAGC_HUMANRRAGC SCGHQTpSASpSLK S382, S385 NEW, NEW - - - - - - - - 87.55 54 0.08 -0.02 - - - -

RRAGC_HUMANRRAGC MSPNETLFLESpTNK T96 NEW - - - - - - - - - - - - 65.6 38 0.61 0.47
RRAS2_HUMAN RRAS2 FQEQECPPpSPEPTR S186 ELM+Swissprot 85.98 60 -0.06 0.08 109.95 65 0.01 -0.15 - - - - - - - -

RRAS2_HUMAN RRAS2 FQEQECPPpSPEPTRK S186 ELM+Swissprot - - - - 48.06 39 0.11 -0.15 - - - - - - - -

RRBP1_HUMAN RRBP1 SHVEDGDIAGAPASpSPEAPPAEQDPVQLKS1277 ELM 148.48 64 0.13 0.53 112.19 64 -0.32 -0.30 - - - - - - - -

RRBP1_HUMAN RRBP1 SHVEDGDIAGAPApSSPEAPPAEQDPVQLKS1276 NEW - - - - 112.19 64 -0.32 -0.30 - - - - - - - -

RRBP1_HUMAN RRBP1 NTDVAQpSPEAPK S615 ELM+Swissprot - - - - 73.55 49 -1.03 -0.30 139.42 63 -0.76 -0.07 111.19 44 -2.14 0.18

RRBP1_HUMAN RRBP1 NTDVAQpSPEAPKQEAPAK S615 ELM+Swissprot - - - - 84.26 46 -0.82 -0.30 108.66 52 -0.57 -0.07 117.97 71 -1.93 0.18
RREB1_HUMAN RREB1 AATTATPAATTpSPK S1122 NEW - - - - - - - - 79.77 47 -0.38 -0.42 - - - -

RREB1_HUMAN RREB1 AATTATPAApTTSPK T1120 NEW - - - - - - - - 79.77 47 -0.38 -0.42 - - - -
RREB1_HUMAN RREB1 AATTATPAATpTSPK T1121 NEW - - - - - - - - 79.77 47 -0.38 -0.42 - - - -

RREB1_HUMAN RREB1 VTENGGpSPQGIK S36 ELM - - - - - - - - 62.3 41 -0.71 -0.42 - - - -

RRMJ1_HUMAN FTSJ1 YTPPTQPPIpSPPYQEACTLK S271 NEW - - - - - - - - 71.82 44 -0.24 0.13 - - - -

RRMJ3_HUMAN FTSJ3 QQLPQpTPPSCLK T573 NEW 73.55 32 0.22 0.45 98.01 43 -0.81 -0.33 98.01 52 -0.38 0.13 - - - -

RRMJ3_HUMAN FTSJ3 ALDIpSLSpSGEEDEGDEEDSTAGTTK S333, S336 ELM+Swissprot, ELM+Swissprot116.87 84 1.68 0.45 109.03 75 0.93 -0.33 - - - - - - - -

RRMJ3_HUMAN FTSJ3 ALDISLpSpSGEEDEGDEEDSTAGTTK S335, S336 ELM+Swissprot, ELM+Swissprot116.87 84 1.68 0.45 109.03 75 0.93 -0.33 78.77 113 0.52 0.13 - - - -
RRMJ3_HUMAN FTSJ3 TEIMpSPLYQDEAPK S584 ELM+Swissprot 214.41 97 -0.04 0.45 182.51 91 -1.09 -0.33 167.38 95 -0.17 0.13 - - - -

RRMJ3_HUMAN FTSJ3 DLIDNpSFNR S688 ELM+Swissprot - - - - - - - - 103.12 41 -3.98 0.13 - - - -
RRP1B_HUMAN RRP1B VGDGDLpSAEEIPENEVSLRR S245 ELM+Swissprot 57.98 63 -0.03 1.38 - - - - - - - - - - - -

RRP1B_HUMAN RRP1B GpSPTGGAQLLK S513 ELM+Swissprot 79.35 67 0.26 1.38 92.11 68 -0.58 -0.27 79.35 85 -0.42 0.02 67.31 39 -0.39 -0.17

RRP1B_HUMAN RRP1B TPTSpSPASSPLVAK S732 ELM+Swissprot 67.05 44 0.02 1.38 56.67 51 -0.19 -0.27 89.63 53 0.81 0.02 46.94 56 -0.02 -0.17

RRP1B_HUMAN RRP1B SILVpSPTGPSR S706 ELM+Swissprot - - - - 105.56 58 -1.41 -0.27 119.71 74 -0.63 0.02 79.35 58 -2.13 -0.17

RRP1B_HUMAN RRP1B SILVSPTGPpSR S711 NEW - - - - - - - - 105.56 74 -0.63 0.02 79.35 58 -2.13 -0.17



RRP1B_HUMAN RRP1B VFCVEEEDpSEpSSLQK S392, S394 ELM+Swissprot, NEW- - - - - - - - 84.26 44 -0.49 0.02 - - - -

RRP1B_HUMAN RRP1B VFCVEEEDpSESpSLQK S392, S395 ELM+Swissprot, NEW- - - - - - - - 84.26 44 -0.49 0.02 - - - -

RRP1B_HUMAN RRP1B TPTSpSPApSSPLVAK S732, S735 ELM+Swissprot, NEW- - - - - - - - 78.04 46 0.61 0.02 - - - -

RRP1B_HUMAN RRP1B VGDGDLpSAEEIPENEVSLR S245 ELM+Swissprot - - - - - - - - 102.85 130 -0.28 0.02 - - - -

RRP1B_HUMAN RRP1B VFCVEEEDpSESSLQK S392 ELM+Swissprot - - - - - - - - 144.27 93 -0.58 0.02 - - - -
RS27_HUMAN RPS27 DLLHPpSPEEEK S11 Swissprot - - - - - - - - 86.27 47 -0.33 -0.10 - - - -

RS3_HUMAN RPS3 DEILPpTTPISEQK T220 Swissprot 159.17 64 0.00 0.21 - - - - 144.53 53 -1.05 0.14 144.53 65 -0.12 0.13

RS3_HUMAN RPS3 DEILPTpTPISEQK T221 ELM+Swissprot 159.17 64 0.00 0.21 159.17 67 0.06 -0.08 144.53 53 -1.05 0.14 144.53 65 -0.12 0.13

RS3A_HUMAN RPS3A ADGYEPPVQEpSV S263 ELM+Swissprot 89.76 43 -0.03 0.16 - - - - - - - - - - - -

RS3A_HUMAN RPS3A VERADGYEPPVQEpSV S263 ELM+Swissprot - - - - - - - - 61.59 52 0.16 0.17 - - - -

RS6_HUMAN RPS6 LpSSLRASpTSK S235, T241 ELM+Swissprot, NEW49.68 36 0.36 0.15 - - - - - - - - - - - -
RS6_HUMAN RPS6 LpSSLRApSTSK S235, S240 ELM+Swissprot, ELM+Swissprot49.68 36 0.36 0.15 48.2 43 0.05 0.00 43.32 43 -0.27 0.16 - - - -

RS6_HUMAN RPS6 LSpSLRApSTSK S236, S240 ELM+Swissprot, ELM+Swissprot- - - - 48.2 43 0.05 0.00 40.47 43 -0.27 0.16 67.2 48 0.55 0.23
RSBNL_HUMAN RSBN1L RpTTNEIK T539 NEW - - - - 78.12 32 -8.22 -8.38 78.12 36 -5.98 -5.97 78.12 31 -3.11 -2.98

RSF1_HUMAN RSF1 IEpTDEEESCDNAHGDANQPAR T1295 NEW 136.01 51 0.23 0.28 134.47 57 0.05 -0.12 - - - - 87.24 67 0.03 0.40

RSF1_HUMAN RSF1 STLESEKPGpSPEAAEpTSPPSNIIDHCEK S612, T618 ELM+Swissprot, NEW44.33 38 0.23 0.28 67.88 38 -0.03 -0.12 - - - - - - - -

RSF1_HUMAN RSF1 KPYRIEpSDEEEDFENVGK S1335 ELM+Swissprot 56.67 49 0.39 0.28 41.11 37 0.40 -0.12 - - - - - - - -

RSF1_HUMAN RSF1 IEpSDEEEDFENVGK S1335 ELM+Swissprot 206.58 75 0.11 0.28 186.24 101 -0.22 -0.12 - - - - 46.94 43 0.50 0.40

RSF1_HUMAN RSF1 STLESEKPGpSPEAAETpSPPSNIIDHCEK S612, S619 ELM+Swissprot, NEW- - - - 67.88 38 -0.03 -0.12 - - - - - - - -
RSF1_HUMAN RSF1 LSDDFDpSPVK S387 ELM+Swissprot - - - - 71.15 68 -0.19 -0.12 - - - - - - - -

RSF1_HUMAN RSF1 DAQRLpSPIPEEVPK S594 ELM+Swissprot - - - - 83.47 40 0.17 -0.12 78.04 56 -0.09 -0.04 - - - -

RSF1_HUMAN RSF1 STLESEKPGpSPEAAETSPPSNIIDHCEK S612 ELM+Swissprot - - - - 72.79 68 -0.04 -0.12 - - - - - - - -

RSRC2_HUMAN RSRC2 EQSEVSVpSPR S32 Swissprot 108.39 80 -0.10 0.13 71.15 83 -0.09 -0.25 111.42 80 -0.07 0.21 71.15 78 -0.09 0.17

RSRC2_HUMAN RSRC2 EQSEVpSVpSPR S30, S32 NEW, Swissprot - - - - - - - - 71.15 61 0.81 0.21 - - - -

RTN1_HUMAN RTN1 GATPAPQAGEPpSPGLGAR S48 NEW - - - - - - - - 185.75 74 -0.77 -0.76 - - - -

RU17_HUMAN SNRNP70 GGGGGQDNGLEGLGNDpSR S410 ELM+Swissprot 182.81 121 0.26 0.52 153.19 125 -0.87 -0.23 - - - - 160.77 98 -0.22 0.30

RU17_HUMAN SNRNP70 YDERPGPpSPLPHR S226 ELM+Swissprot - - - - 40.85 39 -0.24 -0.23 - - - - 32.02 39 0.18 0.30
RU1C_HUMAN SNRPC FYCDYCDTYLTHDpSPSVRK S17 NEW - - - - 91.57 38 -1.23 -0.58 - - - - - - - -

RU1C_HUMAN SNRPC FYCDYCDTYLpTHDSPSVRK T14 NEW - - - - 91.57 38 -1.23 -0.58 - - - - - - - -

RU1C_HUMAN SNRPC FYCDYCDTYLTHDpSPSVR S17 NEW - - - - - - - - - - - - 109.94 32 -2.02 -0.04

RU2A_HUMAN SNRPA1 GGPpSPGDVEAIK S197 ELM+Swissprot - - - - - - - - 65.55 77 -0.49 -0.13 - - - -

RUNX3_HUMAN RUNX3 VTPpSTPpSPR S211, S214 NEW, NEW - - - - - - - - 41.85 35 -0.72 -0.71 - - - -

RUVB1_HUMAN RUVBL1 ERVEAGDVIYIEANpSGAVK S197 NEW - - - - 26.91 33 0.34 0.07 - - - - - - - -
RYBP_HUMAN RYBP INSQLVAQQVAQQYApTPPPPK T72 NEW - - - - - - - - 114.22 58 -0.75 -0.19 - - - -

RYBP_HUMAN RYBP EIpSPSVTK S99 NEW - - - - - - - - 69.57 45 -0.48 -0.19 - - - -
RYBP_HUMAN RYBP SSSTSpSSTVTSSAGSEQQNQSSSGSESTDKS184 NEW - - - - - - - - - - - - 63.65 37 0.39 0.68

RYBP_HUMAN RYBP SSSTSSpSTVTSSAGSEQQNQSSSGSESTDKS185 NEW - - - - - - - - - - - - 63.65 37 0.39 0.68

RYBP_HUMAN RYBP SSSTSSSpTVTSSAGSEQQNQSSSGSESTDKT186 NEW - - - - - - - - - - - - 63.65 37 0.39 0.68

S10AB_HUMAN S100A11 ISpSPTETER S6 ELM+Swissprot - - - - 106.41 46 0.17 -0.30 - - - - - - - -

S11IP_HUMAN STK11IP RApSIpSEPpSDTDPEPR S398, S400, S403NEW, NEW, NEW - - - - 85.98 31 0.12 -0.05 - - - - - - - -

S12A2_HUMAN SLC12A2 DGGGVRDEGPAAAGDGLGRPLGPpTPSQSRT75 NEW 46.8 47 1.14 0.48 - - - - - - - - - - - -
S12A2_HUMAN SLC12A2 DGGGVRDEGPAAAGDGLGRPLGPTPpSQSRS77 NEW 46.8 47 1.14 0.48 - - - - - - - - - - - -

S12A2_HUMAN SLC12A2 EGLDISHLQGQEELLSpSQEK S940 Swissprot - - - - 40.26 44 0.34 -0.13 - - - - - - - -

S12A2_HUMAN SLC12A2 EGLDISHLQGQEELLpSSQEK S939 NEW - - - - 40.26 44 0.34 -0.13 - - - - - - - -

S12A4_HUMAN SLC12A4 LESLYpSDEEDESAVGADK S967 Swissprot_similarity109.94 111 0.26 0.50 130.1 92 0.00 -0.24 182.81 104 0.21 2.38 - - - -

S12A4_HUMAN SLC12A4 ESSPFLpSPLEASR S51 NEW 59.35 33 0.08 0.50 108.66 49 -0.96 -0.24 136.26 74 -0.70 2.38 - - - -

S12A4_HUMAN SLC12A4 LVpSYTNLTQGAK S88 NEW - - - - 46.8 34 0.03 -0.24 - - - - - - - -

S12A4_HUMAN SLC12A4 VSpSLLGK S81 NEW - - - - - - - - 97.98 33 4.17 2.38 - - - -

S12A7_HUMAN SLC12A7 TEAPGpTPEGPEPERPSPGDGNPR T30 NEW 43.51 36 0.01 0.16 - - - - - - - - - - - -
S12A7_HUMAN SLC12A7 TEAPGpTPEGPEPERPpSPGDGNPR T30, S40 NEW, NEW - - - - 80.08 34 -0.68 -0.57 - - - - 75.25 39 -1.24 -0.28

S12A7_HUMAN SLC12A7 TQAPPpTPDK T973 NEW - - - - 80.54 62 -0.18 -0.57 65 60 -0.43 -0.05 52.96 56 -0.95 -0.28

S12A7_HUMAN SLC12A7 TEAPGTPEGPEPERPpSPGDGNPR S40 NEW - - - - - - - - - - - - 23.06 48 -0.07 -0.28

S20A1_HUMAN SLC20A1 CpSPSEpSPLMEK S265, S269 Swissprot_similarity, Swissprot_similarity69.17 34 0.17 0.16 - - - - - - - - - - - -

S20A1_HUMAN SLC20A1 EIKCpSPpSESPLMEK S265, S267 Swissprot_similarity, NEW56.01 40 -0.16 0.16 54.51 39 -0.05 -0.21 - - - - - - - -

S20A1_HUMAN SLC20A1 EIKCpSPSEpSPLMEK S265, S269 Swissprot_similarity, Swissprot_similarity- - - - 89.63 39 -0.05 -0.21 - - - - - - - -
S20A2_HUMAN SLC20A2 EGALSRVpSDEpSLSK S256, S259 ELM, NEW 30.4 37 0.18 0.33 40.85 34 0.27 0.11 - - - - 78.04 52 0.07 0.21

S23IP_HUMAN SEC23IP VVEpSPDFSKDEDYLGK S926 NEW - - - - - - - - 40.85 42 -0.29 0.06 - - - -
S29A2_HUMAN SLC29A2 AELLQSDENGIPSpSPQK S252 NEW - - - - - - - - 96.66 68 0.30 0.31 - - - -

S29A2_HUMAN SLC29A2 AELLQSDENGIPpSSPQK S251 NEW - - - - - - - - 96.66 68 0.30 0.31 - - - -

S35B2_HUMAN SLC35B2 AVPVEpSPVQKV S427 Swissprot - - - - 79.35 47 -0.62 -0.78 92.11 48 -0.63 -0.54 - - - -

S35C2_HUMAN SLC35C2 GLGpSSPDLELLLR S335 Swissprot_similarity - - - - - - - - 150.97 103 0.12 0.14 - - - -

S38A7_HUMAN SLC38A7 LLQpSPCVDTAPK S28 Swissprot_similarity - - - - 75.38 37 -0.72 -0.88 - - - - - - - -

S7A6O_HUMAN SLC7A6OS EFGYDpSPHDLDpSD S302, S308 ELM+Swissprot, ELM+Swissprot91.57 41 0.54 0.27 91.57 54 -0.01 -0.18 91.57 44 -0.35 -0.02 - - - -
S7A6O_HUMAN SLC7A6OS EFGYDSPHDLDpSD S308 ELM+Swissprot 116.92 48 -0.15 0.27 130.44 61 -0.03 -0.18 130.44 47 0.22 -0.02 - - - -

SAC2_HUMAN INPP5F AVpSPFAK S1069 NEW 66.57 40 0.18 0.32 - - - - - - - - - - - -
SAC31_HUMAN SAC3D1 TLEEVVMAEEEDEGTDRPGpSPA S401 Swissprot - - - - 199.28 104 0.11 -0.05 - - - - - - - -

SAFB1_HUMAN SAFB SEPVKEESSELEQPFAQDTpSSVGPDR S246 NEW 44.33 76 0.26 0.38 118.59 80 0.33 -0.06 - - - - - - - -

SAFB1_HUMAN SAFB SEPVKEESSELEQPFAQDpTSSVGPDR T245 NEW 44.33 76 0.26 0.38 118.59 80 0.33 -0.06 - - - - - - - -

SAFB1_HUMAN SAFB ESSTSEGADQKMpSSPEDDSDTK S383 NEW 33.77 44 -0.20 0.38 57.75 56 0.22 -0.06 - - - - 71.39 65 0.33 0.89

SAFB1_HUMAN SAFB SVVpSFDK S604 ELM+Swissprot 36.89 31 0.11 0.38 74.99 42 -0.09 -0.06 78.12 45 -0.05 0.13 78.12 39 0.03 0.89

SAFB1_HUMAN SAFB ADpSLLAVVK S288 ELM+Swissprot - - - - - - - - 161.56 69 -1.00 0.13 - - - -
SAFB1_HUMAN SAFB ESSTSEGADQKMpSpSPEDDSDTK S383, S384 NEW, ELM+Swissprot- - - - - - - - - - - - 58.73 37 0.34 0.89

SAFB1_HUMAN SAFB SEPVKEESpSELEQPFAQDTSSVGPDR S235 NEW - - - - - - - - - - - - 55.87 38 -0.15 0.89

SAFB1_HUMAN SAFB ESSTSEGADQKMSpSPEDDSDTK S384 ELM+Swissprot - - - - - - - - - - - - 71.39 62 0.43 0.89

SAM4A_HUMAN SAMD4A AYSpSPpSTTPEAR S231, S233 Swissprot, Swissprot87.55 49 -0.11 1.94 87.55 46 0.02 -0.15 100.39 39 -0.26 -0.40 - - - -

SAM4A_HUMAN SAMD4A AYSpSPSTTPEAR S231 Swissprot 87.55 44 -0.14 1.94 113.87 41 -0.02 -0.15 100.39 48 0.12 -0.40 63.88 40 -0.06 -0.02

SAM4A_HUMAN SAMD4A AYSpSPSTpTPEAR S231, T235 Swissprot, NEW - - - - 73.55 50 -0.06 -0.15 85.46 42 0.08 -0.40 85.46 47 -0.26 -0.02
SAM4A_HUMAN SAMD4A AYpSSPSTpTPEAR S230, T235 NEW, NEW - - - - - - - - 85.46 42 0.08 -0.40 - - - -

SAMH1_HUMAN SAMHD1 CDDpSPRpTPSNTPpSAEADWSPGLELHPDYKS18, T21, S27 Swissprot_similarity, Swissprot_similarity, NEW46.94 41 0.36 0.75 - - - - - - - - - - - -
SAMH1_HUMAN SAMHD1 CDDpSPRpTPSNTPSAEADWpSPGLELHPDYKS18, T21, S33 Swissprot_similarity, Swissprot_similarity, NEW46.94 41 0.36 0.75 82.8 45 0.13 0.15 - - - - - - - -

SAMH1_HUMAN SAMHD1 NFTKPQDGDVIAPLIpTPQKK T592 Swissprot - - - - - - - - - - - - 86.23 34 -0.06 0.60

SAPS3_HUMAN SAPS3 IQQFDDGGpSDEEDIWEEK S617 ELM+Swissprot 230.36 151 0.28 1.91 160.77 150 0.17 0.12 - - - - - - - -

SAPS3_HUMAN SAPS3 ERIQQFDDGGpSDEEDIWEEK S617 ELM+Swissprot - - - - 64.21 67 -0.22 0.12 109.94 59 -0.40 0.08 - - - -

SARG_HUMAN C1orf116 pSMPIPIPK S440 NEW - - - - - - - - - - - - 36.89 32 1.03 1.16

SAS10_HUMAN UTP3 TSAAACAVTDLpSDDpSDFDEK S365, S368 ELM+Swissprot, ELM+Swissprot153.19 60 0.84 0.98 155.62 80 0.20 0.19 208.39 92 -0.22 -0.08 140.4 56 0.27 0.36
SAS6_HUMAN SASS6 SGIpSPNLNVVDGR S510 NEW - - - - - - - - 154.47 96 -0.74 -0.73 - - - -

SASH1_HUMAN SASH1 TCpSFGGFDLTNR S407 NEW - - - - 98.01 39 0.17 0.02 111.19 80 -0.12 -0.06 - - - -
SATT_HUMAN SLC1A4 SEEETpSPLVTHQNPAGPVASAPELESK S507 Swissprot_similarity - - - - 64.66 55 -0.17 0.02 119.73 58 -0.10 -0.08 - - - -

SATT_HUMAN SLC1A4 SEEEpTSPLVTHQNPAGPVASAPELESK T506 Swissprot_similarity - - - - 64.66 55 -0.17 0.02 - - - - - - - -

SATT_HUMAN SLC1A4 SEEETSPLVpTHQNPAGPVASAPELESK T511 NEW - - - - 64.66 55 -0.17 0.02 - - - - - - - -

SC16A_HUMAN SEC16A LLPSAPQTLPDGPLApSPAR S1786 ELM+Swissprot - - - - 148.55 89 -0.15 -0.06 106.28 87 -0.37 -0.29 - - - -

SC16A_HUMAN SEC16A ADSGPTQPPLSLpSPAPETK S1905 ELM+Swissprot - - - - 102.85 84 -0.37 -0.06 - - - - 39.44 40 -0.55 -0.41



SC16A_HUMAN SEC16A QIDSpSPVGGETDETTVSQNYR S391 NEW - - - - - - - - 167.19 90 -0.41 -0.29 - - - -

SC16A_HUMAN SEC16A FANLpTPSR T1876 ELM+Swissprot - - - - - - - - 113.91 42 -0.75 -0.29 - - - -

SC22B_HUMAN SEC22B NLGpSINTELQDVQR S137 Swissprot_similarity - - - - 29.64 33 -0.35 0.97 112.17 105 -0.38 0.19 - - - -

SC22B_HUMAN SEC22B GEALSALDpSK S168 Swissprot_similarity - - - - 111.42 65 0.77 0.97 - - - - - - - -

SC24A_HUMAN SEC24A LMpSPTGGR S628 NEW 72.16 32 6.63 5.79 - - - - - - - - - - - -
SC31A_HUMAN SEC31A EQTLpSPTITSGLHNIAR S1163 NEW 115.96 44 0.19 0.28 79.51 47 -0.15 -0.23 - - - - - - - -

SC31A_HUMAN SEC31A AQGEPVAGHEpSPKIPYEK S799 ELM+Swissprot 108.66 43 0.20 0.28 85.98 37 -0.06 -0.23 72.63 69 -0.19 1.01 14.94 33 -0.22 0.08

SC31A_HUMAN SEC31A EQTLSPpTITSGLHNIAR T1165 NEW - - - - 79.51 47 -0.15 -0.23 - - - - - - - -

SC5AB_HUMAN SLC5A11 GGALMAApYLK Y314 NEW - - - - 31.72 40 -2.87 -3.04 - - - - - - - -

SCAM2_HUMAN SCAMP2 AASpSAAQGAFQGN S320 NEW 98.01 51 0.46 1.05 139.42 62 0.02 0.20 113.87 52 0.08 0.02 - - - -

SCAM2_HUMAN SCAMP2 AApSSAAQGAFQGN S319 ELM+Swissprot - - - - - - - - 113.87 52 0.08 0.02 - - - -
SCAP_HUMAN SCAP AGPEEPGDpSPPLR S851 NEW - - - - 60.79 53 -0.30 -0.86 71.8 45 -0.27 -0.79 60.79 51 -0.38 -0.24

SCAP_HUMAN SCAP SRDpSPGYDFSCLVQR S907 NEW - - - - 89.76 39 -1.25 -0.86 - - - - - - - -
SCFD1_HUMAN SCFD1 VNLEESSGVENpSPAGARPK S303 NEW - - - - 62.95 59 -0.49 -0.29 - - - - 44.33 39 -1.04 -0.89

SCFD1_HUMAN SCFD1 VNLEEpSSGVENSPAGARPK S297 NEW - - - - - - - - - - - - 44.33 39 -1.04 -0.89

SCFD1_HUMAN SCFD1 VNLEESpSGVENSPAGARPK S298 NEW - - - - - - - - - - - - 44.33 39 -1.04 -0.89

SCRN2_HUMAN SCRN2 DEVQEVVFVPAGpTHTPGSR T50 NEW - - - - 132.25 53 0.13 -0.03 - - - - - - - -

SDA1_HUMAN SDAD1 YIEIDpSDEEPR S585 ELM+Swissprot - - - - - - - - 105.56 46 0.06 0.20 - - - -

SDS3_HUMAN SUDS3 RPApSPpSSPEHLPATPAESPAQR S234, S236 ELM+Swissprot, Swissprot- - - - - - - - - - - - 67.88 36 0.01 0.14
SDS3_HUMAN SUDS3 RPApSPSpSPEHLPATPAESPAQR S234, S237 ELM+Swissprot, ELM- - - - - - - - - - - - 67.88 36 0.01 0.14

SEC20_HUMAN BNIP1 TTKESLAQTSSTIpTESLMGISR T139 NEW - - - - - - - - - - - - 22.13 31 -4.13 -3.99

SEC20_HUMAN BNIP1 TTKESLAQTSSTITEpSLMGISR S141 NEW - - - - - - - - - - - - 22.13 31 -4.13 -3.99

SEN54_HUMAN TSEN54 FQPpSSVLSPYER S174 NEW - - - - 43.04 31 -0.05 -0.31 - - - - - - - -

SENP2_HUMAN SENP2 ILGpTIFR T11 NEW 38.48 39 0.89 1.03 - - - - - - - - - - - -

SENP3_HUMAN SENP3 NHLSPQQGGApTPQVPpSPCCR T176, S181 NEW, Swissprot 56.9 45 0.10 0.23 - - - - - - - - - - - -

SENP3_HUMAN SENP3 NHLpSPQQGGATPQVPpSPCCR S169, S181 ELM+Swissprot, Swissprot84.24 33 0.06 0.23 75.25 32 -0.05 -0.21 67.88 56 0.04 0.06 61.85 39 0.04 0.18

SEPT2_HUMAN 40423IYHLPDAEpSDEDEDFK S218 ELM+Swissprot 166.33 92 0.11 0.33 136.78 109 -0.27 -0.15 222.29 93 0.36 0.54 152.52 112 -0.11 0.13
SEPT2_HUMAN 40423IYHLPDAEpSDEDEDFKEQTR S218 ELM+Swissprot 102.85 79 0.04 0.33 163.84 86 -0.01 -0.15 158.15 82 -0.35 0.54 102.85 66 -0.02 0.13

SEPT5_HUMAN 40426FGIHVYQFPECDpSDEDEDFK S225 ELM+Swissprot - - - - 51.94 34 0.14 -0.02 - - - - - - - -

SEPT7_HUMAN 40428IYEFPEpTDDEEENK T228 Swissprot_similarity - - - - - - - - 164.13 109 0.06 0.04 - - - -

SEPT9_HUMAN 40430HVDSLSQRpSPK S85 ELM+Swissprot - - - - - - - - 102.9 44 -1.08 0.01 - - - -

SET_HUMAN SET LNEQApSEEILKVEQK S63 NEW 37.02 38 -0.13 0.86 22.2 32 0.17 -0.10 - - - - - - - -

SET_HUMAN SET LNEQApSEEILK S63 NEW - - - - 26.98 41 -0.11 -0.10 - - - - - - - -
SET1A_HUMAN SETD1A RPRPSpTPAEEDEDDPEQEK T916 NEW - - - - - - - - 92.17 63 -0.06 -0.05 - - - -

SET1B_HUMAN SETD1B ASLpTPVK T909 NEW - - - - 28.97 32 -0.22 -0.36 - - - - - - - -
SETD2_HUMAN SETD2 SSQSEGIFLGpSEpSDEDSVR S321, S323 ELM+Swissprot, ELM+Swissprot- - - - 67.05 51 0.03 -0.13 169.01 80 -0.47 -0.45 - - - -

SETX_HUMAN SETX GQVIIIpSDpSDDDDDER S1017, S1019 Swissprot, Swissprot- - - - 99.69 49 0.62 0.46 115.96 59 -0.59 -0.39 - - - -

SETX_HUMAN SETX EQAPDIpSPK S947 NEW - - - - - - - - 65 40 -0.11 -0.39 - - - -

SETX_HUMAN SETX SLETSSALpSPSLK S1621 ELM+Swissprot - - - - - - - - 108.66 96 -0.57 -0.39 - - - -

SF01_HUMAN SF1 TGDLGIPPNPEDRpSPSPEPIpYNSEGK S80, Y87 ELM+Swissprot, Swissprot118.59 72 0.17 0.64 65.7 73 -0.04 0.10 93.74 64 0.05 -0.10 93.74 63 -0.07 1.17

SF01_HUMAN SF1 TGDLGIPPNPEDRpSPpSPEPIYNSEGK S80, S82 ELM+Swissprot, ELM+Swissprot132.09 70 -0.03 0.64 88.98 80 0.02 0.10 83.62 71 0.05 -0.10 105.81 93 0.06 1.17
SF17A_HUMAN SFRS17A LLSILLpSK S444 NEW - - - - - - - - 12.84 35 0.20 0.92 - - - -

SF17A_HUMAN SFRS17A LLpSILLSK S440 NEW - - - - - - - - 12.84 35 0.20 0.92 - - - -

SF17A_HUMAN SFRS17A VVPEDGpSPEK S537 ELM+Swissprot - - - - - - - - 126.36 39 1.86 0.92 - - - -

SF17A_HUMAN SFRS17A VVPEDGpSPEKR S537 ELM+Swissprot - - - - - - - - 59.27 40 -0.24 0.92 - - - -

SF3A1_HUMAN SF3A1 FGESEEVEMEVEpSDEEDDKQEK S329 ELM+Swissprot 50.96 133 0.53 0.38 185.75 109 -0.11 -0.13 - - - - 35.06 104 0.46 0.28

SF3A1_HUMAN SF3A1 AEEPPSQLDQDTQVQDMDEGpSDDEEEGQKS359 ELM+Swissprot 89.74 85 0.60 0.38 159.01 93 0.17 -0.13 - - - - 166.33 81 -0.04 0.28

SF3A1_HUMAN SF3A1 EKQpSDDEVYAPGLDIESSLK S451 NEW - - - - 70.19 42 -0.03 -0.13 - - - - - - - -

SF3A1_HUMAN SF3A1 FGESEEVEMEVEpSDEEDDK S329 ELM+Swissprot - - - - - - - - - - - - 139.18 109 -2.48 0.28
SF3B1_HUMAN SF3B1 WDQTADQTPGApTPK T211 ELM+Swissprot 87.76 46 1.09 0.63 76.39 53 -0.05 -0.01 65.6 58 -0.40 -0.06 76.39 57 -0.70 0.11

SF3B1_HUMAN SF3B1 GSEpTPGATPGSK T244 ELM+Swissprot - - - - 44.23 58 0.45 -0.01 162.16 88 -0.32 -0.06 - - - -

SF3B2_HUMAN SF3B2 SSLGQpSApSETEEDTVSVSK S284, S286 ELM+Swissprot, ELM+Swissprot62.95 46 0.38 0.40 119.94 105 0.02 -0.16 144.98 104 -0.52 -0.18 169.01 81 -0.11 0.25

SF3B2_HUMAN SF3B2 SSLGQpSApSETEEDTVSVSKK S284, S286 ELM+Swissprot, ELM+Swissprot70.42 77 0.12 0.40 133.43 77 -0.01 -0.16 92.17 78 -0.29 -0.18 82.62 80 -0.19 0.25

SF3B2_HUMAN SF3B2 SSLGQSApSETEEDTVSVSKK S286 ELM+Swissprot - - - - 133.43 53 0.25 -0.16 - - - - - - - -

SF3B2_HUMAN SF3B2 SSLGQSApSETEEDTVSVSK S286 ELM+Swissprot - - - - 30.37 39 -0.48 -0.16 - - - - - - - -
SF3B2_HUMAN SF3B2 SSLGQpSApSEpTEEDTVSVSK S284, S286, T288ELM+Swissprot, ELM+Swissprot, Swissprot- - - - - - - - 106.28 54 -0.49 -0.18 - - - -

SFPQ_HUMAN SFPQ GMGPGpTPAGYGR T687 Swissprot - - - - - - - - 98.01 62 -1.18 0.25 - - - -
SFR11_HUMAN SFRS11 LNHVAAGLVpSPSLK S207 ELM+Swissprot - - - - 77.31 49 -0.32 -0.06 - - - - - - - -

SFR12_HUMAN SFRS12 EAQSFISAAIEPEpSGKSNER S181 NEW - - - - 54.79 50 -0.50 -0.66 - - - - - - - -

SFR15_HUMAN SFRS15 TpTPTQPSEQK T237 ELM+Swissprot - - - - 97.24 34 -0.72 -0.77 97.24 41 -0.49 -0.48 130.07 48 -1.28 -1.15

SFR18_HUMAN SFRS18 SKFDpSDEEEEDTENVEAASSGK S290 NEW 43.85 77 0.08 0.25 67.76 82 0.05 -0.11 - - - - - - - -

SFR18_HUMAN SFRS18 pSKFDSDEEEEDTENVEAASSGK S286 NEW 43.85 67 0.13 0.25 - - - - - - - - - - - -

SFR19_HUMAN SCAF1 GPpSPAPApSSPKR S719, S724 Swissprot_similarity, NEW13.43 32 0.31 0.37 41.85 33 0.34 1.52 - - - - - - - -
SFR19_HUMAN SCAF1 GPpSPAPASpSPKR S719, S725 Swissprot_similarity, ELM13.43 32 0.31 0.37 - - - - - - - - - - - -

SFR19_HUMAN SCAF1 pSApSPPPATSSSSSSR S612, S614 NEW, NEW 46.94 50 0.05 0.37 - - - - 84.26 73 0.21 0.06 - - - -
SFR19_HUMAN SCAF1 EVLpYDpSEGLSGEER Y732, S734 NEW, ELM+Swissprot24.05 37 0.21 0.37 - - - - - - - - - - - -

SFR19_HUMAN SCAF1 QRpSPpSPAPAPAPAAAAGPPTR S498, S500 ELM+Swissprot, ELM+Swissprot91.91 58 0.10 0.37 92.17 83 0.06 1.52 84.24 45 -0.21 0.06 62.87 95 -0.11 0.28

SFR19_HUMAN SCAF1 REVLYDpSEGLpSGEER S734, S738 ELM+Swissprot, ELM+Swissprot73.29 64 0.37 0.37 73.29 59 0.05 1.52 70.42 78 -0.22 0.06 - - - -

SFR19_HUMAN SCAF1 EVLYDpSEGLpSGEER S734, S738 ELM+Swissprot, ELM+Swissprot103.96 81 0.23 0.37 116.92 79 -0.06 1.52 112.17 64 0.04 0.06 65.6 57 0.15 0.28

SFR19_HUMAN SCAF1 SPSPAPAPAPAAAAGPPpTR T515 NEW - - - - 6.06 33 4.80 1.52 - - - - - - - -

SFR19_HUMAN SCAF1 GPSPAPApSSPK S724 NEW - - - - 56.01 45 -0.57 1.52 - - - - - - - -
SFR19_HUMAN SCAF1 GAEETpSWSGEER S963 NEW - - - - 89.76 47 0.20 1.52 - - - - - - - -

SFR19_HUMAN SCAF1 GAEETSWpSGEER S965 ELM+Swissprot_similarity- - - - 89.76 58 0.27 1.52 - - - - - - - -

SFR19_HUMAN SCAF1 AAPPPPALpTPDSQTVDSSCK T989 ELM+Swissprot_similarity- - - - 61.85 35 0.19 1.52 29.75 36 0.28 0.06 - - - -

SFR19_HUMAN SCAF1 GPSPAPASpSPK S725 ELM - - - - 56.01 45 -0.57 1.52 - - - - - - - -

SFR19_HUMAN SCAF1 VPpSTPPPK S975 NEW - - - - - - - - 34.11 34 0.07 0.06 24.46 36 0.27 0.28

SFR19_HUMAN SCAF1 FDIYDPFHPTDEAYpSPPPAPEQK S239 ELM+Swissprot - - - - - - - - 109.03 63 -0.09 0.06 - - - -
SFR19_HUMAN SCAF1 VPSpTPPPK T976 ELM+Swissprot - - - - - - - - 34.11 34 0.07 0.06 24.46 36 0.27 0.28

SFR2B_HUMAN SFRS2B RPPKpSPEEEGQMSpS S273, S282 NEW, NEW 54.21 35 0.26 -0.17 - - - - - - - - 46.94 38 -0.42 -0.17
SFR2B_HUMAN SFRS2B RPPKpSPEEEGQMpSS S273, S281 NEW, NEW 54.21 35 0.26 -0.17 67.05 35 -0.18 -0.48 55.41 40 -0.16 -0.19 46.94 38 -0.42 -0.17

SFRIP_HUMAN SFRS2IP ITESpSLVEITEHK S273 NEW - - - - 92.11 39 -4.00 -4.16 - - - - - - - -

SFRS1_HUMAN SFRS1 VDGPRpSPpSYGR S199, S201 ELM+Swissprot, ELM+Swissprot- - - - - - - - - - - - 45.48 32 0.12 0.05

SFRS2_HUMAN SFRS2 VDNLpTYRTSPDTLR T22 NEW 49.23 33 -0.37 0.00 - - - - - - - - - - - -

SFRS2_HUMAN SFRS2 VDNLTYRpTSPDTLR T25 NEW 49.23 33 -0.37 0.00 - - - - 68.56 36 -0.10 -0.08 - - - -

SFRS2_HUMAN SFRS2 TpSPDTLR S26 ELM+Swissprot - - - - 78.12 44 -0.36 -0.30 - - - - - - - -
SFRS5_HUMAN SFRS5 pSVpSRSPVPEK S229, S231 Swissprot, ELM+Swissprot- - - - 21.9 46 -0.31 -0.25 21.9 34 0.45 0.10 34.11 32 0.46 0.66

SFRS5_HUMAN SFRS5 SVpSRpSPVPEK S231, S233 ELM+Swissprot, ELM+Swissprot- - - - 21.9 46 -0.31 -0.25 37.98 34 0.07 0.10 31.72 33 0.43 0.66
SFRS5_HUMAN SFRS5 pSVSRpSPVPEK S229, S233 Swissprot, ELM+Swissprot- - - - - - - - - - - - 31.72 33 0.43 0.66

SFRS6_HUMAN SFRS6 ARpSVpSPPPK S314, S316 ELM+Swissprot, ELM+Swissprot52.77 43 -0.31 0.10 61.19 44 -0.14 -0.27 31.72 56 0.14 0.13 77.93 37 0.00 0.16

SFRS6_HUMAN SFRS6 pSNSPLPVPPSK S301 ELM+Swissprot 46.8 59 -0.10 0.10 - - - - - - - - - - - -

SFRS6_HUMAN SFRS6 SVpSPPPK S316 ELM+Swissprot 81.63 38 -0.55 0.10 81.63 36 -0.01 -0.27 78.12 36 0.00 0.13 - - - -

SFRS6_HUMAN SFRS6 SNpSPLPVPPSK S303 ELM+Swissprot - - - - 119.71 72 -0.11 -0.27 119.71 93 -0.07 0.13 79.35 62 -0.44 0.16



SFRS6_HUMAN SFRS6 pSVpSPPPK S314, S316 ELM+Swissprot, ELM+Swissprot- - - - - - - - 38.48 41 0.45 0.13 - - - -

SFRS7_HUMAN SFRS7 YFQpSPSR S192 ELM+Swissprot 38.48 35 -0.24 0.10 - - - - 38.48 34 0.05 -0.23 - - - -

SFRS8_HUMAN SFRS8 SGVSpSDNEDDDDEEDGNYLHPSLFASK S283 NEW - - - - 138.22 102 -0.04 -0.22 - - - - - - - -

SFRS9_HUMAN SFRS9 STpSYGYpSR S189, S193 ELM+Swissprot, NEW24.46 39 0.28 0.12 - - - - - - - - - - - -

SFRS9_HUMAN SFRS9 GpSPHYFpSPFRPY S211, S216 ELM+Swissprot, ELM+Swissprot43.04 39 -0.06 0.12 33.8 52 -0.25 -0.15 87.55 56 -0.16 -0.08 32.89 31 -0.68 0.15
SFRS9_HUMAN SFRS9 STpSYGYSR S189 ELM+Swissprot 86.47 44 0.18 0.12 118.26 55 -0.14 -0.15 - - - - 86.47 50 0.49 0.15

SFRS9_HUMAN SFRS9 GpSPHYFSPFRPY S211 ELM+Swissprot 41.92 40 -0.08 0.12 59.27 43 0.05 -0.15 - - - - - - - -

SG223_HUMAN SGK223 VSQGSAESLpSPSFR S745 NEW 67.05 67 -0.29 -0.04 99.69 81 -0.19 -0.16 56.67 82 -0.07 -0.06 22.2 34 -0.33 0.01

SG223_HUMAN SGK223 VSQGSAEpSLSPSFR S743 NEW - - - - - - - - 56.67 82 -0.07 -0.06 22.2 34 -0.33 0.01

SG269_HUMAN SGK269 SAPTpSPTATNISSK S572 NEW 68.56 55 0.21 0.28 57.98 64 -0.14 -0.25 68.56 47 -0.21 -0.14 - - - -

SG269_HUMAN SGK269 ANTLpSPVR S281 ELM+Swissprot 72.16 34 0.06 0.28 86.47 47 -0.09 -0.25 58.87 41 -0.16 -0.14 - - - -
SG269_HUMAN SGK269 pSAPTpSPTATNISSK S568, S572 NEW, NEW - - - - - - - - 76.39 39 0.12 -0.14 - - - -

SG269_HUMAN SGK269 ICNGGLpSPGNPGDSK S370 NEW - - - - - - - - 71.82 54 -0.39 -0.14 - - - -
SGOL1_HUMAN SGOL1 DQVNLpSPK S256 NEW - - - - 69.57 34 0.08 -0.08 - - - - - - - -

SGPP1_HUMAN SGPP1 RNpSLTGEEGQLAR S112 ELM+Swissprot 81.57 45 0.10 0.29 92.11 63 0.04 -0.10 - - - - 89.76 45 0.16 0.20

SGPP1_HUMAN SGPP1 RNSLpTGEEGQLAR T114 NEW - - - - 92.11 63 0.11 -0.10 - - - - - - - -

SGPP1_HUMAN SGPP1 NpSLTGEEGQLAR S112 ELM+Swissprot - - - - 87.55 44 0.04 -0.10 - - - - 87.55 32 -0.12 0.20

SGPP1_HUMAN SGPP1 NGLAAELGPApSPR S101 NEW - - - - - - - - 166.28 85 -0.80 -0.79 - - - -

SGTA_HUMAN SGTA SRTPpSASNDDQQE S305 ELM+Swissprot - - - - - - - - 91.57 56 0.56 0.08 48.06 34 -0.03 0.19
SGTA_HUMAN SGTA SPARpTPPSEEDSAEAER T81 Swissprot_similarity - - - - - - - - - - - - 112.17 43 0.19 0.19

SGTA_HUMAN SGTA SRTPSApSNDDQQE S307 NEW - - - - - - - - - - - - 48.06 34 -0.03 0.19

SGTB_HUMAN SGTB SFpSSSAEEHS S297 NEW 65 43 0.18 0.22 103.12 38 0.24 -0.23 - - - - - - - -

SGTB_HUMAN SGTB SFSpSSAEEHS S298 NEW 65 43 0.18 0.22 - - - - - - - - - - - -

SH23A_HUMAN SH2D3A TSpSDPVLLK S180 NEW - - - - - - - - 106.41 65 -0.52 -0.50 - - - -

SH2B1_HUMAN SH2B1 GLVSDGpTSPGER T218 NEW - - - - - - - - 108.66 52 -0.89 -0.83 - - - -

SH2B1_HUMAN SH2B1 GLVSDGTpSPGER S219 NEW - - - - - - - - 108.66 52 -0.89 -0.83 - - - -

SH2D5_HUMAN SH2D5 LGNPYCpSPTLVR S147 Swissprot_similarity - - - - - - - - 77.31 39 -0.02 0.00 - - - -
SH3B4_HUMAN SH3BP4 IILpSPFATTTK S637 ELM+Swissprot - - - - - - - - 81.51 44 -0.73 -0.71 - - - -

SH3R3_HUMAN SH3RF3 pSGLLKLLAGASTK S721 NEW - - - - - - - - - - - - 14.38 34 2.63 2.76

SHAN1_HUMAN SHANK1 GSPTGGAGGpSADPFAPVFVPPHPGIpSGGLGGALSGASRS2046, S2062 NEW, NEW 9.25 32 2.58 2.73 - - - - - - - - - - - -

SHAN1_HUMAN SHANK1 GSPpTGGAGGSADPFAPVFVPPHPGIpSGGLGGALSGASRT2040, S2062 NEW, NEW 9.25 32 2.58 2.73 - - - - - - - - - - - -

SHAN1_HUMAN SHANK1 GSPpTGGAGGpSADPFAPVFVPPHPGISGGLGGALSGASRT2040, S2046 NEW, NEW 9.25 32 2.58 2.73 - - - - - - - - - - - -

SHB_HUMAN SHB HGpSPEFCGILGER S388 Swissprot - - - - 79.35 33 -0.64 -0.80 - - - - - - - -
SHCBP_HUMAN SHCBP1 GLFQDEDpSCSDCSYR S42 ELM+Swissprot 152.78 66 0.02 0.38 136.01 99 0.55 0.19 167.38 104 -0.18 -0.26 95.78 54 0.65 0.79

SHCBP_HUMAN SHCBP1 SSLSNCNSDpSEQENISMVEGLK S275 NEW - - - - 50.96 40 0.32 0.19 - - - - - - - -
SHCBP_HUMAN SHCBP1 SSLSNCNpSDSEQENISMVEGLK S273 NEW - - - - 50.96 40 0.32 0.19 - - - - - - - -

SHCBP_HUMAN SHCBP1 GLFQDEDpSCpSDCSYR S42, S44 ELM+Swissprot, NEW- - - - - - - - 112.17 62 -0.51 -0.26 - - - -

SHOT1_HUMAN KIAA1598 VTAEADSSSPpTGILATSESK T496 NEW - - - - - - - - 159.01 92 -0.28 -0.18 - - - -

SHOT1_HUMAN KIAA1598 VTAEADSSpSPTGILATSESK S494 NEW - - - - - - - - 159.01 92 -0.28 -0.18 - - - -

SHRM4_HUMAN SHROOM4 IQLIESIpSR S1327 NEW 126.13 45 0.10 0.24 - - - - 121.97 45 5.07 5.08 - - - -

SI1L1_HUMAN SIPA1L1 TLpSDESIYNSQR S1585 ELM+Swissprot 111.19 69 0.01 -0.01 124.99 63 -0.18 -0.33 111.19 80 0.25 -0.21 124.99 72 -0.02 0.14
SI1L1_HUMAN SIPA1L1 FLMPEAYPpSSPR S161 Swissprot - - - - 111.19 40 0.05 -0.33 98.01 44 -0.33 -0.21 - - - -

SI1L1_HUMAN SIPA1L1 FLMPEAYPSpSPR S162 NEW - - - - 111.19 40 0.05 -0.33 98.01 44 -0.33 -0.21 - - - -

SI1L1_HUMAN SIPA1L1 SQAGpSTPLTR S1404 NEW - - - - 48.2 35 -0.51 -0.33 - - - - - - - -

SI1L1_HUMAN SIPA1L1 SQAGSpTPLTR T1405 NEW - - - - 48.2 35 -0.51 -0.33 - - - - - - - -

SI1L1_HUMAN SIPA1L1 QDPVVHLpSPNK S1270 ELM+Swissprot - - - - 56.74 37 -0.19 -0.33 - - - - - - - -

SI1L1_HUMAN SIPA1L1 LIDLEpSPTPESQK S1549 ELM+Swissprot - - - - 159.17 80 -0.43 -0.33 159.17 56 -0.01 -0.21 - - - -

SI1L1_HUMAN SIPA1L1 ASVVGTDGpTPK T26 NEW - - - - - - - - 102.9 56 -1.19 -0.21 - - - -

SI1L1_HUMAN SIPA1L1 EYGpSTSSIDK S208 NEW - - - - - - - - - - - - 51.27 35 0.02 0.14
SIGL7_HUMAN SIGLEC7 EIQYAPLpSFHK S441 NEW - - - - - - - - - - - - 77.31 33 -0.01 0.13

SIN3A_HUMAN SIN3A GDLpSDVEEEEEEEMDVDEATGAVK S832 ELM+Swissprot 130.17 67 -0.03 0.11 142.14 76 0.17 -0.20 - - - - - - - -

SIN3A_HUMAN SIN3A GDLpSDVEEEEEEEMDVDEATGAVKK S832 ELM+Swissprot 126.3 83 0.19 0.11 142.14 74 -0.04 -0.20 - - - - - - - -

SIN3A_HUMAN SIN3A YMNpSDTTSPELR S1108 NEW - - - - 41.92 42 -0.36 -0.20 - - - - - - - -

SIN3A_HUMAN SIN3A YMNSDpTTSPELR T1110 NEW - - - - 41.92 42 -0.36 -0.20 51.74 45 -0.06 -0.02 62.3 61 -0.47 -0.33

SIN3A_HUMAN SIN3A YMNSDTpTSPELR T1111 NEW - - - - 41.92 42 -0.36 -0.20 51.74 45 -0.06 -0.02 62.3 61 -0.47 -0.33
SIN3A_HUMAN SIN3A YMNSDTTpSPELR S1112 ELM+Swissprot - - - - 98.01 42 -0.36 -0.20 51.74 45 -0.06 -0.02 62.3 61 -0.47 -0.33

SIN3A_HUMAN SIN3A SDpSPAIQLR S940 NEW - - - - - - - - 67.2 55 0.10 -0.02 - - - -
SIPA1_HUMAN SIPA1 SGSDAGEARPPpTPApSPR T64, S67 NEW, ELM - - - - - - - - - - - - 43.85 47 -1.74 -0.23

SIRT1_HUMAN SIRT1 pSPGEPGGAAPER S47 ELM+Swissprot 62.3 37 0.25 -0.18 85.46 56 0.02 1.35 - - - - - - - -

SIRT2_HUMAN SIRT2 VQEAQDpSDpSDSEGGAAGGEADMDFLR S23, S25 NEW, ELM+Swissprot- - - - 56.67 47 0.15 -0.01 - - - - - - - -

SIRT6_HUMAN SIRT6 LEPKEEpSPTR S303 NEW - - - - - - - - 61.05 39 -0.23 -0.22 - - - -

SIRT6_HUMAN SIRT6 QEPCAQHNGSEPApSPKR S330 NEW - - - - - - - - - - - - 38.85 42 0.54 1.86

SKA2_HUMAN FAM33A QTDLELpSPLTK S101 NEW - - - - 79.35 35 -0.59 -0.76 - - - - - - - -
SKIV2_HUMAN SKIV2L ASpSLEDLVLK S256 ELM+Swissprot 142.08 74 -0.02 -0.13 146.3 60 -0.19 -0.65 142.08 74 0.09 0.03 - - - -

SKIV2_HUMAN SKIV2L GDTVSApSPCSAPLAR S245 ELM+Swissprot - - - - 178.96 82 -0.95 -0.65 149.82 88 -0.39 0.03 97.7 52 -1.76 -1.16
SL9A1_HUMAN SLC9A1 IGpSDPLAYEPK S703 ELM+Swissprot - - - - 134.56 32 0.04 -0.12 116.7 36 -1.45 -1.43 - - - -

SLAI2_HUMAN SLAIN2 SGAVQGAGSLGPGpSPVR S48 Swissprot 134.47 97 0.40 0.45 147.4 107 -0.93 -0.65 147.4 101 -0.78 -0.61 121.98 106 -1.77 -1.63

SLAI2_HUMAN SLAIN2 AGASIPSSGAApSPR S63 Swissprot 79.77 55 0.11 0.45 101.78 77 -1.16 -0.65 116.92 78 -0.41 -0.61 - - - -

SLAI2_HUMAN SLAIN2 SVpSPLVWCR S147 Swissprot - - - - 103.12 54 -0.70 -0.65 118.17 53 -0.60 -0.61 - - - -

SLAI2_HUMAN SLAIN2 FRpSPAAPpSPLALR S462, S467 NEW, Swissprot - - - - 41.92 38 -0.80 -0.65 65.55 35 -0.87 -0.61 - - - -

SLAI2_HUMAN SLAIN2 QVLDYPpSPDVECAK S160 Swissprot - - - - - - - - 152.78 68 -0.70 -0.61 - - - -
SLAI2_HUMAN SLAIN2 QLILPGNpSGNLK S234 Swissprot - - - - - - - - 111.19 40 -0.65 -0.61 - - - -

SLAI2_HUMAN SLAIN2 SPAAPpSPLALR S467 Swissprot - - - - - - - - 162.16 63 -0.85 -0.61 - - - -

SLBP_HUMAN SLBP CDGDApSPPpSPAR S20, S23 ELM+Swissprot, ELM+Swissprot85.46 35 0.25 0.39 - - - - - - - - - - - -

SLK_HUMAN SLK INSTApTPDQDRDK T1097 NEW - - - - - - - - 103.96 55 -1.35 0.18 - - - -

SLTM_HUMAN SLTM DGQDAIAQpSPEKESK S289 ELM+Swissprot 130.44 69 0.15 1.35 112.17 68 0.17 -0.17 122.72 51 -0.25 -0.57 152.78 55 0.31 -0.01

SLTM_HUMAN SLTM DGQDAIAQpSPEK S289 ELM+Swissprot 146.32 60 0.03 1.35 146.32 54 0.05 -0.17 89.76 35 -3.52 -0.57 - - - -
SLTM_HUMAN SLTM pSPGHMVILDQTK S553 Swissprot - - - - 73.26 36 0.20 -0.17 - - - - - - - -

SLTM_HUMAN SLTM AGAGMITQHSSNApSPINR S1002 Swissprot - - - - - - - - - - - - 130.1 83 -1.03 -0.01
SLU7_HUMAN SLU7 LVEQANpSPK S215 ELM+Swissprot 77.93 56 0.17 0.32 91.73 50 -0.05 -0.21 91.73 47 -0.12 0.09 - - - -

SMAD5_HUMAN SMAD5 ALSpSPGQPSK S58 NEW - - - - - - - - 86.27 39 -4.52 -0.59 - - - -

SMAP_HUMAN C11orf58 pSASPDDDLGSSNWEAADLGNEER S15 ELM+Swissprot 126.5 68 0.09 0.21 - - - - - - - - - - - -

SMAP_HUMAN C11orf58 SApSPDDDLGSSNWEAADLGNEERK S17 ELM+Swissprot - - - - 79.97 74 -0.11 -0.22 - - - - - - - -

SMAP_HUMAN C11orf58 RSASPDDDLGSpSNWEAADLGNEER S25 NEW - - - - - - - - - - - - 21.25 33 0.08 0.32

SMAP_HUMAN C11orf58 RSASPDDDLGpSSNWEAADLGNEER S24 NEW - - - - - - - - - - - - 21.25 33 0.08 0.32
SMC1A_HUMAN SMC1A MEEEpSQSQGRDLTLEENQVK S358 Swissprot - - - - 46.94 37 0.59 -0.30 - - - - - - - -

SMC1A_HUMAN SMC1A MEEESQpSQGRDLTLEENQVK S360 ELM+Swissprot - - - - 46.94 37 0.59 -0.30 - - - - - - - -
SMC3_HUMAN SMC3 KpYEAIQLpTFK Y1026, T1032 NEW, NEW 20.47 32 -3.25 0.38 - - - - - - - - - - - -

SMC4_HUMAN SMC4 TEpSPATAAETASEELDNR S41 ELM+Swissprot 138.22 105 0.02 1.54 205.25 81 -0.18 0.15 138.22 108 -0.04 0.29 150.83 100 -0.39 -0.10

SMC7L_HUMAN SMCR7L AISAPTpSPTR S59 Swissprot_similarity83.81 41 0.11 0.25 71.15 64 -0.15 -0.31 86.27 44 -0.07 -0.03 48.2 40 -0.10 0.08

SMC7L_HUMAN SMCR7L AISAPpTSPTR T58 NEW 83.81 41 0.11 0.25 71.15 64 -0.15 -0.31 86.27 44 -0.07 -0.03 48.2 40 -0.10 0.08

SMC7L_HUMAN SMCR7L AIpSAPTpSPTR S55, S59 NEW, Swissprot_similarity- - - - - - - - 71.15 36 -0.01 -0.03 83.81 45 -0.02 0.08



SMC7L_HUMAN SMCR7L AIpSAPpTSPTR S55, T58 NEW, NEW - - - - - - - - 71.15 36 -0.01 -0.03 83.81 45 -0.02 0.08

SMCA4_HUMAN SMARCA4 EVDYSDpSLTEK S1382 ELM+Swissprot 105.56 51 0.45 2.05 105.56 48 -1.09 1.23 - - - - - - - -

SMCA4_HUMAN SMARCA4 DSDAGSSpTPTTSTR T1423 NEW - - - - - - - - 155.9 118 0.37 -0.29 141.55 70 0.16 0.29

SMCA5_HUMAN SMARCA5 TPpTSPLK T115 NEW - - - - 27.69 36 0.05 0.05 - - - - - - - -

SMCA5_HUMAN SMARCA5 TPTpSPLK S116 ELM+Swissprot - - - - 27.69 36 0.05 0.05 - - - - - - - -
SMCA5_HUMAN SMARCA5 IpYVGLSK Y413 NEW - - - - - - - - - - - - 40.22 33 -10.10 0.23

SMCR8_HUMAN SMCR8 VLIpSVGSYK S414 NEW - - - - 31.72 33 0.11 -0.05 41.85 51 0.03 0.08 - - - -

SMCR8_HUMAN SMCR8 VLISVGpSYK S417 NEW - - - - 31.72 33 0.11 -0.05 41.85 51 0.03 0.08 - - - -

SMCR8_HUMAN SMCR8 SDSQASLTVPLpSPQVVR S498 Swissprot_similarity - - - - - - - - 114.49 68 0.11 0.08 - - - -

SMG1_HUMAN SMG1 NLATSADpTPPSTVPGTGK T3569 NEW - - - - - - - - 155.62 65 -0.42 -0.23 - - - -

SMG1_HUMAN SMG1 SNTGQKpTQPDVMpSQNAR T3546, S3552 Swissprot, Swissprot- - - - - - - - - - - - 27.55 37 -0.09 0.04
SMG1_HUMAN SMG1 SNpTGQKTQPDVMpSQNAR T3542, S3552 NEW, Swissprot - - - - - - - - - - - - 27.55 37 -0.09 0.04

SMN_HUMAN SMN1 RGpTGQpSDDSDIWDDTALIK T25, S28 NEW, ELM+Swissprot36.16 33 0.18 0.19 - - - - - - - - - - - -
SMN_HUMAN SMN1 RGpTGQSDDpSDIWDDTALIK T25, S31 NEW, ELM+Swissprot36.16 33 0.18 0.19 - - - - - - - - - - - -

SMN_HUMAN SMN1 RGpTGQSDDSDIWDDTALIK T25 NEW 58.01 36 -0.10 0.19 - - - - - - - - - - - -

SMN_HUMAN SMN1 RGTGQpSDDpSDIWDDTALIK S28, S31 ELM+Swissprot, ELM+Swissprot36.16 33 0.18 0.19 171.74 94 0.04 -0.32 - - - - - - - -

SMN_HUMAN SMN1 RGTGQpSDDSDIWDDTALIK S28 ELM+Swissprot 58.01 36 -0.10 0.19 87.24 50 -0.03 -0.32 - - - - - - - -

SMRC1_HUMAN SMARCC1 HpSPpSPPPPTPTESR S328, S330 ELM+Swissprot, ELM+Swissprot- - - - - - - - - - - - 76.39 31 0.13 0.30

SMRC2_HUMAN SMARCC2 TLpTDEVNSPDSDRR T278 NEW 22.2 42 -0.20 0.89 - - - - 78.04 36 -0.56 -0.13 - - - -
SMRC2_HUMAN SMARCC2 TLTDEVNpSPDSDRR S283 ELM+Swissprot_similarity79.77 51 -0.03 0.89 103.96 62 -0.33 -0.25 78.04 36 -0.56 -0.13 101.78 45 -2.08 0.29

SMRC2_HUMAN SMARCC2 RpSPpSPSPTPEAK S302, S304 ELM+Swissprot, ELM+Swissprot53.09 49 -0.12 0.89 43.04 33 0.18 -0.25 - - - - - - - -

SMRC2_HUMAN SMARCC2 RSPpSPpSPTPEAK S304, S306 ELM+Swissprot, NEW- - - - 43.04 33 0.18 -0.25 - - - - - - - -

SMRC2_HUMAN SMARCC2 RpSPSPpSPTPEAK S302, S306 ELM+Swissprot, NEW- - - - 43.04 33 0.18 -0.25 - - - - - - - -

SMRC2_HUMAN SMARCC2 pSPpSPSPTPEAK S302, S304 ELM+Swissprot, ELM+Swissprot- - - - 89.76 50 0.27 -0.25 - - - - 45.48 32 0.86 0.29

SMRCD_HUMANSMARCAD1 KLSpSpSpSEPYEEDEFNDDQSIK S212, S213, S214Swissprot_similarity, Swissprot, ELM+Swissprot85.98 45 0.38 0.53 95.78 64 0.23 0.02 - - - - - - - -

SMRCD_HUMANSMARCAD1 KLpSpSpSSEPYEEDEFNDDQSIK S211, S212, S213Swissprot, Swissprot_similarity, Swissprot85.98 45 0.38 0.53 95.78 64 0.23 0.02 - - - - - - - -

SMRCD_HUMANSMARCAD1 KLpSpSSpSEPYEEDEFNDDQSIK S211, S212, S214Swissprot, Swissprot_similarity, ELM+Swissprot85.98 45 0.38 0.53 95.78 64 0.23 0.02 - - - - - - - -
SMRCD_HUMANSMARCAD1 KLpSSpSpSEPYEEDEFNDDQSIK S211, S213, S214Swissprot, Swissprot, ELM+Swissprot85.98 45 0.38 0.53 95.78 64 0.23 0.02 - - - - - - - -

SMRCD_HUMANSMARCAD1 KLSpSpSSEPYEEDEFNDDQSIK S212, S213 Swissprot_similarity, Swissprot- - - - 47.87 32 0.13 0.02 - - - - - - - -

SMRCD_HUMANSMARCAD1 KLSpSSpSEPYEEDEFNDDQSIK S212, S214 Swissprot_similarity, ELM+Swissprot- - - - 47.87 32 0.13 0.02 - - - - - - - -

SMRCD_HUMANSMARCAD1 KLpSpSSSEPYEEDEFNDDQSIK S211, S212 Swissprot, Swissprot_similarity- - - - 47.87 32 0.13 0.02 - - - - - - - -

SMRCD_HUMANSMARCAD1 KLpSSpSSEPYEEDEFNDDQSIK S211, S213 Swissprot, Swissprot- - - - 47.87 32 0.13 0.02 - - - - - - - -

SMRCD_HUMANSMARCAD1 KLSSpSpSEPYEEDEFNDDQSIK S213, S214 Swissprot, ELM+Swissprot- - - - 47.87 32 0.13 0.02 - - - - - - - -
SMRCD_HUMANSMARCAD1 KLpSSSpSEPYEEDEFNDDQSIK S211, S214 Swissprot, ELM+Swissprot- - - - 47.87 32 0.13 0.02 - - - - - - - -

SMRD2_HUMAN SMARCD2 MpSPGNRMPMAR S2 NEW 35.78 31 4.49 3.20 - - - - - - - - - - - -
SMRD2_HUMAN SMARCD2 AEGDSAGTAGpTPGGTPAGDK T142 ELM+Swissprot - - - - 161.39 113 -0.73 -0.49 122.19 121 -0.72 0.03 156.71 95 -1.68 -0.24

SMRD2_HUMAN SMARCD2 IYISNpTFSPSK T126 NEW - - - - - - - - 45.48 52 -0.01 0.03 - - - -

SMRD2_HUMAN SMARCD2 IYISNTFpSPSK S128 NEW - - - - - - - - 45.48 52 -0.01 0.03 - - - -

SMTN_HUMAN SMTN VNSPGpTLAR T517 NEW 32.87 33 0.47 0.37 - - - - - - - - - - - -

SMTN_HUMAN SMTN VNpSPGTLAR S514 NEW 32.87 33 0.47 0.37 80.54 43 -0.64 -0.42 80.54 46 -0.55 -0.58 80.54 38 -1.44 -1.15

SMTN_HUMAN SMTN SLSVLpSPR S304 NEW - - - - 86.47 65 -0.92 -0.42 72.16 76 -0.55 -0.58 - - - -
SMTN_HUMAN SMTN ESpTPLASGPSSFQR T315 NEW - - - - 112.17 46 -0.46 -0.42 101.78 34 -0.68 -0.58 - - - -

SMTN_HUMAN SMTN FTSDpSPMAAR S341 NEW - - - - 46.8 40 -0.56 -0.42 57.59 43 -0.67 -0.58 - - - -

SMTN_HUMAN SMTN ETPAAQSPpTRGPSDTK T279 NEW - - - - - - - - 90.47 46 -0.63 -0.58 - - - -

SMTN_HUMAN SMTN ETPAAQpSPTRGPSDTK S277 NEW - - - - - - - - 90.47 46 -0.63 -0.58 69.06 32 -1.15 -1.15

SNIP1_HUMAN SNIP1 QERLpSPEVAPPAHR S35 Swissprot 53.09 33 0.37 0.75 79.35 48 -0.06 0.25 43.04 38 -0.55 -0.24 - - - -

SNIP1_HUMAN SNIP1 GVpSRpSPPK S74, S76 NEW, NEW 48.48 36 -0.09 0.75 58.87 47 0.35 0.25 58.87 36 -0.15 -0.24 - - - -

SNIP1_HUMAN SNIP1 RPDHSGGpSPSPPTSEPAR S52 NEW - - - - - - - - 64.21 44 -0.65 -0.24 50.86 45 0.53 0.67

SNP23_HUMAN SNAP23 TTWGDGGENpSPCNVVSK S110 Swissprot 215.06 116 0.09 0.44 215.06 106 -0.56 -0.21 171.74 104 -0.67 -0.29 185.75 110 -0.99 0.33
SNPC4_HUMAN SNAPC4 GTPGpSPSGTQEPR S1224 ELM+Swissprot - - - - - - - - 50.46 65 -0.14 -0.06 - - - -

SNRK_HUMAN SNRK RDpSSEGPPGSEGDGGGQSKPSNASGGVDKS569 NEW - - - - - - - - - - - - 70.62 52 0.07 0.20

SNTB2_HUMAN SNTB2 GLGPPpSPPAPPR S95 ELM+Swissprot 124.99 67 -0.07 0.02 146.32 70 -0.04 -0.25 154.47 73 0.01 0.01 87.55 86 -0.15 -0.02

SNTB2_HUMAN SNTB2 GPAGEAGApSPPVR S110 ELM+Swissprot 106.25 65 -0.11 0.02 79.77 70 -0.11 -0.25 91.57 73 -0.09 0.01 106.25 72 -0.22 -0.02

SNW1_HUMAN SNW1 GPPpSPPAPVMHpSPSR S224, S232 ELM+Swissprot, ELM+Swissprot98.01 31 0.14 0.14 119.47 64 0.13 -0.09 63.88 47 0.02 -0.10 133.28 37 0.02 0.00

SNW1_HUMAN SNW1 GPPpSPPAPVMHSPSR S224 ELM+Swissprot - - - - 71.8 34 0.32 -0.09 - - - - 125.18 43 -0.29 0.00
SNX16_HUMAN SNX16 SSpSFGSVSTSSNSSK S29 NEW - - - - 85.98 98 0.13 -0.51 - - - - - - - -

SNX17_HUMAN SNX17 LSSKLpSAVpSLR S437, S440 Swissprot_similarity, Swissprot_similarity69.17 36 0.93 0.65 67.31 37 -0.03 -0.71 57.59 54 -0.18 -0.17 - - - -
SNX17_HUMAN SNX17 VTSSVPLPSGSpTSSPGR T334 Swissprot_similarity100.11 59 -0.11 0.65 - - - - - - - - - - - -

SNX17_HUMAN SNX17 VTSSVPLPSGSTpSSPGR S335 NEW - - - - 136.78 89 -1.00 -0.71 - - - - - - - -

SNX17_HUMAN SNX17 VTSSVPLPSGSTSpSPGR S336 NEW - - - - 136.78 89 -1.00 -0.71 - - - - - - - -

SNX17_HUMAN SNX17 VTSSVPLPpSGSTSSPGR S331 NEW - - - - 49.83 90 -0.81 -0.71 - - - - - - - -

SNX2_HUMAN SNX2 SMpSAPVIFDR S119 Swissprot_similarity83.81 38 0.50 0.31 142.08 46 0.18 -0.38 111.42 66 0.15 -0.02 100.07 42 -0.02 0.13

SNX2_HUMAN SNX2 AVNTQALpSGAGILR S277 ELM+Swissprot - - - - - - - - 144.53 111 -0.97 -0.02 - - - -
SOLO_HUMAN FLJ10357 GSPTDAEGpSPGLSR S262 NEW 79.77 53 0.27 0.19 - - - - - - - - - - - -

SOLO_HUMAN FLJ10357 GGGGGGQGAEGPPGpTPR T371 NEW - - - - 171.74 107 -0.42 -1.58 203.48 130 -0.72 -0.63 109.94 108 -1.15 -1.01
SOLO_HUMAN FLJ10357 ALALDLGpSPAALR S931 NEW - - - - - - - - 108.66 60 -0.57 -0.63 - - - -

SON_HUMAN SON SVESTpSPEPSK S283 ELM+Swissprot 116.7 56 -0.08 0.32 102.9 64 -0.32 -0.43 116.7 61 -0.17 -0.01 - - - -

SON_HUMAN SON ESDQTLAALLpSPK S1697 ELM+Swissprot 130.44 58 0.03 0.32 106.25 62 0.03 -0.43 144.53 95 0.16 -0.01 133.28 65 -0.23 0.12

SON_HUMAN SON EDDDVIVNKPHVpSDEEEEEPPFYHHPFK S2129 ELM+Swissprot 35.78 35 1.46 0.32 19.81 43 -0.01 -0.43 - - - - 19.63 35 0.93 0.12

SON_HUMAN SON EMEHNTVCAAGTpSPVGEIGEEK S1556 ELM 106.28 75 0.07 0.32 158.15 82 -0.06 -0.43 - - - - 130.17 37 -0.05 0.12

SON_HUMAN SON ASEpSpSSEEKDDYEIFVK S1782, S1783 NEW, NEW - - - - 44.23 31 0.32 -0.43 - - - - - - - -
SON_HUMAN SON ASEpSSSEEKDDYEIFVK S1782 NEW - - - - 98.01 42 0.15 -0.43 - - - - - - - -

SON_HUMAN SON SHDDGNIDLESDpSFLK S154 ELM+Swissprot - - - - 93.94 67 -3.30 -0.43 - - - - - - - -

SON_HUMAN SON SAApSPVVSSMPER S1769 ELM+Swissprot - - - - 83.47 53 -4.85 -0.43 - - - - 24.05 47 -0.47 0.12

SON_HUMAN SON SVESpTSPEPSK T282 NEW - - - - - - - - - - - - 97.24 34 -0.14 0.12

SORT_HUMAN SORT1 SGYHDDpSDEDLLE S825 ELM+Swissprot - - - - 98.01 47 0.09 -0.05 32.02 36 0.21 0.22 - - - -

SOS2_HUMAN SOS2 MLDpSVLLK S554 NEW - - - - - - - - 44.9 40 -5.59 -5.57 - - - -
SOX9_HUMAN SOX9 NGQAEAEEATEQTHIpSPNAIFK S199 NEW - - - - 60.78 40 -0.31 -0.51 - - - - - - - -

SP100_HUMAN SP100 DTTSDKDDSLGpSQQTNEQCAQK S231 NEW 96.66 49 0.56 0.75 108.08 74 0.19 -0.32 106.28 56 -1.14 -0.11 101.22 69 0.58 0.34
SP100_HUMAN SP100 SGLQLpSLEQGTGENSFR S171 NEW - - - - 111.87 95 -1.50 -0.32 - - - - - - - -

SP100_HUMAN SP100 DTTSDKDDpSLGSQQTNEQCAQK S228 NEW - - - - 69.06 56 -0.70 -0.32 106.28 56 -1.14 -0.11 - - - -

SP100_HUMAN SP100 SEPVINNDNPLEpSNDEK S362 NEW - - - - 166.33 85 0.12 -0.32 180.59 127 0.21 -0.11 65.28 61 0.02 0.34

SP110_HUMAN SP110 DNpSPEPNDPEEPQEVSSTPSDK S256 NEW 77.51 39 0.14 0.15 - - - - - - - - - - - -

SP4_HUMAN SP4 ENNVSQPASSSSSSSSSNNGSApSPTK S136 NEW - - - - 79.51 82 0.23 0.07 - - - - 45.17 34 0.52 0.66

SP4_HUMAN SP4 ENNVSQPASSSSSSSSSNNGSASPpTK T138 ELM - - - - - - - - - - - - 45.17 34 0.52 0.66
SPAG5_HUMAN SPAG5 STNTpSQTGLVGTK S401 ELM+Swissprot - - - - 150.97 71 -2.10 -0.59 122.16 72 -2.19 -0.51 - - - -

SPAG5_HUMAN SPAG5 LGLQEGSNNSpSPVDFVNNK S66 ELM+Swissprot - - - - - - - - 61.59 44 -0.53 -0.51 - - - -
SPAG6_HUMAN SPAG6 AVAVpTNTLPVLLSLYMSpTESSEDLQVKSKT377, T390 NEW, NEW 8.88 32 0.81 0.95 - - - - - - - - - - - -

SPAG6_HUMAN SPAG6 AVAVTNpTLPVLLSLYMSpTESSEDLQVKSKT379, T390 NEW, NEW 8.88 32 0.81 0.95 - - - - - - - - - - - -

SPD2A_HUMAN SH3PXD2A LAQGpSPAVAR S406 NEW 88.9 45 0.48 0.63 114.67 40 -0.07 -0.30 86.27 48 -0.05 0.12 61.05 52 -0.46 0.02

SPD2A_HUMAN SH3PXD2A AQISpSPNLR S421 NEW - - - - 65 41 -0.14 -0.30 - - - - - - - -

SPD2A_HUMAN SH3PXD2A AQIpSSPNLR S420 NEW - - - - 65 41 -0.14 -0.30 - - - - - - - -



SPEC1_HUMAN CYTSB TpSPTPPESATTVK S810 NEW - - - - 81.57 54 -0.09 -0.25 119.47 72 -0.35 -0.34 - - - -

SPF30_HUMAN SMNDC1 SIFApSPESVTGK S201 ELM+Swissprot - - - - - - - - 142.76 81 -0.82 -0.40 - - - -

SPF45_HUMAN RBM17 QIVDpTPPHVAAGLK T71 Swissprot 116.7 55 -0.12 0.11 105.56 40 0.25 -0.15 76.39 36 -0.42 -0.06 - - - -

SPG7_HUMAN SPG7 IApYSMVK Y659 NEW 10.05 36 -4.90 -4.76 - - - - - - - - - - - -

SPN90_HUMAN NCKIPSD AAPpTTPPPPVK T180 NEW 73.26 31 0.05 0.20 - - - - - - - - - - - -
SPN90_HUMAN NCKIPSD AAPTpTPPPPVK T181 ELM+Swissprot 73.26 31 0.05 0.20 - - - - - - - - 71.15 32 -0.08 0.06

SPS2L_HUMAN SPATS2L SQGpSGNEAEPLGK S455 NEW - - - - 108.66 60 -0.70 -0.31 106.25 71 -2.00 -0.26 - - - -

SPTA2_HUMAN SPTAN1 CTELNQAWSpSLGK S1323 ELM+Swissprot 116.92 67 -0.35 0.75 59.35 69 0.02 -0.24 - - - - 79.77 33 -0.05 0.24

SPTA2_HUMAN SPTAN1 CTELNQAWpSSLGK S1322 NEW - - - - - - - - - - - - 79.77 33 -0.05 0.24

SPTB2_HUMAN SPTBN1 AQTLPTSVVTIpTSESSPGKR T2337 NEW 46.94 42 0.16 0.44 - - - - 36.16 42 -0.34 0.34 - - - -

SPTB2_HUMAN SPTBN1 AQTLPTSVVTITpSESSPGKR S2338 NEW 46.94 42 0.16 0.44 - - - - - - - - - - - -
SPTB2_HUMAN SPTBN1 AQTLPTSVVpTITSESSPGKR T2335 NEW 46.94 42 0.16 0.44 - - - - 36.16 42 -0.34 0.34 - - - -

SPTB2_HUMAN SPTBN1 ESpSPIPpSPTSDR S2165, S2169 ELM+Swissprot, ELM+Swissprot69.17 45 0.29 0.44 45.48 37 -0.09 -0.26 - - - - 65.55 60 -0.03 0.34
SPTB2_HUMAN SPTBN1 ESpSPIPpSPTSDRK S2165, S2169 ELM+Swissprot, ELM+Swissprot70.15 56 0.19 0.44 81.57 56 -0.04 -0.26 50.46 38 -0.07 0.34 - - - -

SPTB2_HUMAN SPTBN1 EpSSPIPpSPTSDRK S2164, S2169 ELM+Swissprot, ELM+Swissprot91.57 38 0.12 0.44 79.77 53 -0.04 -0.26 68.56 37 0.11 0.34 91.57 54 -0.08 0.34

SPTB2_HUMAN SPTBN1 RPPpSPEPSTK S2102 ELM+Swissprot 54.78 35 -0.28 0.44 - - - - - - - - - - - -

SPTB2_HUMAN SPTBN1 TpSSKESpSPIPSPpTSDR S2160, S2165, T2171NEW, ELM+Swissprot, NEW- - - - 81.03 33 0.14 -0.26 - - - - - - - -

SPTB2_HUMAN SPTBN1 TpSSKESpSPIPpSPTSDR S2160, S2165, S2169NEW, ELM+Swissprot, ELM+Swissprot- - - - 81.03 33 0.14 -0.26 - - - - - - - -

SPTB2_HUMAN SPTBN1 AQTLPTSVVTITSEpSSPGK S2340 NEW - - - - 88.98 59 -0.32 -0.26 148.55 85 -0.06 0.34 50.96 40 -0.33 0.34
SPTB2_HUMAN SPTBN1 AQTLPTSVVTITSEpSSPGKR S2340 NEW - - - - 46.04 53 -0.05 -0.26 - - - - - - - -

SPTB2_HUMAN SPTBN1 AQTLPTSVVTITSESpSPGK S2341 NEW - - - - 88.98 59 -0.32 -0.26 148.55 85 -0.06 0.34 50.96 40 -0.33 0.34

SPTB2_HUMAN SPTBN1 AQTLPTSVVTITSESpSPGKR S2341 NEW - - - - 46.04 53 -0.05 -0.26 - - - - - - - -

SPTB2_HUMAN SPTBN1 VSEEAESQQQWDTSKGEQVSQNGLPAEQGpSPRS2138 ELM+Swissprot - - - - 47.56 54 -0.02 -0.26 - - - - - - - -

SPTB2_HUMAN SPTBN1 GEQVSQNGLPAEQGpSPR S2138 ELM+Swissprot - - - - 128.58 92 -0.42 -0.26 109.94 87 -0.31 0.34 101.93 48 -0.43 0.34

SPTB2_HUMAN SPTBN1 TSpSKESpSPIPSPpTSDR S2161, S2165, T2171ELM, ELM+Swissprot, NEW- - - - 81.03 33 0.14 -0.26 - - - - - - - -

SPTB2_HUMAN SPTBN1 TSpSKESpSPIPpSPTSDR S2161, S2165, S2169ELM, ELM+Swissprot, ELM+Swissprot- - - - 81.03 33 0.14 -0.26 79.51 40 0.12 0.34 81.03 34 0.05 0.34

SPTB2_HUMAN SPTBN1 HEVSApSTQpSTPASSR S2316, S2319 NEW, NEW - - - - - - - - - - - - 61.59 47 0.73 0.34
SPTB2_HUMAN SPTBN1 HEVSApSpTQSTPASSR S2316, T2317 NEW, NEW - - - - - - - - - - - - 61.59 47 0.73 0.34

SPTB2_HUMAN SPTBN1 HEVSASTQpSTPASSR S2319 NEW - - - - - - - - - - - - 105.78 54 0.29 0.34

SPTB2_HUMAN SPTBN1 HEVSApSTQSTPASSR S2316 NEW - - - - - - - - - - - - 105.78 54 0.29 0.34

SPTCS_HUMAN SPG11 VHpSTSpSLDSQK S1955, S1958 Swissprot, Swissprot105.56 56 -0.29 0.65 105.56 56 -0.26 -0.37 45.48 46 0.19 0.25 26.98 33 -0.88 -0.75

SPTCS_HUMAN SPG11 VHpSpTSSLDSQK S1955, T1956 Swissprot, NEW 56.01 56 -0.29 0.65 - - - - 45.48 50 0.28 0.25 - - - -

SPTCS_HUMAN SPG11 VHpSTpSSLDSQK S1955, S1957 Swissprot, NEW 56.01 56 -0.29 0.65 - - - - 45.48 46 0.19 0.25 - - - -
SPTCS_HUMAN SPG11 VHSpTSpSLDSQK T1956, S1958 NEW, Swissprot - - - - - - - - - - - - 26.98 33 -0.88 -0.75

SPTCS_HUMAN SPG11 VHSTpSpSLDSQK S1957, S1958 NEW, Swissprot - - - - - - - - - - - - 26.98 33 -0.88 -0.75
SPX3_HUMAN SLC37A3 TFpSNVK S42 NEW - - - - 21.18 32 1.35 1.19 - - - - - - - -

SQSTM_HUMAN SQSTM1 LTPVpSPESSSTEEK S272 ELM+Swissprot 87.76 44 -0.31 0.61 97.7 73 -0.40 -0.13 65.6 67 -0.39 -0.17 56.67 57 -0.86 0.33

SQSTM_HUMAN SQSTM1 RFpSFCCSPEPEAEAEAAAGPGPCER S24 Swissprot_similarity - - - - 67.88 58 0.15 -0.13 - - - - 73.92 39 0.21 0.33

SQSTM_HUMAN SQSTM1 LTPVpSPEpSSSTEEK S272, S275 ELM+Swissprot, NEW- - - - 55.41 48 -0.38 -0.13 23.41 37 -1.90 -0.17 - - - -

SQSTM_HUMAN SQSTM1 LTPVpSPESpSSTEEK S272, S276 ELM+Swissprot, NEW- - - - 55.41 48 -0.38 -0.13 23.41 37 -1.90 -0.17 - - - -

SQSTM_HUMAN SQSTM1 SRLpTPVpSPESSSTEEK T269, S272 ELM+Swissprot, ELM+Swissprot- - - - 76.39 37 -0.37 -0.13 103.82 52 -0.32 -0.17 - - - -
SQSTM_HUMAN SQSTM1 IALESEGRPEEQMEpSDNCpSGGDDDWTHLSSKS328, S332 ELM, ELM+Swissprot- - - - 66.78 51 -0.34 -0.13 - - - - 82.37 51 0.08 0.33

SQSTM_HUMAN SQSTM1 RFSFCCpSPEPEAEAEAAAGPGPCER S28 NEW - - - - - - - - - - - - 73.92 39 0.21 0.33

SQSTM_HUMAN SQSTM1 pSRLTPVpSPESSSTEEK S266, S272 ELM, ELM+Swissprot- - - - - - - - - - - - 50.86 41 -0.47 0.33

SR140_HUMAN SR140 ESLCDpSPHQNLSRPLLENK S67 NEW - - - - 67.05 44 -0.40 0.04 87.76 54 -0.53 -0.13 - - - -

SR140_HUMAN SR140 LYSILQGDpSPTK S485 ELM - - - - 41.92 52 -0.04 0.04 - - - - - - - -

SRA1_HUMAN SRA1 VAAPQDGpSPR S60 NEW - - - - 59.27 44 -0.97 -1.14 59.27 45 -0.78 -0.77 59.27 42 -1.85 -1.71

SRBD1_HUMAN SRBD1 DKDpTLDFIR T383 NEW - - - - 54.78 35 -5.00 -3.78 67.2 38 -3.02 -3.01 - - - -

SRBS1_HUMAN SORBS1 ETPSSpSPASPQETR S86 NEW - - - - 109.95 64 -0.44 -0.80 125.18 66 -0.11 -0.29 - - - -
SRBS1_HUMAN SORBS1 REpSDGAPGDLTSLENER S665 NEW - - - - 101.78 38 -0.92 -0.80 - - - - - - - -

SRBS1_HUMAN SORBS1 ETPSSSPApSPQETR S89 Swissprot_similarity - - - - - - - - 125.18 66 -0.11 -0.29 64.21 46 -0.40 0.70

SRBS1_HUMAN SORBS1 ETPSSpSPApSPQETR S86, S89 NEW, Swissprot_similarity- - - - - - - - 97.7 58 -0.28 -0.29 - - - -

SRBS1_HUMAN SORBS1 RVGEQDSAPpTQEKPTSPGK T344 NEW - - - - - - - - 67.05 39 -0.56 -0.29 - - - -

SRC_HUMAN SRC LFGGFNSSDTVpTSPQR T74 ELM+Swissprot - - - - 188.81 86 -0.80 -0.96 188.81 100 -0.45 0.16 58.01 33 -2.32 -2.18

SRC_HUMAN SRC LFGGFNSSDTVTpSPQR S75 ELM+Swissprot - - - - 188.81 86 -0.80 -0.96 188.81 76 -0.46 0.16 58.01 33 -2.32 -2.18
SRC8_HUMAN CTTN AKTQpTPPVpSPAPQPTEER T401, S405 ELM+Swissprot, ELM+Swissprot64.21 34 0.27 1.04 88.83 38 0.00 0.16 101.93 47 -0.22 -0.18 65.6 34 -0.39 0.49

SRC8_HUMAN CTTN TQpTPPVpSPAPQPTEER T401, S405 ELM+Swissprot, ELM+Swissprot93.94 36 0.16 1.04 90.47 63 -0.21 0.16 113.88 61 -0.61 -0.18 113.88 64 -0.12 0.49
SRC8_HUMAN CTTN LPSpSPVYEDAASFK S418 ELM+Swissprot 159.17 90 0.06 1.04 78.04 69 -0.06 0.16 57.98 36 0.20 -0.18 116.92 74 -0.31 0.49

SRC8_HUMAN CTTN LPpSSPVYEDAASFK S417 Swissprot - - - - 78.04 41 -0.03 0.16 - - - - - - - -

SRC8_HUMAN CTTN TQpTPPVSPAPQPTEER T401 ELM+Swissprot - - - - 78.04 48 -0.04 0.16 124.1 69 0.18 -0.18 136.78 64 0.07 0.49

SRC8_HUMAN CTTN TQTPPVSPAPQPTEERLPpSSPVYEDAASFKS417 Swissprot - - - - - - - - 47.56 72 0.40 -0.18 - - - -

SRC8_HUMAN CTTN TQTPPVSPAPQPpTEERLPSSPVYEDAASFKT411 NEW - - - - - - - - 47.56 72 0.40 -0.18 - - - -

SRC8_HUMAN CTTN TQpTPPVpSPAPQPTEERLPSSPVYEDAASFKT401, S405 ELM+Swissprot, ELM+Swissprot- - - - - - - - 91.04 76 -0.05 -0.18 - - - -
SRC8_HUMAN CTTN TQpTPPVSPAPQPTEERLPSSPVpYEDAASFKT401, Y421 ELM+Swissprot, ELM+Swissprot- - - - - - - - 95.15 81 0.26 -0.18 - - - -

SRC8_HUMAN CTTN TQTPPVSPAPQPTEERLPSpSPVYEDAASFKS418 ELM+Swissprot - - - - - - - - 47.56 72 0.40 -0.18 - - - -
SRC8_HUMAN CTTN AKpTQTPPVpSPAPQPTEER T399, S405 ELM+Swissprot, ELM+Swissprot- - - - - - - - - - - - 65.6 34 -0.39 0.49

SRCAP_HUMAN SRCAP AGAPVGGpSPGLAK S3148 Swissprot - - - - - - - - 93.62 72 0.01 0.00 - - - -

SRCAP_HUMAN SRCAP STTpTPPRCpSPAR T2425, S2430 NEW, NEW - - - - - - - - - - - - 27.82 35 -2.17 -2.04

SREC2_HUMAN SCARF2 GEIGGLSLpSPpSPER S646, S648 NEW, NEW - - - - - - - - 116.92 55 -0.15 0.02 - - - -

SREC2_HUMAN SCARF2 GEIGGLSLpSPpSPERR S646, S648 NEW, NEW - - - - - - - - 73.29 48 0.19 0.02 - - - -

SRFB1_HUMAN SRFBP1 AVpTIANSPSKPSEK T199 NEW 67.05 46 0.05 0.10 - - - - 44.23 41 0.26 0.71 - - - -
SRFB1_HUMAN SRFBP1 AVTIANpSPSKPSEK S203 ELM+Swissprot 67.05 46 0.05 0.10 - - - - 44.23 41 -0.13 0.71 70.15 40 0.25 0.46

SRFB1_HUMAN SRFBP1 AVTIANSPpSKPSEK S205 NEW - - - - - - - - 44.23 41 -0.13 0.71 70.15 40 0.25 0.46

SRP72_HUMAN SRP72 TVSpSPPTpSPRPGSAATVSASTSNIIPPR S621, S625 NEW, NEW 49.27 63 0.13 0.53 - - - - - - - - 66.59 31 -0.51 0.12

SRP72_HUMAN SRP72 TVSpSPPpTSPRPGSAATVSASTSNIIPPR S621, T624 NEW, NEW 49.27 63 0.13 0.53 - - - - - - - - - - - -

SRP72_HUMAN SRP72 TVpSSPPpTSPRPGSAATVSASTSNIIPPR S620, T624 NEW, NEW 49.27 63 0.13 0.53 - - - - - - - - - - - -

SRP72_HUMAN SRP72 TVpSSPPTpSPRPGSAATVSASTSNIIPPR S620, S625 NEW, NEW 49.27 63 0.13 0.53 - - - - - - - - 66.59 31 -0.51 0.12
SRP72_HUMAN SRP72 pTVSSPPpTSPRPGSAATVSASTSNIIPPR T618, T624 NEW, NEW - - - - 27.87 58 -0.07 -0.26 - - - - - - - -

SRP72_HUMAN SRP72 pTVSSPPTpSPRPGSAATVSASTSNIIPPR T618, S625 NEW, NEW - - - - 27.87 58 -0.07 -0.26 - - - - - - - -
SRPK1_HUMAN SRPK1 GSAPHSESDLPEQEEEILGpSDDDEQEDPNDYCKS222 ELM+Swissprot 87.23 78 0.28 0.15 108.94 127 0.23 -0.28 - - - - - - - -

SRPK1_HUMAN SRPK1 QEESEpSPVERPLK S482 ELM+Swissprot - - - - 41.92 37 0.00 -0.28 - - - - - - - -

SRPK2_HUMAN SRPK2 TVSApSSpTGDLPK S496, T498 NEW, ELM 63.88 43 -0.04 0.27 - - - - - - - - - - - -

SRPK2_HUMAN SRPK2 TVSASpSpTGDLPK S497, T498 NEW, ELM 63.88 43 -0.04 0.27 - - - - - - - - - - - -

SRPK2_HUMAN SRPK2 TVpSASpSTGDLPK S494, S497 ELM, NEW 113.87 46 0.30 0.27 75.38 45 0.21 0.05 127.99 44 0.17 0.31 - - - -

SRPK2_HUMAN SRPK2 TVpSApSSTGDLPK S494, S496 ELM, NEW - - - - 75.38 45 0.21 0.05 - - - - - - - -
SRPK2_HUMAN SRPK2 TVSApSpSTGDLPK S496, S497 NEW, NEW - - - - - - - - 87.55 44 0.41 0.31 - - - -

SRPR_HUMAN SRPR GTGSGGQLQDLDCpSpSpSDDEGAAQNSTKPSATKS296, S297, S298NEW, NEW, NEW108.08 61 0.42 0.30 215.69 103 0.03 -0.24 - - - - 110.44 92 0.01 -0.02
SRR2L_HUMAN SRRM3 ARSSSDpSGSGR S432 NEW - - - - - - - - 26.98 37 3.22 3.23 - - - -

SRR2L_HUMAN SRRM3 ARSSpSDSGSGR S430 NEW - - - - - - - - 26.98 37 3.22 3.23 - - - -

SRRM1_HUMAN SRRM1 QpSPpSPSTRPIR S713, S715 Swissprot, Swissprot_similarity56.01 44 -0.03 0.27 56.01 36 -0.05 -0.14 - - - - 67.31 36 -0.36 0.23

SRRM1_HUMAN SRRM1 VPKPEPIPEPKEPpSPEK S260 Swissprot 73.29 53 0.22 0.27 73.29 60 0.18 -0.14 71.82 62 0.35 0.05 113.88 53 0.27 0.23

SRRM1_HUMAN SRRM1 APQTSpSSPPPVR S695 Swissprot 33.8 72 -0.06 0.27 100.39 59 0.01 -0.14 41.92 73 -0.36 0.05 77.31 58 -0.09 0.23



SRRM1_HUMAN SRRM1 APQTpSpSSPPPVR S694, S695 NEW, Swissprot 67.31 50 -0.05 0.27 35.78 68 -0.02 -0.14 - - - - - - - -

SRRM1_HUMAN SRRM1 APQpTSpSSPPPVR T693, S695 NEW, Swissprot 67.31 50 -0.05 0.27 - - - - - - - - - - - -

SRRM1_HUMAN SRRM1 RLpSPSApSPPR S389, S393 ELM+Swissprot, ELM+Swissprot28.71 46 -0.17 0.27 51.27 45 -0.07 -0.14 73.26 51 -0.28 0.05 37.98 51 -0.32 0.23

SRRM1_HUMAN SRRM1 RLpSPpSASPPR S389, S391 ELM+Swissprot, ELM+Swissprot28.71 46 -0.17 0.27 31.72 45 -0.07 -0.14 - - - - 37.98 51 -0.32 0.23

SRRM1_HUMAN SRRM1 HRPpSPPApTPPPK S402, T406 ELM+Swissprot, ELM+Swissprot71.15 38 0.73 0.27 - - - - - - - - 59.27 45 -0.05 0.23
SRRM1_HUMAN SRRM1 SRVpSVpSPGR S429, S431 ELM+Swissprot, ELM+Swissprot36.89 35 -0.06 0.27 27.69 40 -0.03 -0.14 52.96 41 0.04 0.05 - - - -

SRRM1_HUMAN SRRM1 RYpSPpSPPPK S605, S607 ELM+Swissprot, ELM+Swissprot51.27 45 0.19 0.27 62.96 38 0.07 -0.14 51.27 46 0.02 0.05 75.51 37 0.14 0.23

SRRM1_HUMAN SRRM1 KAApSPpSPQSVR S738, S740 ELM+Swissprot, ELM+Swissprot67.31 47 -0.18 0.27 67.31 43 -0.05 -0.14 56.01 44 -0.30 0.05 - - - -

SRRM1_HUMAN SRRM1 AApSPpSPQSVR S738, S740 ELM+Swissprot, ELM+Swissprot86.27 60 0.09 0.27 86.27 57 -0.11 -0.14 86.27 70 0.07 0.05 88.9 51 0.06 0.23

SRRM1_HUMAN SRRM1 SVpSGpSPEPAAK S754, S756 ELM+Swissprot, ELM+Swissprot150.12 67 0.21 0.27 56.01 67 0.26 -0.14 134.56 67 -0.17 0.05 56.01 39 0.54 0.23

SRRM1_HUMAN SRRM1 KPPAPPpSPVQSQpSPSTNWSPAVPVK S769, S775 ELM+Swissprot, ELM+Swissprot93.74 54 0.11 0.27 107.4 59 0.15 -0.14 72.79 47 0.34 0.05 107.4 42 0.13 0.23
SRRM1_HUMAN SRRM1 EKpTPELPEPSVK T220 ELM+Swissprot 81.51 40 0.24 0.27 92.11 55 0.10 -0.14 75.38 40 0.23 0.05 69.17 46 0.05 0.23

SRRM1_HUMAN SRRM1 VSVpSPGR S431 ELM+Swissprot 97.98 39 -0.24 0.27 97.98 37 -0.20 -0.14 66.57 37 -0.09 0.05 - - - -
SRRM1_HUMAN SRRM1 TApSPPPPPK S616 ELM+Swissprot 109.99 57 0.03 0.27 80.54 57 -0.01 -0.14 80.54 56 0.09 0.05 109.99 56 0.27 0.23

SRRM1_HUMAN SRRM1 AApSPSPQSVR S738 ELM+Swissprot 118.17 78 -0.14 0.27 118.17 73 -0.02 -0.14 118.17 61 -0.05 0.05 118.17 61 -1.59 0.23

SRRM1_HUMAN SRRM1 SVSGpSPEPAAK S756 ELM+Swissprot 134.56 76 -0.56 0.27 150.12 83 -0.26 -0.14 134.56 70 -0.18 0.05 45.48 45 -0.04 0.23

SRRM1_HUMAN SRRM1 KETEpSEAEDNLDDLEK S874 ELM+Swissprot 136.78 100 1.16 0.27 160.77 92 0.17 -0.14 149.91 115 0.05 0.05 126.3 68 1.02 0.23

SRRM1_HUMAN SRRM1 QSPpSPpSTRPIR S715, S717 Swissprot_similarity, NEW- - - - 56.01 36 -0.05 -0.14 - - - - - - - -

SRRM1_HUMAN SRRM1 KPPAPPSPVQpSQSPpSTNWpSPAVPVK S773, S777, S781Swissprot, NEW, ELM+Swissprot- - - - 20.04 35 -0.11 -0.14 - - - - - - - -
SRRM1_HUMAN SRRM1 KPPAPPSPVQpSQSPSpTNWpSPAVPVK S773, T778, S781Swissprot, NEW, ELM+Swissprot- - - - 20.04 35 -0.11 -0.14 - - - - - - - -

SRRM1_HUMAN SRRM1 QpSPSPpSTRPIR S713, S717 Swissprot, NEW - - - - 56.01 36 -0.05 -0.14 - - - - 67.31 36 -0.36 0.23

SRRM1_HUMAN SRRM1 KPPAPPSPVQpSQpSPSTNWpSPAVPVK S773, S775, S781Swissprot, ELM+Swissprot, ELM+Swissprot- - - - 20.04 35 -0.11 -0.14 - - - - - - - -

SRRM1_HUMAN SRRM1 KPPAPPSPVQSQSPpSpTNWpSPAVPVK S777, T778, S781NEW, NEW, ELM+Swissprot- - - - 20.04 35 -0.11 -0.14 - - - - - - - -

SRRM1_HUMAN SRRM1 KPPAPPpSPVQpSQSPSTNWpSPAVPVK S769, S773, S781ELM+Swissprot, Swissprot, ELM+Swissprot- - - - 20.04 35 -0.11 -0.14 - - - - - - - -

SRRM1_HUMAN SRRM1 KPPAPPpSPVQSQSPSpTNWpSPAVPVK S769, T778, S781ELM+Swissprot, NEW, ELM+Swissprot- - - - 20.04 35 -0.11 -0.14 - - - - - - - -

SRRM1_HUMAN SRRM1 KPPAPPSPVQSQpSPSpTNWpSPAVPVK S775, T778, S781ELM+Swissprot, NEW, ELM+Swissprot- - - - 20.04 35 -0.11 -0.14 - - - - - - - -

SRRM1_HUMAN SRRM1 KPPAPPpSPVQSQSPpSTNWpSPAVPVK S769, S777, S781ELM+Swissprot, NEW, ELM+Swissprot- - - - 20.04 35 -0.11 -0.14 - - - - - - - -
SRRM1_HUMAN SRRM1 KPPAPPSPVQSQpSPpSTNWpSPAVPVK S775, S777, S781ELM+Swissprot, NEW, ELM+Swissprot- - - - 20.04 35 -0.11 -0.14 - - - - - - - -

SRRM1_HUMAN SRRM1 KPPAPPpSPVQSQSPSpTNWSPAVPVKK S769, T778 ELM+Swissprot, NEW- - - - 55.41 37 0.24 -0.14 - - - - - - - -

SRRM1_HUMAN SRRM1 KPPAPPpSPVQSQSPpSTNWSPAVPVKK S769, S777 ELM+Swissprot, NEW- - - - 55.41 37 0.24 -0.14 - - - - - - - -

SRRM1_HUMAN SRRM1 KPPAPPpSPVQSQpSPSTNWpSPAVPVK S769, S775, S781ELM+Swissprot, ELM+Swissprot, ELM+Swissprot- - - - 20.04 35 -0.11 -0.14 - - - - - - - -

SRRM1_HUMAN SRRM1 KVELpSEpSEEDK S463, S465 ELM+Swissprot, ELM+Swissprot- - - - 54.51 38 -0.74 -0.14 - - - - 54.51 42 0.43 0.23

SRRM1_HUMAN SRRM1 RpSPpSPAPPPR S560, S562 ELM+Swissprot, ELM+Swissprot- - - - 71.15 36 -0.12 -0.14 - - - - - - - -
SRRM1_HUMAN SRRM1 KPPAPPpSPVQSQpSPSTNWSPAVPVKK S769, S775 ELM+Swissprot, ELM+Swissprot- - - - 55.41 37 0.24 -0.14 - - - - - - - -

SRRM1_HUMAN SRRM1 KVELpSESEEDK S463 ELM+Swissprot - - - - 105.56 50 -0.16 -0.14 67.31 57 0.14 0.05 - - - -
SRRM1_HUMAN SRRM1 APQTSpSpSPPPVR S695, S696 Swissprot, ELM+Swissprot- - - - - - - - 87.55 46 0.15 0.05 - - - -

SRRM1_HUMAN SRRM1 RpYSPpSPPPK Y604, S607 NEW, ELM+Swissprot- - - - - - - - 62.96 37 -0.16 0.05 40.47 36 0.25 0.23

SRRM1_HUMAN SRRM1 APQTpSSpSPPPVR S694, S696 NEW, ELM+Swissprot- - - - - - - - 87.55 46 0.15 0.05 - - - -

SRRM1_HUMAN SRRM1 RLpSPpSApSPPR S389, S391, S393ELM+Swissprot, ELM+Swissprot, ELM+Swissprot- - - - - - - - 69.17 35 0.00 0.05 - - - -

SRRM1_HUMAN SRRM1 pSPpSPAPPPR S560, S562 ELM+Swissprot, ELM+Swissprot- - - - - - - - 41.85 44 -0.25 0.05 - - - -

SRRM1_HUMAN SRRM1 pTApSPPPPPK T614, S616 ELM+Swissprot, ELM+Swissprot- - - - - - - - 77.93 53 0.02 0.05 - - - -
SRRM1_HUMAN SRRM1 pTPELPEPSVK T220 ELM+Swissprot - - - - - - - - 48.2 42 0.13 0.05 - - - -

SRRM1_HUMAN SRRM1 APQpTpSSSPPPVRR T693, S694 NEW, NEW - - - - - - - - - - - - 54.51 44 -0.05 0.23

SRRM1_HUMAN SRRM1 RApSPpSPPPK S626, S628 ELM+Swissprot, ELM+Swissprot- - - - - - - - - - - - 30.65 32 -0.16 0.23

SRRM2_HUMAN SRRM2 MSCFSRPpSMpSPTPLDR S2121, S2123 Swissprot_similarity, NEW49.23 32 0.14 0.30 - - - - - - - - - - - -

SRRM2_HUMAN SRRM2 SRpSpSpSPVTELASR S1101, S1102, S1103Swissprot, NEW, ELM+Swissprot45.48 45 0.24 0.30 - - - - - - - - - - - -

SRRM2_HUMAN SRRM2 SpSRSpSPELTR S1691, S1694 Swissprot, ELM+Swissprot28.71 43 0.32 0.30 37.98 32 0.08 -0.17 61.05 46 -0.01 0.00 - - - -

SRRM2_HUMAN SRRM2 SpSRpSSPELTR S1691, S1693 Swissprot, ELM+Swissprot28.71 43 0.32 0.30 37.98 43 0.05 -0.17 - - - - - - - -

SRRM2_HUMAN SRRM2 pSRpTPPVTR S1960, T1962 Swissprot, ELM+Swissprot63.74 41 0.12 0.30 - - - - - - - - - - - -
SRRM2_HUMAN SRRM2 RGEGDAPFSEPGTTSTQRPpSSPETATK S322 Swissprot 78.77 57 0.48 0.30 28.91 53 0.03 -0.17 50.07 62 -0.50 0.00 70.62 48 0.21 0.11

SRRM2_HUMAN SRRM2 RGEGDAPFSEPGTTSTQRPSpSPETATK S323 Swissprot 78.77 57 0.48 0.30 28.91 53 0.03 -0.17 50.07 62 -0.50 0.00 70.62 48 0.21 0.11

SRRM2_HUMAN SRRM2 GEGDAPFSEPGTTSTQRPSpSPETATK S323 Swissprot 113.57 70 0.03 0.30 - - - - - - - - 98.1 57 0.14 0.11

SRRM2_HUMAN SRRM2 QSHpSGSIpSPYPK S990, S994 NEW, ELM+Swissprot30.65 32 0.42 0.30 - - - - - - - - - - - -

SRRM2_HUMAN SRRM2 QSHSGpSIpSPYPK S992, S994 NEW, ELM+Swissprot30.65 35 0.30 0.30 - - - - - - - - - - - -

SRRM2_HUMAN SRRM2 SpSTPPGESYFGVSSLQLK S1042 NEW 150.83 100 0.17 0.30 - - - - 163.84 112 -0.12 0.00 - - - -
SRRM2_HUMAN SRRM2 AQpTPPGPSLSGSKpSPCPQEK T1003, S1014 ELM+Swissprot, Swissprot37.02 43 0.30 0.30 39.82 46 0.10 -0.17 67.05 46 0.35 0.00 37.14 47 -0.38 0.11

SRRM2_HUMAN SRRM2 AQpTPPGPSLpSGSKSPCPQEK T1003, S1010 ELM+Swissprot, NEW37.02 52 0.38 0.30 39.82 46 0.10 -0.17 - - - - - - - -
SRRM2_HUMAN SRRM2 HApSpSpSPEpSPKPAPAPGSHR S435, S436, S437, S440ELM+Swissprot, ELM+Swissprot_similarity, ELM+Swissprot_similarity, ELM+Swissprot55.41 50 0.43 0.30 - - - - 46.94 45 -0.43 0.00 65.28 33 0.15 0.11

SRRM2_HUMAN SRRM2 NHpSGpSRpTPPVALNSSR S2100, S2102, T2104ELM+Swissprot, ELM+Swissprot_similarity, ELM+Swissprot33.8 40 0.12 0.30 113.87 42 -0.15 -0.17 82.62 37 -0.33 0.00 68.56 53 -0.01 0.11

SRRM2_HUMAN SRRM2 THTTALAGRpSPpSPASGR S295, S297 ELM+Swissprot, ELM+Swissprot40.26 47 0.30 0.30 134.47 70 -0.20 -0.17 67.76 38 -0.57 0.00 39.82 34 0.34 0.11

SRRM2_HUMAN SRRM2 SATRPpSPpSPER S351, S353 ELM+Swissprot, ELM+Swissprot57.59 39 -0.02 0.30 51.27 40 -0.05 -0.17 48.2 48 -0.16 0.00 - - - -

SRRM2_HUMAN SRRM2 HGGpSPQPLATTPLSQEPVNPPpSEASPTRS377, S395 ELM+Swissprot, ELM+Swissprot73.92 60 0.08 0.30 71.69 78 0.01 -0.17 - - - - - - - -

SRRM2_HUMAN SRRM2 pSLpSGSSPCPK S778, S780 ELM+Swissprot, ELM+Swissprot57.59 68 0.09 0.30 - - - - 57.59 64 -0.14 0.00 - - - -
SRRM2_HUMAN SRRM2 SRpSVpSPCSNVESR S952, S954 ELM+Swissprot, ELM+Swissprot81.57 32 -0.10 0.30 62.96 53 -0.24 -0.17 70.15 46 -0.07 0.00 103.12 41 -0.19 0.11

SRRM2_HUMAN SRRM2 pSVpSPCSNVESR S952, S954 ELM+Swissprot, ELM+Swissprot92.11 45 0.07 0.30 92.11 45 -0.06 -0.17 67.31 39 -0.13 0.00 67.31 41 -0.15 0.11
SRRM2_HUMAN SRRM2 QpSHSGSIpSPYPK S988, S994 ELM+Swissprot, ELM+Swissprot30.65 32 0.42 0.30 - - - - - - - - - - - -

SRRM2_HUMAN SRRM2 QpSHSEpSPSLQSK S1079, S1083 ELM+Swissprot, ELM+Swissprot29.65 46 -0.06 0.30 - - - - - - - - - - - -

SRRM2_HUMAN SRRM2 ELSNpSPLRENSFGpSPLEFR S1320, S1329 ELM+Swissprot, ELM+Swissprot74.81 32 0.20 0.30 85.98 50 0.63 -0.17 84.24 58 0.81 0.00 108.08 52 0.55 0.11

SRRM2_HUMAN SRRM2 AGMSSNQSISpSPVLDAVPRpTPSR S1404, T1413 ELM+Swissprot, ELM+Swissprot90.42 48 0.33 0.30 65.7 59 0.16 -0.17 - - - - 58.73 48 0.15 0.11

SRRM2_HUMAN SRRM2 pSRSPpSSPELNNK S1497, S1501 ELM+Swissprot, ELM+Swissprot32.89 36 0.05 0.30 - - - - - - - - - - - -

SRRM2_HUMAN SRRM2 pSRpSPSSPELNNK S1497, S1499 ELM+Swissprot, ELM+Swissprot32.89 36 0.05 0.30 - - - - - - - - - - - -
SRRM2_HUMAN SRRM2 pSRpSPLAIR S2044, S2046 ELM+Swissprot, ELM+Swissprot48.48 36 -0.03 0.30 48.48 33 0.04 -0.17 44.9 33 0.24 0.00 - - - -

SRRM2_HUMAN SRRM2 SLpSYpSPVER S2692, S2694 ELM+Swissprot, ELM+Swissprot109.99 39 0.08 0.30 106.41 38 -0.26 -0.17 91.73 60 -0.19 0.00 126.13 36 -0.35 0.11

SRRM2_HUMAN SRRM2 RSLpSGpSSPCPK S780, S782 ELM+Swissprot, ELM44.23 60 -0.11 0.30 - - - - 102.9 47 -0.15 0.00 - - - -

SRRM2_HUMAN SRRM2 AQpTPPGPSLSGpSKSPCPQEK T1003, S1012 ELM+Swissprot, ELM37.02 43 0.30 0.30 53.79 46 0.10 -0.17 67.05 46 0.35 0.00 37.14 47 -0.38 0.11

SRRM2_HUMAN SRRM2 AQpTPPGPpSLSGSKSPCPQEK T1003, S1008 ELM+Swissprot, ELM37.02 52 0.38 0.30 39.82 46 0.10 -0.17 - - - - 37.14 47 -0.38 0.11

SRRM2_HUMAN SRRM2 QpSHpSESPSLQSK S1079, S1081 ELM+Swissprot, ELM29.65 46 -0.06 0.30 - - - - - - - - - - - -
SRRM2_HUMAN SRRM2 SCFESpSPDPELK S876 ELM+Swissprot 127.99 59 0.05 0.30 142.76 62 0.05 -0.17 158.19 58 0.16 0.00 142.76 58 -0.18 0.11

SRRM2_HUMAN SRRM2 SVpSPCSNVESR S954 ELM+Swissprot 48.2 31 -0.27 0.30 94.59 50 -0.05 -0.17 134.56 60 -0.05 0.00 - - - -
SRRM2_HUMAN SRRM2 AQpTPPGPSLSGSK T1003 ELM+Swissprot 119.47 87 0.11 0.30 79.77 83 0.06 -0.17 119.47 80 0.25 0.00 70.15 62 0.18 0.11

SRRM2_HUMAN SRRM2 SSpTPPGESYFGVSSLQLK T1043 ELM+Swissprot 150.83 100 0.17 0.30 150.83 97 -0.08 -0.17 163.84 112 -0.12 0.00 163.84 91 -0.18 0.11

SRRM2_HUMAN SRRM2 QSHSEpSPSLQSK S1083 ELM+Swissprot 51.27 41 -0.29 0.30 94.8 47 -0.14 -0.17 - - - - - - - -

SRRM2_HUMAN SRRM2 SSpSPVTELASR S1103 ELM+Swissprot 59.27 56 0.04 0.30 138.18 59 -0.05 -0.17 105.56 55 -0.08 0.00 - - - -

SRRM2_HUMAN SRRM2 GEFSApSPMLK S1124 ELM+Swissprot 142.08 43 0.05 0.30 158.61 63 -0.12 -0.17 142.08 73 -0.16 0.00 130.07 53 -0.17 0.11

SRRM2_HUMAN SRRM2 SGMpSPEQSR S1132 ELM+Swissprot 109.99 62 0.12 0.30 80.54 66 0.27 -0.17 - - - - - - - -
SRRM2_HUMAN SRRM2 MALPPQEDATApSPPR S1179 ELM+Swissprot 34.54 59 -0.03 0.30 84.26 74 -0.14 -0.17 - - - - 95.78 44 -0.19 0.11

SRRM2_HUMAN SRRM2 ELSNpSPLRENSFGSPLEFR S1320 ELM+Swissprot 82.62 43 -0.08 0.30 52.82 37 0.17 -0.17 - - - - - - - -
SRRM2_HUMAN SRRM2 ENSFGpSPLEFR S1329 ELM+Swissprot 134.56 50 0.17 0.30 119.71 59 0.44 -0.17 150.12 65 0.89 0.00 - - - -

SRRM2_HUMAN SRRM2 TPAAAAAMNLApSPR S2272 ELM+Swissprot 45.87 71 0.30 0.30 167.38 62 -0.71 -0.17 138.72 89 -0.72 0.00 64.21 48 -1.65 0.11

SRRM2_HUMAN SRRM2 MAPALSGANLTpSPR S2382 ELM+Swissprot 76.39 46 0.32 0.30 152.78 50 -1.14 -0.17 149.82 66 -0.81 0.00 97.7 66 -2.14 0.11

SRRM2_HUMAN SRRM2 SLSYpSPVER S2694 ELM+Swissprot 91.73 51 -0.24 0.30 121.97 66 -0.16 -0.17 106.41 57 0.18 0.00 91.73 51 0.00 0.11

SRRM2_HUMAN SRRM2 RSLSGpSpSPCPK S782, S783 ELM, ELM+Swissprot44.23 60 -0.11 0.30 - - - - 102.9 46 -0.24 0.00 77.31 33 0.24 0.11



SRRM2_HUMAN SRRM2 QSHpSEpSPSLQSK S1081, S1083 ELM, ELM+Swissprot29.65 46 -0.06 0.30 - - - - - - - - - - - -

SRRM2_HUMAN SRRM2 ELpSNSPLRENSFGpSPLEFR S1318, S1329 ELM, ELM+Swissprot74.81 32 0.20 0.30 - - - - - - - - - - - -

SRRM2_HUMAN SRRM2 QSHpSESPSLQSK S1081 ELM 46.8 41 -0.29 0.30 - - - - - - - - - - - -

SRRM2_HUMAN SRRM2 MALPPQEDApTASPPR T1177 ELM 34.54 59 -0.03 0.30 - - - - - - - - 51.94 44 -0.19 0.11

SRRM2_HUMAN SRRM2 ELpSNSPLRENSFGSPLEFR S1318 ELM 82.62 43 -0.08 0.30 - - - - - - - - - - - -
SRRM2_HUMAN SRRM2 SSGHSSpSELpSPDAVEK S1384, S1387 Swissprot_similarity, ELM+Swissprot- - - - 46.8 41 -0.01 -0.17 45.48 54 -0.37 0.00 103.82 66 -0.27 0.11

SRRM2_HUMAN SRRM2 RGEGDAPFSEPGTTSTQRPpSpSPETATK S322, S323 Swissprot, Swissprot- - - - 55.83 34 -0.44 -0.17 - - - - - - - -

SRRM2_HUMAN SRRM2 GEGDAPFSEPGTTSTQRPpSpSPETATK S322, S323 Swissprot, Swissprot- - - - 160.77 62 -0.24 -0.17 - - - - - - - -

SRRM2_HUMAN SRRM2 pSRpTPPSAPSQSR S2407, T2409 Swissprot, ELM+Swissprot- - - - 43.04 33 -0.22 -0.17 - - - - 36.85 40 -1.44 0.11

SRRM2_HUMAN SRRM2 GEGDAPFSEPGTTSTQRPpSSPETATK S322 Swissprot - - - - 111.98 58 -0.04 -0.17 - - - - 98.1 57 0.14 0.11

SRRM2_HUMAN SRRM2 MGQAPSQSLLPPAQDQPRSPVPpSAFSDQSRS2453 Swissprot - - - - 31.98 38 0.14 -0.17 - - - - - - - -
SRRM2_HUMAN SRRM2 GEGDAPFSEPGTTpSTQRPSpSPETATK S317, S323 NEW, Swissprot - - - - 160.77 62 -0.24 -0.17 - - - - - - - -

SRRM2_HUMAN SRRM2 GEGDAPFSEPGTTpSTQRPpSSPETATK S317, S322 NEW, Swissprot - - - - 160.77 62 -0.24 -0.17 - - - - - - - -
SRRM2_HUMAN SRRM2 GEGDAPFSEPGpTpTSTQRPSSPETATK T315, T316 NEW, NEW - - - - 160.77 62 -0.24 -0.17 - - - - - - - -

SRRM2_HUMAN SRRM2 GEGDAPFSEPGTTpSpTQRPSSPETATK S317, T318 NEW, NEW - - - - 160.77 62 -0.24 -0.17 - - - - 130.1 33 -0.34 0.11

SRRM2_HUMAN SRRM2 QGSIpTSPQANEQSVpTPQRR T856, T866 NEW, ELM+Swissprot- - - - 18.74 33 0.00 -0.17 - - - - - - - -

SRRM2_HUMAN SRRM2 GEGDAPFSEPGTTpSTQRPSSPETATK S317 NEW - - - - 138.17 58 -0.04 -0.17 56.79 38 0.16 0.00 124.74 47 0.11 0.11

SRRM2_HUMAN SRRM2 GEGDAPFSEPGTTSpTQRPSSPETATK T318 NEW - - - - 111.98 58 -0.04 -0.17 56.79 38 0.16 0.00 124.74 47 0.11 0.11

SRRM2_HUMAN SRRM2 MGQAPSQSLLPPAQDQPRSPVPSAFSDQpSRS2459 NEW - - - - 31.98 38 0.14 -0.17 - - - - - - - -
SRRM2_HUMAN SRRM2 MGQAPSQSLLPPAQDQPRSPVPSAFpSDQSRS2456 NEW - - - - 31.98 38 0.14 -0.17 - - - - - - - -

SRRM2_HUMAN SRRM2 AQpTPPGPSLpSGSK T1003, S1010 ELM+Swissprot, NEW- - - - 17.06 36 -0.68 -0.17 59.35 62 -0.31 0.00 - - - -

SRRM2_HUMAN SRRM2 RpSLpSGSSPCPK S778, S780 ELM+Swissprot, ELM+Swissprot- - - - 116.7 59 -0.05 -0.17 - - - - 56.01 31 0.14 0.11

SRRM2_HUMAN SRRM2 SLpSGSpSPCPK S780, S783 ELM+Swissprot, ELM+Swissprot- - - - 97.24 43 -0.09 -0.17 - - - - - - - -

SRRM2_HUMAN SRRM2 QGSITpSPQANEQSVpTPQRR S857, T866 ELM+Swissprot, ELM+Swissprot- - - - 18.74 33 0.00 -0.17 - - - - - - - -

SRRM2_HUMAN SRRM2 SCFEpSpSPDPELK S875, S876 ELM+Swissprot, ELM+Swissprot- - - - 87.55 37 -0.05 -0.17 87.55 50 -0.01 0.00 - - - -

SRRM2_HUMAN SRRM2 AGMSSNQSIpSSPVLDAVPRpTPSR S1403, T1413 ELM+Swissprot, ELM+Swissprot- - - - 65.7 59 0.16 -0.17 - - - - 58.73 48 0.15 0.11

SRRM2_HUMAN SRRM2 SSRpSpSPELTR S1693, S1694 ELM+Swissprot, ELM+Swissprot- - - - 37.98 32 0.08 -0.17 - - - - - - - -
SRRM2_HUMAN SRRM2 SLpSGpSSPCPK S780, S782 ELM+Swissprot, ELM- - - - 97.24 43 -0.09 -0.17 - - - - - - - -

SRRM2_HUMAN SRRM2 AQpTPPGPpSLSGSK T1003, S1008 ELM+Swissprot, ELM- - - - 17.06 36 -0.68 -0.17 - - - - - - - -

SRRM2_HUMAN SRRM2 SLSGSpSPCPK S783 ELM+Swissprot - - - - 97.24 31 -0.38 -0.17 142.08 41 -0.43 0.00 - - - -

SRRM2_HUMAN SRRM2 QSHSGSIpSPYPK S994 ELM+Swissprot - - - - 59.27 52 0.16 -0.17 - - - - - - - -

SRRM2_HUMAN SRRM2 ELSNpSPLR S1320 ELM+Swissprot - - - - 113.91 52 0.12 -0.17 - - - - 83.38 38 0.48 0.11

SRRM2_HUMAN SRRM2 AGMSSNQSIpSSPVLDAVPR S1403 ELM+Swissprot - - - - 101.22 90 -0.21 -0.17 150.83 91 0.06 0.00 174.61 77 -0.02 0.11
SRRM2_HUMAN SRRM2 AGMSSNQSISpSPVLDAVPR S1404 ELM+Swissprot - - - - 101.22 90 -0.21 -0.17 150.83 91 0.06 0.00 174.61 77 -0.02 0.11

SRRM2_HUMAN SRRM2 TpSPPLLDR S2398 ELM+Swissprot - - - - 118.26 37 0.00 -0.17 113.91 34 0.32 0.00 98.15 34 -0.18 0.11
SRRM2_HUMAN SRRM2 SRpTpSPAPWK T1856, S1857 ELM, ELM - - - - 23.54 32 0.12 -0.17 - - - - - - - -

SRRM2_HUMAN SRRM2 SLSGpSSPCPK S782 ELM - - - - 97.24 31 -0.38 -0.17 111.42 41 -0.43 0.00 - - - -

SRRM2_HUMAN SRRM2 RPpSPQPpSPR S2702, S2706 Swissprot, Swissprot- - - - - - - - 40.47 33 -0.78 0.00 - - - -

SRRM2_HUMAN SRRM2 QGSIpTSPQANEQpSVTPQRR T856, S864 NEW, NEW - - - - - - - - 13.57 34 -0.28 0.00 - - - -

SRRM2_HUMAN SRRM2 QGpSITSPQANEQpSVTPQRR S854, S864 NEW, NEW - - - - - - - - 13.57 34 -0.28 0.00 - - - -

SRRM2_HUMAN SRRM2 GEGDAPFSEPGTpTSTQRPSSPETATK T316 NEW - - - - - - - - 56.79 38 0.16 0.00 - - - -
SRRM2_HUMAN SRRM2 GEGDAPFSEPGpTTSTQRPSSPETATK T315 NEW - - - - - - - - 56.79 38 0.16 0.00 - - - -

SRRM2_HUMAN SRRM2 QGSITpSPQANEQpSVTPQRR S857, S864 ELM+Swissprot, NEW- - - - - - - - 13.57 34 -0.28 0.00 - - - -

SRRM2_HUMAN SRRM2 RpSLpSGSpSPCPK S778, S780, S783ELM+Swissprot, ELM+Swissprot, ELM+Swissprot- - - - - - - - 35.78 45 -0.08 0.00 - - - -

SRRM2_HUMAN SRRM2 RpSLpSGpSSPCPK S778, S780, S782ELM+Swissprot, ELM+Swissprot, ELM- - - - - - - - 35.78 45 -0.08 0.00 - - - -

SRRM2_HUMAN SRRM2 HGGpSPQPLATTPLSQEPVNPPSEApSPTRS377, S398 ELM+Swissprot, ELM+Swissprot- - - - - - - - 98.51 76 0.03 0.00 - - - -

SRRM2_HUMAN SRRM2 RSLpSGSpSPCPK S780, S783 ELM+Swissprot, ELM+Swissprot- - - - - - - - 102.9 47 -0.15 0.00 - - - -

SRRM2_HUMAN SRRM2 SSGHpSSSELpSPDAVEK S1382, S1387 ELM+Swissprot, ELM+Swissprot- - - - - - - - 87.76 75 -0.07 0.00 103.82 66 -0.27 0.11

SRRM2_HUMAN SRRM2 SRpSPSpSPELNNK S1499, S1502 ELM+Swissprot, ELM+Swissprot- - - - - - - - 102.9 45 -0.03 0.00 - - - -
SRRM2_HUMAN SRRM2 RSLpSGpSpSPCPK S780, S782, S783ELM+Swissprot, ELM, ELM+Swissprot- - - - - - - - 35.78 45 -0.08 0.00 - - - -

SRRM2_HUMAN SRRM2 VKPEpTPPR T983 ELM+Swissprot - - - - - - - - 46.61 40 0.36 0.00 - - - -

SRRM2_HUMAN SRRM2 VSGRTpSPPLLDR S2398 ELM+Swissprot - - - - - - - - 44.23 42 0.09 0.00 - - - -

SRRM2_HUMAN SRRM2 SRpTPPSAPSQSR T2409 ELM+Swissprot - - - - - - - - 83.81 38 -0.49 0.00 71.15 65 0.08 0.11

SRRM2_HUMAN SRRM2 MTSERAPpSPSSR S2426 ELM+Swissprot - - - - - - - - 85.46 44 -0.07 0.00 - - - -

SRRM2_HUMAN SRRM2 RVPpSPTPAPK S2581 ELM+Swissprot - - - - - - - - 83.81 54 0.03 0.00 71.15 41 0.08 0.11
SRRM2_HUMAN SRRM2 RGEGDAPFSEPGTTSpTQRPSSPETATK T318 NEW - - - - - - - - - - - - 31.98 43 0.15 0.11

SRRM2_HUMAN SRRM2 AGMSSNQpSISSPVLDAVPRpTPSR S1401, T1413 ELM, ELM+Swissprot- - - - - - - - - - - - 58.73 48 0.15 0.11
SSF1_HUMAN PPAN VGGpSDEEASGIPSR S359 ELM+Swissprot 119.47 77 -0.01 0.16 162.63 96 -0.15 -0.31 147.66 86 0.12 0.08 178.19 110 -0.16 -0.02

SSFA2_HUMAN SSFA2 SQpSLPTTLLSPVR S739 ELM+Swissprot 59.35 49 -0.14 0.01 - - - - 93.62 82 0.07 -0.19 - - - -

SSFA2_HUMAN SSFA2 STIFIpSPSSVK S803 NEW - - - - - - - - 116.7 59 -0.65 -0.19 - - - -

SSFA2_HUMAN SSFA2 ASVALpTPTAPSR T1156 NEW - - - - - - - - 77.31 56 0.18 -0.19 - - - -

SSH1_HUMAN SSH1 SpSSSDSIHSVR S936 NEW 37.98 34 -0.21 -0.06 - - - - - - - - - - - -

SSH1_HUMAN SSH1 SSSpSDSIHSVR S938 NEW 37.98 34 -0.21 -0.06 - - - - - - - - - - - -
SSH1_HUMAN SSH1 SSpSSDSIHSVR S937 ELM 37.98 34 -0.21 -0.06 - - - - - - - - - - - -

SSH3_HUMAN SSH3 APSEEELHGDQTDFGQGpSQSPQKQEEQRS85 Swissprot 46.04 34 0.27 0.28 - - - - - - - - - - - -
SSH3_HUMAN SSH3 APSEEELHGDQTDFGQGSQpSPQKQEEQRS87 Swissprot 46.04 34 0.27 0.28 - - - - - - - - - - - -

SSRP1_HUMAN SSRP1 EGMNPSYDEYADpSDEDQHDAYLER S444 ELM+Swissprot 120.37 101 0.07 0.50 66.49 40 0.21 2.12 - - - - 112.44 101 0.16 2.40

SSRP1_HUMAN SSRP1 QLSEpSFK S659 NEW - - - - 26.52 37 -4.34 2.12 - - - - - - - -

ST5_HUMAN ST5 EGSGSTKPGpTPGNpSPSSQR T364, S368 NEW, NEW - - - - - - - - - - - - 53.79 41 -0.24 -0.10

ST5_HUMAN ST5 EGSGSTKPGpTPGNSPpSSQR T364, S370 NEW, NEW - - - - - - - - - - - - 53.79 41 -0.24 -0.10

STA13_HUMAN STARD13 AMQCIQIPNGDLQNpSPPPACR S314 NEW 79.51 46 0.16 0.20 72.63 36 -0.11 -0.25 - - - - - - - -
STAG1_HUMAN STAG1 NSLVTGGEDDRMpSVNpSGSSSSK S1062, S1065 NEW, NEW - - - - - - - - - - - - 152.52 47 0.27 0.40

STAM1_HUMAN STAM ApSPALVAK S156 ELM+Swissprot - - - - - - - - 105.9 41 -0.67 -0.46 - - - -

STAT3_HUMAN STAT3 FICVTPTTCSNTIDLPMpSPR S727 ELM+Swissprot_similarity- - - - - - - - - - - - 126.01 75 -0.36 0.20

STAU1_HUMAN STAU1 VTFFEPGpSGDENGTSNKEDEFR S390 NEW 112.44 42 0.20 0.36 95.03 54 -0.14 -0.28 96.6 34 0.09 0.47 - - - -

STAU2_HUMAN STAU2 LLNERGPAHpSK S37 NEW - - - - 35.78 45 0.59 -0.23 - - - - - - - -

STAU2_HUMAN STAU2 GILHLpSPDVYQEMEASR S416 ELM+Swissprot - - - - 103.96 67 -1.29 -0.23 - - - - - - - -
STAU2_HUMAN STAU2 VISGTTLGYLpSPK S440 ELM+Swissprot - - - - - - - - 130.44 78 -0.57 -0.54 - - - -

STIM1_HUMAN STIM1 AEQpSLHDLQER S257 Swissprot_similarity122.92 64 -0.13 0.02 77.93 79 -0.56 -0.50 - - - - - - - -
STIM1_HUMAN STIM1 LPDpSPALAK S575 ELM+Swissprot - - - - - - - - 23.54 43 -0.54 -0.52 - - - -

STIM2_HUMAN STIM2 SIVPSpSPQPQR S523 NEW - - - - 92.11 51 -0.34 -0.50 89.76 51 -0.39 -0.38 - - - -

STIM2_HUMAN STIM2 SIVPpSSPQPQR S522 NEW - - - - - - - - 89.76 51 -0.39 -0.38 - - - -

STK10_HUMAN STK10 QVAEQGGDLpSPAANR S438 ELM+Swissprot 130.95 104 0.26 0.28 105.78 106 -0.07 -0.10 144.27 108 -0.16 -0.14 118.12 92 -0.36 3.01

STK10_HUMAN STK10 LSEEAECPNPpSTPSK S951 NEW - - - - 107.82 36 -0.34 -0.10 107.82 51 -0.46 -0.14 - - - -

STK10_HUMAN STK10 LSEEAECPNPSpTPSK T952 NEW - - - - 107.82 36 -0.34 -0.10 107.82 51 -0.46 -0.14 - - - -
STK10_HUMAN STK10 LANGSLEPPAQAAPGPpSK S481 NEW - - - - - - - - - - - - 7.45 33 4.73 3.01

STK24_HUMAN STK24 QSAYDpSKADIWSLGITAIELAR S210 NEW - - - - - - - - 16.59 33 -0.72 -0.70 - - - -
STK3_HUMAN Stk3 ELEEEEENpSDEDELDSHTMVK S316 ELM+Swissprot 75.25 40 0.24 0.42 150.83 38 0.02 -0.14 - - - - 91.91 57 0.22 0.36

STK33_HUMAN STK33 TPVpTPSQGTATK T491 NEW - - - - - - - - 32.89 39 -1.05 -0.98 - - - -

STK39_HUMAN STK39 TEDGDWEWpSDDEMDEKSEEGK S387 ELM+Swissprot 54.79 51 0.23 0.35 - - - - - - - - - - - -

STK39_HUMAN STK39 TEDGDWEWpSDDEMDEK S387 ELM+Swissprot 103.82 59 0.18 0.35 158.07 57 -0.08 -0.08 - - - - - - - -

STK4_HUMAN STK4 EVDQDDEENpSEEDEMDSGTMVR S320 Swissprot_similarity114.22 51 0.50 0.38 - - - - - - - - - - - -



STML2_HUMAN STOML2 APVPGpTPDSLSSGSSR T327 NEW - - - - 71.82 52 0.46 0.41 82.62 63 -0.15 0.46 61.59 51 -0.45 0.01

STMN1_HUMAN STMN1 RApSGQAFELILpSPR S16, S25 ELM+Swissprot, ELM+Swissprot44.84 54 0.31 0.45 125.18 75 -1.41 0.19 97.7 58 -1.57 -0.37 101.78 64 -2.64 -0.05

STMN1_HUMAN STMN1 RASGQAFELILpSPR S25 ELM+Swissprot 63.88 33 0.62 0.45 133.28 53 -0.29 0.19 76.39 80 -1.13 -0.37 - - - -

STMN1_HUMAN STMN1 ASGQAFELILpSPR S25 ELM+Swissprot 182.22 94 0.22 0.45 150.97 88 -0.49 0.19 198.81 93 -0.21 -0.37 166.28 72 -1.06 -0.05

STMN1_HUMAN STMN1 ESVPEFPLpSPPK S38 ELM+Swissprot 111.19 82 0.10 0.45 154.47 85 -0.12 0.19 139.42 76 -0.04 -0.37 139.42 74 -0.52 -0.05
STMN1_HUMAN STMN1 RApSGQAFELILSPR S16 ELM+Swissprot - - - - 78.04 44 -0.29 0.19 - - - - - - - -

STMN1_HUMAN STMN1 DLpSLEEIQK S46 Swissprot_similarity - - - - - - - - 138.46 44 -1.29 -0.37 - - - -

STMN1_HUMAN STMN1 ESVPEFPLpSPPKK S38 ELM+Swissprot - - - - - - - - 100.39 60 0.03 -0.37 - - - -

STRN_HUMAN STRN FLESAAADFpSDEDEDDDVDGREK S245 NEW 118.59 98 0.53 1.39 180.27 107 0.34 -0.19 - - - - 88.98 66 0.30 0.66

STRN3_HUMAN STRN3 NLEQILNGGEpSPK S229 ELM+Swissprot - - - - 49.23 39 -1.25 -0.51 147.66 81 1.65 1.35 - - - -

STT3B_HUMAN STT3B SSLNSpSPWSGLMALGNSR S18 NEW - - - - 169.01 94 -1.00 -0.89 - - - - - - - -
STUB1_HUMAN STUB1 LGAGGGpSPEK S19 ELM+Swissprot 71.15 46 -0.19 3.51 71.15 50 0.26 0.46 71.15 45 1.37 0.86 - - - -

STUB1_HUMAN STUB1 LGAGGGpSPEKpSPSAQELK S19, S23 ELM+Swissprot, ELM+Swissprot- - - - - - - - 71.82 37 0.03 0.86 - - - -
STX17_HUMAN STX17 LTSpSCPDLPSQTDK S289 NEW - - - - 89.63 53 0.23 0.06 138.72 78 0.34 0.35 - - - -

STX17_HUMAN STX17 LTpSSCPDLPSQTDK S288 NEW - - - - - - - - 138.72 78 0.34 0.35 - - - -

STX18_HUMAN STX18 VSQSPpSKDSEENPATEERPEK S191 NEW - - - - - - - - - - - - 46.04 37 -0.75 -0.56

STX18_HUMAN STX18 VSQpSPSKDSEENPATEERPEK S189 NEW - - - - - - - - - - - - 36.43 37 -0.75 -0.56

STX18_HUMAN STX18 VpSQSPSKDSEENPATEERPEK S187 NEW - - - - - - - - - - - - 36.43 39 -0.65 -0.56

STX1A_HUMAN STX1A TAKDpSDDDDDVAVTVDR S14 ELM+Swissprot 45.48 80 0.35 0.53 81.57 63 0.19 0.03 - - - - - - - -
STX1B_HUMAN STX1B SAKDpSDDEEEVVHVDR S14 Swissprot_similarity133.28 62 0.70 0.85 106.25 41 0.30 0.13 - - - - - - - -

STX5_HUMAN STX5 QDINpSLNK S145 NEW - - - - 24.46 31 -6.63 -0.58 - - - - - - - -

STX7_HUMAN STX7 EFGSLPTpTPSEQR T79 Swissprot_similarity - - - - - - - - 103.96 34 -0.22 -0.18 - - - -

STX7_HUMAN STX7 EFGSLPpTTPSEQR T78 NEW - - - - - - - - 103.96 34 -0.22 -0.18 - - - -

STXB1_HUMAN STXBP1 HKHIAEVpSQEVTR S300 NEW - - - - - - - - - - - - 4.26 34 0.47 0.41

STXB4_HUMAN STXBP4 NTSTVVpSPSLLEK S10 NEW - - - - - - - - 116.92 52 -0.88 -0.87 - - - -

STXB5_HUMAN STXBP5 SSpSVTpSIDK S782, S785 Swissprot_similarity, Swissprot_similarity32.87 36 0.55 0.70 - - - - - - - - - - - -

STXB5_HUMAN STXBP5 SSpSVpTSIDK S782, T784 Swissprot_similarity, NEW32.87 36 0.55 0.70 - - - - - - - - - - - -
STXB6_HUMAN STXBP6 IMGGNSILHSAADSVTpSAVQK S164 NEW - - - - - - - - - - - - 6.54 32 6.75 6.89

STXB6_HUMAN STXBP6 IMGGNSILHSAADSVpTSAVQK T163 NEW - - - - - - - - - - - - 6.54 32 6.75 6.89

STXB6_HUMAN STXBP6 IMGGNSILHpSAADSVTSAVQK S157 NEW - - - - - - - - - - - - 6.54 32 6.75 6.89

STXB6_HUMAN STXBP6 IMGGNpSILHSAADSVTSAVQK S153 NEW - - - - - - - - - - - - 6.54 32 6.75 6.89

SUGT1_HUMAN SUGT1 LEGQGDVPpTPK T265 ELM+Swissprot - - - - 35.78 32 -0.92 -0.60 67.31 39 -0.29 -0.20 - - - -

SUGT1_HUMAN SUGT1 NLYPSSpSPYTR S281 NEW - - - - - - - - 102.9 39 -1.05 -0.20 - - - -
SUGT1_HUMAN SUGT1 LFQQIYSDGpSDEVK S321 NEW - - - - - - - - 122.72 103 0.09 -0.20 - - - -

SURF2_HUMAN SURF2 DLGSTEDGDGpTDDFLTDKEDEK T190 ELM+Swissprot 153.19 46 -0.24 0.16 - - - - - - - - - - - -
SURF2_HUMAN SURF2 DLGSTEDGDGpTDDFLpTDKEDEK T190, T195 ELM+Swissprot, ELM+Swissprot- - - - 42.9 42 -0.62 -0.36 44.84 39 -0.14 -0.23 - - - -

SURF2_HUMAN SURF2 DLGSTEDGDGTDDFLpTDKEDEK T195 ELM+Swissprot - - - - 86.23 72 -0.17 -0.36 108.08 89 -0.38 -0.23 52.82 49 0.14 0.28

SURF6_HUMAN SURF6 ELpSPAALEK S138 NEW 138.46 55 0.09 0.13 143.29 55 -0.05 -0.13 155.94 60 -0.13 -0.18 143.29 45 -0.26 -0.12

SURF6_HUMAN SURF6 GNLpTPLTGR T229 NEW - - - - - - - - 106.41 53 -0.58 -0.18 - - - -

SVIL_HUMAN SVIL FSSSIENSDpSPVR S920 NEW - - - - 116.92 53 -0.95 -0.54 91.57 53 -0.45 -0.18 - - - -

SVIL_HUMAN SVIL QAHDLpSPAAESSSTFSFSGR S221 ELM+Swissprot - - - - 91.91 57 0.03 -0.54 - - - - - - - -
SYAP1_HUMAN SYAP1 KQEETAVLEEDpSADWEK S313 NEW - - - - 79.77 45 -1.73 -0.96 - - - - - - - -

SYAP1_HUMAN SYAP1 EQDLPLAEAVRPKpTPPVVIK T248 ELM+Swissprot - - - - - - - - 79.51 34 0.06 0.00 - - - -

SYEP_HUMAN EPRS EYIPGQPPLpSQSSDSSPTR S880 NEW 88.98 89 0.14 0.85 - - - - - - - - - - - -

SYEP_HUMAN EPRS EYIPGQPPLSQSpSDSSPTR S883 NEW 88.98 89 0.14 0.85 - - - - - - - - - - - -

SYEP_HUMAN EPRS EYIPGQPPLSQpSSDSSPTR S882 NEW 88.98 89 0.14 0.85 - - - - - - - - - - - -

SYEP_HUMAN EPRS EYIPGQPPLSQSSDSpSPTR S886 Swissprot - - - - 120.36 74 0.06 0.06 98.1 86 -0.13 -0.06 134.07 82 -0.28 0.27

SYEP_HUMAN EPRS EYIPGQPPLSQSSDpSSPTR S885 Swissprot - - - - 120.36 74 0.06 0.06 98.1 86 -0.13 -0.06 134.07 82 -0.28 0.27

SYEP_HUMAN EPRS NSEPAGLEpTPEAK T898 Swissprot - - - - 133.28 72 -0.67 0.06 106.25 57 -0.44 -0.06 81.57 51 -0.78 0.27
SYEP_HUMAN EPRS EYIPGQPPLSQSSDSpSPTRNSEPAGLETPEAKS886 Swissprot - - - - - - - - 101.96 87 0.35 -0.06 - - - -

SYEP_HUMAN EPRS EYIPGQPPLSQSSDpSSPTRNSEPAGLETPEAKS885 Swissprot - - - - - - - - 101.96 87 0.35 -0.06 - - - -

SYEP_HUMAN EPRS EYIPGQPPLSQSpSDSpSPTRNSEPAGLETPEAKS883, S886 NEW, Swissprot - - - - - - - - 67.56 72 0.06 -0.06 - - - -

SYEP_HUMAN EPRS EYIPGQPPLpSQSSDSSPTRNpSEPAGLETPEAKS880, S891 NEW, Swissprot - - - - - - - - 92.09 79 0.12 -0.06 - - - -

SYEP_HUMAN EPRS EYIPGQPPLSQpSSDSSPTRNpSEPAGLETPEAKS882, S891 NEW, Swissprot - - - - - - - - 92.09 79 0.12 -0.06 - - - -

SYEP_HUMAN EPRS EYIPGQPPLpSQSSDpSSPTRNSEPAGLETPEAKS880, S885 NEW, Swissprot - - - - - - - - 67.56 72 0.06 -0.06 - - - -
SYEP_HUMAN EPRS EYIPGQPPLpSQSSDSpSPTRNSEPAGLETPEAKS880, S886 NEW, Swissprot - - - - - - - - 67.56 72 0.06 -0.06 - - - -

SYEP_HUMAN EPRS EYIPGQPPLSQpSSDpSSPTRNSEPAGLETPEAKS882, S885 NEW, Swissprot - - - - - - - - 67.56 72 0.06 -0.06 - - - -
SYEP_HUMAN EPRS EYIPGQPPLSQSpSDpSSPTRNSEPAGLETPEAKS883, S885 NEW, Swissprot - - - - - - - - 67.56 72 0.06 -0.06 - - - -

SYEP_HUMAN EPRS EYIPGQPPLSQSpSDSSPTRNpSEPAGLETPEAKS883, S891 NEW, Swissprot - - - - - - - - 92.09 79 0.12 -0.06 - - - -

SYEP_HUMAN EPRS EYIPGQPPLSQpSSDSpSPTRNSEPAGLETPEAKS882, S886 NEW, Swissprot - - - - - - - - 67.56 72 0.06 -0.06 - - - -

SYMPK_HUMAN SYMPK TPpSPAAEDAREPEAK S1259 NEW 85.98 49 -0.14 2.73 65.6 38 0.19 0.13 65.6 37 0.37 0.18 - - - -

SYMPK_HUMAN SYMPK EERpSPQTLAPVGEDAMK S1243 ELM+Swissprot - - - - 95.76 33 -0.37 0.13 - - - - - - - -

SYNE2_HUMAN SYNE2 QQpSVESLAEEVKDK S2781 NEW - - - - 79.77 43 -0.29 3.47 - - - - - - - -
SYNG_HUMAN SYNRG ETSFGpSSENITMTSLSK S935 NEW 124.1 114 0.15 0.29 149.91 101 0.18 -0.07 - - - - - - - -

SYNG_HUMAN SYNRG QLpSLEGSGLGVEDLK S752 ELM+Swissprot 61.59 59 -0.16 0.29 172.36 91 0.13 -0.07 158.07 83 0.24 0.23 - - - -
SYNG_HUMAN SYNRG SGSLDDpSFSDFQELPASSK S473 NEW - - - - 142.65 102 -0.01 -0.07 - - - - - - - -

SYNJ1_HUMAN SYNJ1 ApSPTLDFTER S1567 NEW - - - - 73.26 33 -0.38 -0.48 - - - - - - - -

SYNJ1_HUMAN SYNJ1 SpSPNPFITGLTR S1394 NEW - - - - - - - - 127.99 55 -1.25 -0.66 - - - -

SYNJ2_HUMAN SYNJ2 GGApSEEALSAVAPR S1191 NEW - - - - - - - - 68.56 58 0.08 0.09 - - - -

SYNPO_HUMAN SYNPO DRApSPAAAEEVVPEWASCLK S685 Swissprot 44.33 42 0.00 0.28 - - - - 77.51 34 -0.45 -0.27 - - - -

SYNPO_HUMAN SYNPO AApSPAKPSSLDLVPNLPK S833 Swissprot 76.39 52 0.25 0.28 78.04 54 -0.13 0.16 - - - - - - - -
SYNPO_HUMAN SYNPO CPpSPTMSLPSSWK S754 Swissprot - - - - 79.77 65 -0.08 0.16 79.77 44 0.47 -0.27 68.56 50 -0.01 0.40

SYNPO_HUMAN SYNPO VSpTPATTTSTFSR T406 NEW - - - - - - - - 71.8 41 -0.65 -0.27 - - - -

SYNPO_HUMAN SYNPO YVIESSSHpTPELAR T746 NEW - - - - - - - - 164.13 87 -0.92 -0.27 - - - -

SYVC_HUMAN vars SRLpTEAVR T992 NEW - - - - 101.82 32 -8.80 -0.12 101.82 38 -6.52 0.00 - - - -

T185A_HUMAN TMEM185A VVIpTQSPGK T331 NEW - - - - 41.85 45 -0.60 -0.77 - - - - - - - -

T185A_HUMAN TMEM185A VVITQpSPGK S333 NEW - - - - 41.85 45 -0.60 -0.77 77.93 36 -0.51 -0.49 - - - -
T194A_HUMAN TMEM194A EFCNpSPDCSAWK S368 NEW - - - - 113.87 60 -0.85 -1.01 139.42 56 -0.82 -0.80 - - - -

T22D4_HUMAN TSC22D4 NGpSPPPGAPSSR S62 ELM+Swissprot 89.76 51 -0.01 0.14 97.24 51 0.30 0.14 - - - - 71.15 38 0.14 0.28
T2FA_HUMAN GTF2F1 TpTPNSGDVQVTEDAVR T446 NEW - - - - 136.78 61 -0.79 -0.22 - - - - 40.26 34 -1.46 -0.11

T2FA_HUMAN GTF2F1 pTTPNSGDVQVTEDAVR T445 NEW - - - - 136.78 61 -0.79 -0.22 - - - - 40.26 34 -1.46 -0.11

T2FA_HUMAN GTF2F1 GNpSRPGpTPSAEGGSTSSTLR S385, T389 ELM+Swissprot, ELM+Swissprot- - - - - - - - 74.81 72 0.03 -0.22 - - - -

T2FA_HUMAN GTF2F1 LDTGPQSLpSGK S433 ELM+Swissprot - - - - - - - - 35.78 62 -0.43 -0.22 - - - -

TAB2_HUMAN MAP3K7IP2 AIGNNSATpSPR S450 Swissprot_similarity45.48 45 0.39 0.53 35.78 38 -0.20 -0.36 67.31 57 -0.20 -0.19 - - - -

TAB2_HUMAN MAP3K7IP2 AIGNNSApTSPR T449 NEW 45.48 45 0.39 0.53 35.78 38 -0.20 -0.36 67.31 57 -0.20 -0.19 - - - -
TAB2_HUMAN MAP3K7IP2 AIGNNpSATSPR S447 NEW 45.48 45 0.39 0.53 35.78 38 -0.20 -0.36 - - - - - - - -

TACC3_HUMAN TACC3 GpSYHLDWDK S402 NEW 75.51 31 0.78 1.41 54.78 34 -0.46 1.61 - - - - - - - -
TACC3_HUMAN TACC3 SGCSEAQPPEpSPETR S434 ELM+Swissprot 95.78 73 0.05 1.41 146.98 84 -0.51 1.61 120.37 92 -0.43 -0.50 97.7 76 -1.12 0.59

TACC3_HUMAN TACC3 AMTLpSPQEEVAAGQMASSSR S317 Swissprot - - - - 196.45 154 -0.36 1.61 81.03 47 -0.24 -0.50 - - - -

TACC3_HUMAN TACC3 ILpSPSMASK S71 NEW - - - - 43.32 38 -1.03 1.61 65 41 -0.68 -0.50 - - - -

TACC3_HUMAN TACC3 AETPHGAEEECKAEpTPHGAEEECR T228 NEW - - - - - - - - 45.17 39 -1.56 -0.50 - - - -

TACC3_HUMAN TACC3 AMpTLSPQEEVAAGQMASSSR T315 NEW - - - - - - - - 81.03 47 -0.24 -0.50 - - - -



TACC3_HUMAN TACC3 NTENCDFLFpSPPEVTGR S25 ELM+Swissprot - - - - - - - - 146.98 110 -0.75 -0.50 - - - -

TAF2_HUMAN TAF2 EPFTFSpSPASGR S1185 NEW - - - - 100.39 52 -0.52 -0.68 113.87 59 -0.27 -0.16 - - - -

TAF2_HUMAN TAF2 EPFTFpSSPASGR S1184 NEW - - - - 100.39 52 -0.52 -0.68 113.87 50 -0.09 -0.16 - - - -

TAF3_HUMAN TAF3 ELALPLFSPATApSR S672 NEW - - - - - - - - 76.39 38 -0.51 -0.49 - - - -

TAF6_HUMAN TAF6 ANGSQPNSGpSPQPAP S672 NEW 99.69 44 -0.19 0.16 85.98 48 -0.27 -0.44 97.7 48 -0.05 -0.02 55.41 33 -0.23 -0.10
TAF6_HUMAN TAF6 QEAGDpSPPPAPGpTPK S653, T660 ELM+Swissprot, ELM+Swissprot49.23 39 0.20 0.16 - - - - - - - - - - - -

TAF7_HUMAN TAF7 EAENQGLDIpSpSPGMSGHR S200, S201 NEW, NEW - - - - 83.47 44 -1.32 -1.48 - - - - - - - -

TAF8_HUMAN TAF8 FMAKpTGEpTQSLFK T197, T200 NEW, NEW 7.45 35 -6.53 -6.38 7.45 35 -6.34 -6.51 - - - - - - - -

TAGL2_HUMAN TAGLN2 NFpSDNQLQEGK S163 ELM+Swissprot 105.56 58 0.20 0.02 150.12 71 -0.10 -0.24 166.42 64 -0.02 -0.16 150.12 58 -0.35 0.21

TANC1_HUMAN TANC1 QIASNpSPGSpSPK S444, S448 NEW, NEW - - - - 75.38 52 -0.47 0.41 - - - - - - - -

TANC2_HUMAN TANC2 QIASDpSPHApSPK S400, S404 NEW, NEW - - - - - - - - 111.19 77 -0.77 -0.20 111.19 72 -0.46 -0.04
TANK_HUMAN TANK GAPSITSVpTPR T213 NEW - - - - 150.12 82 -0.86 -0.60 119.71 85 -0.95 -0.94 - - - -

TAOK1_HUMAN TAOK1 ASDPQpSPPQVSR S421 ELM+Swissprot 105.56 54 -0.03 0.12 116.7 64 -0.30 -0.07 92.11 61 -0.03 -0.41 92.11 50 -0.05 0.08
TAU_HUMAN MAPT SGYSpSPGpSPGTPGSR S516, S519 Swissprot, ELM+Swissprot55.41 53 -0.16 0.03 - - - - 99.69 53 0.70 0.45 - - - -

TAU_HUMAN MAPT SGYpSSPGpSPGTPGSR S515, S519 Swissprot, ELM+Swissprot55.41 53 -0.16 0.03 - - - - - - - - - - - -

TAU_HUMAN MAPT SGYSSPGpSPGTPGSR S519 ELM+Swissprot 89.63 80 -0.05 0.03 100.39 80 -0.02 -0.27 65.6 44 0.38 0.45 112.17 53 0.05 0.21

TAU_HUMAN MAPT SPVVSGDTpSPR S721 ELM+Swissprot 89.76 50 -0.28 0.03 77.31 58 -0.19 -0.27 77.31 48 0.18 0.45 - - - -

TAU_HUMAN MAPT SPVVSGDpTSPR T720 Swissprot - - - - 77.31 58 -0.19 -0.27 77.31 48 0.18 0.45 - - - -

TB10B_HUMAN TBC1D10B AAGGAPpSPPPPVR S403 Swissprot 98.01 73 0.14 0.29 133.28 65 -0.13 -0.29 119.47 70 -0.09 -0.03 119.47 68 -0.24 0.37
TB182_HUMAN TNKS1BP1 NMAPGAVCpSPGESK S1297 NEW 136.01 60 0.06 0.19 109.95 81 -0.84 -0.33 122.72 66 -0.51 -0.11 109.95 45 -1.30 0.01

TB182_HUMAN TNKS1BP1 HNGpSLpSPGLEAR S1383, S1385 ELM+Swissprot, ELM+Swissprot53.09 46 0.59 0.19 - - - - 75.38 48 -0.36 -0.11 - - - -

TB182_HUMAN TNKS1BP1 ASRVPpSpSDEEVVEEPQSR S1620, S1621 ELM+Swissprot, ELM+Swissprot57.98 65 -0.37 0.19 - - - - 48.06 39 -0.47 -0.11 - - - -

TB182_HUMAN TNKS1BP1 VPpSpSDEEVVEEPQSR S1620, S1621 ELM+Swissprot, ELM+Swissprot122.72 59 0.59 0.19 164.13 74 0.07 -0.33 149.82 61 0.13 -0.11 109.95 46 0.52 0.01

TB182_HUMAN TNKS1BP1 TEAQDLCRApSPEPPGPESSSR S672 ELM+Swissprot 79.51 39 0.01 0.19 74.81 46 0.09 -0.33 67.76 46 -0.03 -0.11 56.9 57 -0.08 0.01

TB182_HUMAN TNKS1BP1 ApSPEPPGPESSSR S672 ELM+Swissprot 133.28 60 0.14 0.19 59.35 72 -0.08 -0.33 106.25 46 -0.29 -0.11 178.19 64 -0.08 0.01

TB182_HUMAN TNKS1BP1 pSQEADVQDWEFR S836 ELM+Swissprot 50.46 49 0.14 0.19 40.85 64 0.18 -0.33 - - - - - - - -

TB182_HUMAN TNKS1BP1 DpSLGTYSSR S872 ELM+Swissprot 80.54 39 0.19 0.19 50.52 37 -0.07 -0.33 - - - - - - - -
TB182_HUMAN TNKS1BP1 GSGGLFpSPSTAHVPDGALGQR S1029 Swissprot - - - - 61.59 45 -0.78 -0.33 - - - - - - - -

TB182_HUMAN TNKS1BP1 RFpSEGVLQSPSQDQEK S429 NEW - - - - 87.76 42 0.45 -0.33 - - - - - - - -

TB182_HUMAN TNKS1BP1 FSEGVLQpSPSQDQEK S435 NEW - - - - 105.78 86 -0.62 -0.33 120.37 89 -0.38 -0.11 - - - -

TB182_HUMAN TNKS1BP1 GVGQADWpTPDLGLR T1282 NEW - - - - 166.28 76 -0.66 -0.33 144.53 77 -1.07 -0.11 - - - -

TB182_HUMAN TNKS1BP1 VNLFPGLpSPSALK S1652 NEW - - - - 49.23 32 -0.81 -0.33 103.96 69 -0.53 -0.11 - - - -

TB182_HUMAN TNKS1BP1 SSGSEGSpSPNWLQALK S1715 NEW - - - - 79.51 56 -0.66 -0.33 169.28 68 -0.49 -0.11 - - - -
TB182_HUMAN TNKS1BP1 DpSLGAYASQDANEQGQDLGKR S893 ELM+Swissprot_similarity- - - - 57.75 60 -0.57 -0.33 - - - - - - - -

TB182_HUMAN TNKS1BP1 YESQEPLAGQEpSPLPLATR S601 ELM+Swissprot - - - - 114.22 71 -0.14 -0.33 - - - - - - - -
TB182_HUMAN TNKS1BP1 WLDDLLApSPPPSGGGAR S691 ELM+Swissprot - - - - 90.47 36 -0.15 -0.33 98.01 72 0.23 -0.11 82.62 78 -0.08 0.01

TB182_HUMAN TNKS1BP1 EAAFpSPGQQDWSR S1103 ELM+Swissprot - - - - 162.63 85 -0.99 -0.33 133.28 78 -0.48 -0.11 162.63 71 -2.33 0.01

TB182_HUMAN TNKS1BP1 VSGAGFpSPSSK S1138 ELM+Swissprot - - - - 162.16 48 -0.30 -0.33 162.16 76 -0.33 -0.11 89.76 46 -0.95 0.01

TB182_HUMAN TNKS1BP1 HNGSLpSPGLEAR S1385 ELM+Swissprot - - - - 100.39 57 -0.12 -0.33 142.76 64 -0.37 -0.11 - - - -

TB182_HUMAN TNKS1BP1 NRpSAEEGELAESK S1666 ELM+Swissprot - - - - 83.47 53 -0.26 -0.33 62.3 54 -0.21 -0.11 - - - -

TB182_HUMAN TNKS1BP1 GWpSQEGPVK S221 Swissprot - - - - - - - - 109.99 47 -0.86 -0.11 - - - -
TB182_HUMAN TNKS1BP1 SFGTRPLSSGFpSPEEAQQQDEEFEK S987 NEW - - - - - - - - 202.21 97 -0.17 -0.11 - - - -

TB182_HUMAN TNKS1BP1 GSGGLFSPSpTAHVPDGALGQR T1032 NEW - - - - - - - - - - - - 13.89 36 -1.80 0.01

TBA1B_HUMAN TUBA1B TIGGGDDpSFNTFFSETGAGK S48 ELM - - - - 146.35 107 -2.34 -0.07 146.35 120 -3.06 -0.14 - - - -

TBC15_HUMAN TBC1D15 NDpSPTQIPVSSDVCR S675 ELM+Swissprot - - - - 175.58 93 -0.70 -0.48 146.98 96 -0.45 -0.34 - - - -

TBC23_HUMAN TBC1D23 VIpSFIENTSTPVDR S507 NEW - - - - 101.78 71 -0.70 -0.86 - - - - - - - -

TBC24_HUMAN TBC1D24 HPELTKPPPLMAAEPTAPLSHSASSDPADRLpSPFLAARS480 NEW - - - - 43.81 65 0.43 -0.36 - - - - - - - -

TBC25_HUMAN TBC1D25 QApSLDGLQQLR S506 NEW - - - - 62.96 52 0.11 -0.25 122.92 68 0.16 0.89 - - - -

TBCC_HUMAN TBCC VDAAPGIPPAVESIQDpSPLPK S168 NEW - - - - - - - - 174.61 75 -0.63 -0.42 - - - -
TBCD1_HUMAN TBC1D1 SFpSQPGLR S237 NEW 86.47 36 0.20 0.35 101.82 43 -0.03 -0.20 101.82 39 0.33 -0.12 86.47 36 0.21 0.28

TBCD1_HUMAN TBC1D1 ANHLGDpSGGpTPVK S649, T652 NEW, NEW - - - - - - - - 36.85 53 -0.95 -0.12 - - - -

TBCD4_HUMAN TBC1D4 LGpSVDSFER S588 ELM+Swissprot - - - - - - - - 65 38 -0.07 0.08 - - - -

TBCD5_HUMAN TBC1D5 NISSSPpSVESLPGGR S541 Swissprot_similarity158.07 71 -0.08 0.29 144.27 96 0.18 -0.04 118.12 82 -0.49 -0.06 - - - -

TBCD5_HUMAN TBC1D5 EFTGpSPPSSATK S554 ELM+Swissprot 53.09 33 0.33 0.29 100.39 51 0.06 -0.04 75.38 59 -5.59 -0.06 53.09 34 -7.10 -3.32

TBCD5_HUMAN TBC1D5 NISSSPpSVEpSLPGGR S541, S544 Swissprot_similarity, Swissprot_similarity- - - - - - - - 84.26 37 1.08 -0.06 - - - -
TBCD5_HUMAN TBC1D5 NISSpSPSVESLPGGR S539 NEW - - - - - - - - 118.12 82 -0.49 -0.06 105.78 48 -2.53 -3.32

TBCD5_HUMAN TBC1D5 NISpSSPSVESLPGGR S538 NEW - - - - - - - - - - - - 105.78 48 -2.53 -3.32
TBD2B_HUMAN TBC1D2B DTSPDKGELVpSDEEEDT S957 Swissprot 51.74 38 0.15 0.17 75.38 44 0.04 0.70 - - - - - - - -

TBL1R_HUMAN TBL1XR1 VGApSASDGSVCVLDLR S501 NEW 49.83 32 -0.66 2.88 - - - - - - - - - - - -

TBR1_HUMAN TBR1 WVPCGKADpTNVQGNR T279 NEW - - - - - - - - - - - - 7.87 35 -0.15 -0.01

TBX21_HUMAN TBX21 AGLpYPGPR Y118 NEW - - - - - - - - - - - - 16.76 33 0.56 0.70

TBX3_HUMAN TBX3 SSTLSSSSMSLpSPK S707 NEW - - - - 99.69 92 -0.08 -0.24 - - - - - - - -

TCAL3_HUMAN TCEAL3 GTDDpSPKDSQEDLQER S121 NEW 99.69 34 0.55 1.84 65.6 33 0.16 0.00 - - - - - - - -
TCAL3_HUMAN TCEAL3 NEGNLENEGKPEDEVEPDDEGKpSDEEEKPDVEGKS30 ELM+Swissprot 41.11 43 0.35 1.84 - - - - - - - - - - - -

TCEA1_HUMAN TCEA1 EPAITpSQNSPEAR S97 Swissprot 119.47 81 -0.05 0.52 - - - - 108.66 80 -0.19 0.19 - - - -
TCEA1_HUMAN TCEA1 EPAITSQNpSPEAR S100 ELM+Swissprot - - - - 144.53 84 -0.07 -0.23 - - - - 144.53 81 -0.38 -0.10

TCF20_HUMAN TCF20 LNApSPAAR S574 ELM+Swissprot 35.44 43 -0.22 3.88 58.87 32 -0.17 -0.34 - - - - - - - -

TCF20_HUMAN TCF20 AGpSSPAQGAQNEPPR S558 NEW - - - - 85.46 34 -0.40 -0.34 101.78 44 -0.30 2.49 - - - -

TCF20_HUMAN TCF20 NCPAVTLpTSPAKTK T1334 NEW - - - - 13.43 34 -7.48 -0.34 - - - - - - - -

TCF20_HUMAN TCF20 AGSpSPAQGAQNEPPR S559 ELM+Swissprot - - - - 85.46 34 -0.40 -0.34 101.78 107 -0.30 2.49 206.2 121 -0.34 -0.20

TCF20_HUMAN TCF20 SLpTPPPSSTESK T1671 ELM+Swissprot - - - - 54.51 34 0.03 -0.34 63.88 37 -0.14 2.49 - - - -
TCF20_HUMAN TCF20 SVICDIpSPLR S871 NEW - - - - - - - - 130.07 37 -0.49 2.49 - - - -

TCF20_HUMAN TCF20 SFIpSPIPSK S1262 NEW - - - - - - - - 106.41 54 -0.52 2.49 - - - -

TCF20_HUMAN TCF20 ENDTVpTISPK T1520 NEW - - - - - - - - 97.24 44 5.11 2.49 - - - -

TCF20_HUMAN TCF20 ENDTVTIpSPK S1522 NEW - - - - - - - - 97.24 44 5.11 2.49 - - - -

TCGAP_HUMAN SNX26 STDSLDGPGEGSVQPLPpTAGGPSVK T22 NEW - - - - 17.53 36 1.14 0.98 - - - - - - - -

TCOF_HUMAN TCOF1 SLGNILQAKPTSpSPAK S583 Swissprot 44.84 34 0.23 0.50 - - - - - - - - - - - -
TCOF_HUMAN TCOF1 SLGNILQAKPTpSSPAK S582 Swissprot 44.84 34 0.23 0.50 - - - - - - - - - - - -

TCOF_HUMAN TCOF1 GAAPpTPPGK T914 Swissprot 106.41 57 0.13 0.50 91.73 61 -0.33 -0.27 106.41 52 -0.27 -0.01 91.73 68 -0.01 0.07
TCOF_HUMAN TCOF1 GSLGpSQGAKDEPEEELQK S1410 Swissprot 53.05 39 0.37 0.50 59.16 65 0.57 -0.27 67.05 38 0.50 -0.01 - - - -

TCOF_HUMAN TCOF1 SLGNILQAKPpTSSPAK T581 NEW 44.84 34 0.23 0.50 - - - - - - - - - - - -

TCOF_HUMAN TCOF1 LGAGEGGEApSVpSPEK S1376, S1378 ELM+Swissprot, ELM+Swissprot27.55 46 0.12 0.50 73.29 33 0.08 -0.27 73.29 100 0.22 -0.01 14.57 69 0.06 0.07

TCOF_HUMAN TCOF1 VGDVpTPQVK T249 ELM+Swissprot 22.69 32 0.83 0.50 - - - - 91.73 64 -0.73 -0.01 - - - -

TCOF_HUMAN TCOF1 TSQVGAASAPAKEpSPR S381 ELM+Swissprot 113.88 62 0.18 0.50 93.94 62 0.16 -0.27 136.78 96 -0.17 -0.01 149.91 80 0.21 0.07

TCOF_HUMAN TCOF1 AALAPAKEpSPR S906 ELM+Swissprot 69.17 32 0.45 0.50 138.18 45 0.06 -0.27 131.17 60 -0.52 -0.01 154.2 34 -0.37 0.07
TCOF_HUMAN TCOF1 TQPSSGVDSAVGTLPATpSPQSTSVQAK S1111 ELM+Swissprot 82.37 57 0.21 0.50 164.3 67 -0.11 -0.27 118.15 34 -0.01 -0.01 156.23 117 -0.07 0.07

TCOF_HUMAN TCOF1 LDSpSPSVSSTLAAK S1228 ELM+Swissprot 125.18 100 0.08 0.50 125.18 67 -0.21 -0.27 112.17 55 0.06 -0.01 87.76 87 -0.46 0.07
TCOF_HUMAN TCOF1 KLGAGEGGEASVpSPEK S1378 ELM+Swissprot 56.9 46 0.04 0.50 76.62 79 -0.13 -0.27 76.62 80 0.36 -0.01 98.36 69 -0.18 0.07

TCOF_HUMAN TCOF1 LGAGEGGEASVpSPEK S1378 ELM+Swissprot 120.37 99 0.05 0.50 118.12 109 0.06 -0.27 105.78 109 0.23 -0.01 73.29 114 0.05 0.07

TCOF_HUMAN TCOF1 TVANLLSGKpSPR S156 Swissprot - - - - 57.59 45 -0.71 -0.27 - - - - - - - -

TCOF_HUMAN TCOF1 TQPSSGVDSAVGTLPApTSPQSTSVQAK T1110 NEW - - - - 164.3 83 -0.01 -0.27 31.98 34 -0.01 -0.01 156.23 117 -0.07 0.07

TCOF_HUMAN TCOF1 LGAGEGGEApSVpSPEKTSTTSK S1376, S1378 ELM+Swissprot, ELM+Swissprot- - - - 45.17 52 0.02 -0.27 - - - - - - - -



TCOF_HUMAN TCOF1 KLpSGDQPAAR S1350 ELM+Swissprot - - - - 126.36 46 -0.10 -0.27 - - - - - - - -

TCOF_HUMAN TCOF1 GApTPAPPGK T316 Swissprot - - - - - - - - 98.15 55 -0.95 -0.01 - - - -

TCOF_HUMAN TCOF1 KGAAPpTPPGK T914 Swissprot - - - - - - - - 19.81 36 -0.46 -0.01 - - - -

TCOF_HUMAN TCOF1 LDpSSPSVSSTLAAK S1227 NEW - - - - - - - - 57.98 55 0.06 -0.01 - - - -

TCOF_HUMAN TCOF1 LDSpSPSVSSTLAAKDDPDGK S1228 ELM+Swissprot - - - - - - - - 51.88 38 0.12 -0.01 - - - -
TCOF_HUMAN TCOF1 LpSGDQPAARTPR S1350 ELM+Swissprot - - - - - - - - 43.04 43 -0.40 -0.01 - - - -

TCOF_HUMAN TCOF1 LGAGEGGEASVpSPEKTSTTSK S1378 ELM+Swissprot - - - - - - - - 65.28 60 -0.14 -0.01 - - - -

TCOF_HUMAN TCOF1 GpTPGKGApTPAPPGK T310, T316 Swissprot, Swissprot- - - - - - - - - - - - 28.91 32 -1.79 0.07

TCOF_HUMAN TCOF1 SPAGPAATPAQAQAASpTPR T983 Swissprot - - - - - - - - - - - - 161.39 92 0.19 0.07

TCOF_HUMAN TCOF1 SPAGPAATPAQAQAApSTPR S982 NEW - - - - - - - - - - - - 161.39 92 0.19 0.07

TCP4_HUMAN SUB1 ELVSSSSSGSDSDpSEVDK S19 ELM+Swissprot 116.07 64 0.28 0.15 91.91 108 1.03 -0.08 - - - - 140.4 120 0.42 0.09
TCP4_HUMAN SUB1 ELVSSSSSGSDpSDSEVDK S17 ELM+Swissprot 116.07 64 0.28 0.15 91.91 108 1.03 -0.08 174.61 115 0.30 0.10 140.4 120 0.42 0.09

TCP4_HUMAN SUB1 EQIpSDIDDAVR S118 NEW - - - - 94.59 37 -0.10 -0.08 154.2 64 0.28 0.10 - - - -
TCP4_HUMAN SUB1 ELVSSSSSGSDpSDpSEVDK S17, S19 ELM+Swissprot, ELM+Swissprot- - - - - - - - 126.01 86 0.28 0.10 - - - -

TCPZ_HUMAN CCT6A ETLIDVARpTSLR T154 NEW 32.02 42 0.08 0.13 40.85 42 -0.02 -0.13 - - - - - - - -

TCPZ_HUMAN CCT6A ETLIDVARTpSLR S155 NEW 32.02 42 0.08 0.13 40.85 42 -0.02 -0.13 - - - - - - - -

TDIF2_HUMAN DNTTIP2 QILIACpSPVSSVR S117 Swissprot 119.47 59 0.12 0.26 162.63 65 -0.26 -0.23 147.66 67 -0.21 -0.37 - - - -

TDIF2_HUMAN DNTTIP2 ESYTEEIVpSEAESHVSGISR S141 Swissprot 122.72 82 0.69 0.26 - - - - - - - - - - - -

TDIF2_HUMAN DNTTIP2 QIVGpTPVNSEDSDTR T232 Swissprot - - - - 198.77 94 -0.73 -0.23 155.24 90 -0.92 -0.37 144.27 58 -2.10 0.08
TDIF2_HUMAN DNTTIP2 ASIQAASAESpSGQK S21 NEW - - - - - - - - 78.04 63 -0.86 -0.37 - - - -

TDIF2_HUMAN DNTTIP2 LYTSAPNpTSQGK T433 NEW - - - - - - - - 98.01 52 -2.04 -0.37 - - - -

TDIF2_HUMAN DNTTIP2 LYTSAPNTpSQGK S434 NEW - - - - - - - - 62.3 52 -2.04 -0.37 - - - -

TE2IP_HUMAN TERF2IP YLLGDAPVpSPSSQK S203 ELM+Swissprot 186.24 83 -0.06 0.09 198.18 89 -0.01 -0.30 164.13 87 0.00 0.02 194.31 89 -0.03 0.10

TE2IP_HUMAN TERF2IP ENARpSPSSVTGNALWK S154 ELM+Swissprot - - - - 101.78 33 -0.44 -0.30 - - - - - - - -

TE2IP_HUMAN TERF2IP YLLGDAPVpSPpSSQKLK S203, S205 ELM+Swissprot, NEW- - - - - - - - 34.76 36 -0.06 0.02 - - - -

TEAD3_HUMAN TEAD3 ALQSMASMSpSAQIVSASVLQNK S131 NEW - - - - - - - - - - - - 23.55 42 0.98 1.12

TEBP_HUMAN PTGES3 DWEDDpSDEDMSNFDR S113 ELM+Swissprot 99.69 102 0.29 1.02 214.24 101 -0.08 0.45 141.67 102 -0.25 0.37 172.36 98 -0.10 0.96
TECT3_HUMAN TCTN3 AGDPILpTpYFPK T216, Y217 NEW, NEW 36.85 34 -3.60 -3.46 - - - - - - - - - - - -

TEKT4_HUMAN TEKT4 LLSEVEELNMSLpTALR T377 NEW - - - - - - - - 31.19 36 -4.59 -4.57 - - - -

TEN4_HUMAN ODZ4 LTNVpTFPTGQVSpSFR T1707, S1715 NEW, NEW - - - - 53.05 34 1.78 0.63 - - - - - - - -

TEN4_HUMAN ODZ4 FGLIYFVDGpTMIR T1367 NEW - - - - 70.15 33 -5.16 0.63 - - - - - - - -

TENC1_HUMAN TENC1 KLSpYEIPTEEGGDR Y846 NEW - - - - 40.47 32 -0.35 -0.52 - - - - - - - -

TENS1_HUMAN TNS1 SQpSVPGAWPGASPLSSQPLSGSSR S733 Swissprot 76.28 42 0.24 1.02 - - - - - - - - - - - -
TENS1_HUMAN TNS1 EATSDPpSRTPEEEPLNLEGLVAHR S858 Swissprot 78.04 38 0.35 1.02 - - - - - - - - - - - -

TENS1_HUMAN TNS1 SGSLGQPpSPSAQR S1124 Swissprot 95.76 49 0.27 1.02 71.8 61 -0.31 -0.26 108.66 54 -1.00 -0.42 - - - -
TENS1_HUMAN TNS1 HPGAHQGNLASGLHSNAIASPGpSPSLGR S1297 Swissprot 59.16 56 2.17 1.02 - - - - - - - - - - - -

TENS1_HUMAN TNS1 EATSDPSRpTPEEEPLNLEGLVAHR T860 NEW 78.04 38 0.35 1.02 - - - - - - - - - - - -

TENS1_HUMAN TNS1 AQFSVAGVHTVPGpSPQAR S1177 NEW - - - - 56.67 42 -0.08 -0.26 - - - - - - - -

TENS1_HUMAN TNS1 VATTPGSPpSLGR S1271 NEW - - - - 36.85 35 0.17 -0.26 - - - - - - - -

TENS1_HUMAN TNS1 VATTPGpSPSLGR S1269 ELM+Swissprot - - - - 36.85 35 0.17 -0.26 - - - - - - - -

TENS1_HUMAN TNS1 SGpSLGQPSPpSAQR S1119, S1126 NEW, NEW - - - - - - - - 108.66 53 -0.72 -0.42 50.46 53 -1.60 -0.05
TENS1_HUMAN TNS1 QGpSPTPALPEK S1381 ELM+Swissprot - - - - - - - - 79.35 62 -0.58 -0.42 - - - -

TENS1_HUMAN TNS1 RAASDGQpYENQpSPEATSPR Y903, S907 Swissprot, NEW - - - - - - - - - - - - 79.51 49 0.51 -0.05

TENS3_HUMAN TNS3 EpSSSSAERQWVESSPKPMVSLLGSGRPTGSPLSAEFpSGTRS941, S976 NEW, NEW 5.77 33 2.45 1.87 - - - - - - - - - - - -

TENS3_HUMAN TNS3 EpSSSSAERQWVESSPKPMVSLLGSGRPTGSPLSAEFSGpTRS941, T978 NEW, NEW 5.77 33 2.45 1.87 - - - - - - - - - - - -

TENS3_HUMAN TNS3 ASEAApSPLPDpSPGDK S1149, S1154 NEW, NEW - - - - 53.05 33 -1.25 -0.48 95.78 86 -0.65 -0.21 - - - -

TENS3_HUMAN TNS3 ASEAASPLPDpSPGDK S1154 NEW - - - - - - - - 133.43 66 -0.15 -0.21 - - - -

TENS3_HUMAN TNS3 GVGSGPHPPDTQQPpSPSK S660 NEW - - - - - - - - - - - - 41.99 41 -0.18 -0.04

TERF2_HUMAN TERF2 DLVLPTQALPApSPALK S323 ELM+Swissprot - - - - 79.51 36 0.05 -0.11 69.06 39 0.13 0.14 - - - -
TEX10_HUMAN TEX10 LQNApTPTNFK T29 NEW - - - - 83.81 36 -0.77 -0.39 59.27 56 -1.07 -1.06 - - - -

TEX2_HUMAN TEX2 TSSSpSPLpSSPSK S162, S165 Swissprot_similarity, NEW53.09 31 0.35 0.49 - - - - - - - - - - - -

TEX2_HUMAN TEX2 TSSSpSPLSpSPSK S162, S166 Swissprot_similarity, NEW53.09 31 0.35 0.49 85.46 44 0.27 0.10 111.19 34 0.03 -0.10 - - - -

TEX2_HUMAN TEX2 TAPpSSPLpTSPSDTR S265, T269 Swissprot_similarity, Swissprot_similarity- - - - - - - - 68.56 38 -0.54 -0.10 - - - -

TEX2_HUMAN TEX2 TAPSpSPLpTSPSDTR S266, T269 Swissprot_similarity, Swissprot_similarity- - - - - - - - 68.56 38 -0.54 -0.10 - - - -

TF2LX_HUMAN TGIF2LX TQpSPAQDTSIMSR S25 NEW - - - - - - - - - - - - 98.01 49 -0.60 0.09
TF3B_HUMAN BRF1 GLSpSAGGGSPHREDAQPEHSASAR S548 NEW - - - - - - - - - - - - 38.65 46 0.61 0.75

TF3B_HUMAN BRF1 GLpSSAGGGSPHREDAQPEHSASAR S547 NEW - - - - - - - - - - - - 38.65 46 0.61 0.75
TF3B_HUMAN BRF1 GLSSAGGGpSPHREDAQPEHSASAR S553 ELM+Swissprot - - - - - - - - - - - - 38.65 46 0.61 0.75

TF3C1_HUMAN GTF3C1 EDPQARPLEGSSSEDSPPEGQAPPSHpSPRS1856 Swissprot 30.34 32 0.34 0.16 66.78 47 0.15 2.68 - - - - - - - -

TF3C1_HUMAN GTF3C1 KNSpSTDQGpSDEEGSLQK S1063, S1068 NEW, ELM+Swissprot106.25 41 0.59 0.16 - - - - - - - - 87.55 44 1.20 1.40

TF3C1_HUMAN GTF3C1 KNSSpTDQGpSDEEGSLQK T1064, S1068 NEW, ELM+Swissprot106.25 41 0.59 0.16 - - - - - - - - 87.55 44 1.20 1.40

TF3C1_HUMAN GTF3C1 EDPQARPLEGSSSEDSPPEGQAPPpSHSPRS1854 NEW 30.34 32 0.34 0.16 66.78 47 0.15 2.68 - - - - - - - -

TF3C1_HUMAN GTF3C1 KNpSSTDQGpSDEEGSLQK S1062, S1068 ELM+Swissprot, ELM+Swissprot106.25 41 0.59 0.16 - - - - - - - - 87.55 44 1.20 1.40
TF3C1_HUMAN GTF3C1 GYYpSPGIVSTR S1653 ELM+Swissprot - - - - 138.18 61 -0.84 2.68 138.18 75 -0.83 -0.48 28.71 47 -1.59 1.40

TF3C1_HUMAN GTF3C1 NSSTDQGpSDEEGSLQK S1068 ELM+Swissprot - - - - - - - - - - - - 45.87 52 3.12 1.40
TF3C2_HUMAN GTF3C2 DLDRPESQpSPK S167 ELM+Swissprot - - - - 49.68 36 0.18 -0.14 - - - - - - - -

TF3C3_HUMAN GTF3C3 GKLpSAEENPDDSEVPSSSGINSTK S43 NEW 91.91 61 -0.23 0.05 - - - - - - - - - - - -

TF3C4_HUMAN GTF3C4 ILLVDpSPGMGNADDEQQEEGTSSK S611 ELM+Swissprot 48.37 60 -0.08 0.01 221.67 50 -0.08 -0.31 - - - - 172.05 117 -0.22 0.62

TFDP1_HUMAN TFDP1 VFIDQNLpSPGK S23 Swissprot 19.2 44 0.27 0.97 105.56 67 -0.19 -0.32 79.35 76 0.20 1.61 - - - -

TFE3_HUMAN TFE3 AASDPLLSSVpSPAVSK S556 NEW - - - - 115.96 49 -0.62 -0.19 183.79 85 -0.65 -0.64 - - - -

TFP11_HUMAN TFIP11 TTQSMQDFPVVDpSEEEAEEEFQK S210 ELM+Swissprot 128.02 53 -0.06 -0.15 126.01 79 0.21 -0.17 - - - - 182.81 104 0.34 0.30
TFP11_HUMAN TFIP11 EEATYGVWAERDpSDDERPSFGGK S59 ELM - - - - 39.44 46 0.07 -0.17 - - - - 64.1 37 0.25 0.30

TFPT_HUMAN TFPT AGNALpTPELAPVQIK T207 NEW - - - - 138.72 76 -0.62 -0.78 - - - - - - - -

TGFI1_HUMAN TGFB1I1 ERPAEPLpTPPPSYGHQPQTGSGESSGASGDKT33 ELM 104.54 53 0.42 0.56 109.03 85 -0.16 -0.32 - - - - - - - -

TGON2_HUMAN TGOLN2 DSPSKpSSAEAQTPEDTPNK S70 Swissprot 101.93 34 0.19 0.29 95.78 45 0.15 -0.03 - - - - 93.94 33 0.22 0.51

TGON2_HUMAN TGOLN2 DSPSKSpSAEAQTPEDTPNK S71 NEW 101.93 34 0.19 0.29 95.78 45 0.15 -0.03 - - - - 93.94 33 0.22 0.51

TGON2_HUMAN TGOLN2 DSPpSKSSAEAQTPEDTPNK S68 NEW - - - - 71.82 45 0.15 -0.03 - - - - - - - -
TGS1_HUMAN TGS1 DRPHApSGpTDGDEpSEEDPPEHKPSK S405, T407, S412NEW, NEW, NEW - - - - - - - - - - - - 67.88 33 0.64 0.49

TGS1_HUMAN TGS1 DSGNNpSGDQATEEEEGGYSCGTAESHDSKS55 NEW - - - - - - - - - - - - 72.79 48 0.43 0.49
THOC2_HUMAN THOC2 SEpSPCESPYPNEK S1401 ELM+Swissprot - - - - 147.66 81 -0.13 -0.41 - - - - 70.15 39 0.09 0.22

THOC5_HUMAN THOC5 ALFKPPEDSQDDEpSDpSDAEEEQTTK S312, S314 ELM+Swissprot, ELM+Swissprot116.07 68 0.44 0.59 140.4 68 0.12 -0.04 122.19 60 0.10 0.20 142.65 53 -0.09 0.26

THUM1_HUMAN THUMPD1 DQQPpSGpSEGEDDDAEAALKK S86, S88 Swissprot, Swissprot49.23 48 0.55 0.65 82.62 56 0.29 0.23 105.78 52 0.25 -0.03 122.19 116 1.05 1.08

THUM1_HUMAN THUMPD1 DQQPpSGSEGEDDDAEAALKK S86 Swissprot 57.98 50 -0.02 0.65 71.82 36 -0.04 0.23 72.63 47 0.42 -0.03 21.68 46 0.60 1.08

THUM1_HUMAN THUMPD1 FTDKDQQPpSGpSEGEDDDAEAALK S86, S88 Swissprot, Swissprot- - - - - - - - 65.6 83 -0.17 -0.03 - - - -

THUM1_HUMAN THUMPD1 DQQPSGpSEGEDDDAEAALKK S88 Swissprot - - - - - - - - 72.63 47 0.42 -0.03 - - - -
TIA1_HUMAN TIA1 KDTSSpSTVVSTQR S94 NEW - - - - 70.15 31 -6.34 -0.56 - - - - - - - -

TIAM1_HUMAN TIAM1 ANpSLGDLYAQK S231 Swissprot_similarity57.59 55 0.45 0.60 79.35 55 -0.07 -0.23 146.32 68 -0.05 -0.04 - - - -
TIAM1_HUMAN TIAM1 SNATNSpSpYSPTTGR S356, Y357 NEW, NEW - - - - - - - - 87.55 39 -0.28 -0.04 - - - -

TIF1A_HUMAN TRIM24 NESEDNKFpSDDpSDDDFVQPR S1025, S1028 ELM, ELM 98.36 33 0.25 0.42 73.29 52 0.07 0.03 133.43 53 -0.53 -0.31 - - - -

TIF1A_HUMAN TRIM24 WAVSSGSpSpTALLYSK S372, T373 NEW, NEW - - - - 32.89 34 0.37 0.03 - - - - - - - -

TIF1A_HUMAN TRIM24 WAVSSGpSSpTALLYSK S371, T373 NEW, NEW - - - - 32.89 34 0.37 0.03 - - - - - - - -

TIF1A_HUMAN TRIM24 WAVSSGpSpSTALLYSK S371, S372 NEW, NEW - - - - 32.89 34 0.37 0.03 - - - - - - - -



TIF1B_HUMAN TRIM28 LASPSGSpTSSGLEVVAPEGTSAPGGGPGTLDDSATICRT599 NEW 86.03 92 0.25 0.41 - - - - - - - - - - - -

TIF1B_HUMAN TRIM28 LASPSGSTpSSGLEVVAPEGTSAPGGGPGTLDDSATICRS600 NEW 86.03 92 0.25 0.41 - - - - - - - - - - - -

TIF1B_HUMAN TRIM28 LASPSGpSTSSGLEVVAPEGTSAPGGGPGTLDDSATICRS598 NEW 86.03 92 0.25 0.41 66.59 67 0.18 -0.04 - - - - - - - -

TIF1B_HUMAN TRIM28 LASPSGSTSpSGLEVVAPEGTSAPGGGPGTLDDSATICRS601 NEW 86.03 92 0.25 0.41 - - - - - - - - - - - -

TIF1B_HUMAN TRIM28 SRpSGEGEVSGLMR S473 ELM+Swissprot 35.78 32 -0.07 0.41 83.47 53 -0.13 -0.04 - - - - - - - -
TIF1B_HUMAN TRIM28 LpSPANQR S697 NEW - - - - 78.12 35 -0.67 -0.04 - - - - - - - -

TIF1B_HUMAN TRIM28 RSTAPSAAASASASAAASpSPAGGGAEALELLEHCGVCRS50 ELM+Swissprot - - - - 81.42 50 0.62 -0.04 - - - - - - - -

TIF1B_HUMAN TRIM28 pSGEGEVSGLMR S473 ELM+Swissprot - - - - 65.55 47 -0.20 -0.04 - - - - 92.11 49 -0.18 0.11

TIF1B_HUMAN TRIM28 LSPPYpSSPQEFAQDVGR S756 NEW - - - - - - - - 78.04 65 -0.32 0.04 - - - -

TIF1B_HUMAN TRIM28 LSPPYSpSPQEFAQDVGR S757 ELM+Swissprot - - - - - - - - 78.04 65 -0.32 0.04 - - - -

TISB_HUMAN ZFP36L1 AVGpTPAGGGFPR T43 NEW - - - - - - - - 75.38 39 -1.42 -0.56 - - - -
TITIN_HUMAN TTN IpSpTSPIRSVR S314, T315 NEW, NEW 43.32 40 0.27 0.12 - - - - - - - - - - - -

TITIN_HUMAN TTN TALpSTIAVATAK S657 NEW - - - - - - - - - - - - 13.43 33 -0.04 0.06
TJAP1_HUMAN TJAP1 GpSPEEELPLPAFEK S300 ELM+Swissprot 74.81 52 0.15 0.21 136.01 82 -0.12 -0.27 - - - - - - - -

TJAP1_HUMAN TJAP1 NpSPLPNCTYATR S345 Swissprot - - - - 124.99 55 -0.69 -0.27 111.19 51 -0.76 -0.34 - - - -

TJAP1_HUMAN TJAP1 KDpSLTQAQEQGNLLN S545 Swissprot - - - - 116.92 48 0.22 -0.27 122.72 61 0.06 -0.34 - - - -

TJAP1_HUMAN TJAP1 LNPYPpTPpSPPHPLYPGR T318, S320 NEW, NEW - - - - - - - - 83.47 37 -0.47 -0.34 - - - -

TLE3_HUMAN TLE3 ESSANNpSVSPSESLR S201 Swissprot 84.26 100 0.00 0.15 - - - - - - - - - - - -

TLE3_HUMAN TLE3 ESSANNSVpSPSESLR S203 ELM+Swissprot 84.26 100 0.00 0.15 120.37 106 -0.12 -0.08 190.63 106 -0.18 -0.16 120.37 93 -0.16 0.26
TLE3_HUMAN TLE3 NDAPpTPGTSTpTPGLR T328, T334 Swissprot, ELM+Swissprot- - - - - - - - 81.03 36 -1.10 -0.16 - - - -

TLE3_HUMAN TLE3 NDAPTPGTpSTTPGLR S332 NEW - - - - - - - - 105.78 79 -0.69 -0.16 - - - -

TLE3_HUMAN TLE3 DAPTpSPASVASSSSTPSSK S286 ELM+Swissprot - - - - - - - - 51.88 38 0.38 -0.16 - - - -

TLK1_HUMAN TLK1 ISDYFEYQGGNGpSSPVR S158 NEW - - - - - - - - 48.06 43 -0.35 -0.64 - - - -

TLK1_HUMAN TLK1 ISDYFEYQGGNGSpSPVR S159 ELM+Swissprot - - - - - - - - 48.06 43 -0.35 -0.64 - - - -

TLK2_HUMAN TLK2 pSpSPQHSLpSNPLPR S110, S111, S117NEW, NEW, NEW 30.65 40 0.55 0.69 - - - - - - - - - - - -

TLK2_HUMAN TLK2 SSPQHpSLSNPLPR S115 NEW - - - - 119.71 50 -0.03 -0.19 - - - - - - - -

TLN1_HUMAN TLN1 DHFGLEGDEESTMLEDpSVSPKK S423 NEW 27.55 78 0.48 0.23 36.16 59 1.11 -0.19 - - - - - - - -
TLN1_HUMAN TLN1 DHFGLEGDEESTMLEDSVpSPK S425 ELM+Swissprot 62.95 48 0.55 0.23 24.59 46 -0.24 -0.19 - - - - - - - -

TLN1_HUMAN TLN1 VLVQNAAGpSQEK S2040 Swissprot_similarity - - - - 51.74 59 -0.04 -0.19 124.99 69 0.01 -0.01 - - - -

TLN1_HUMAN TLN1 DHFGLEGDEESTMLEDSVpSPKK S425 ELM+Swissprot - - - - 36.16 67 -0.17 -0.19 - - - - - - - -

TLR9_HUMAN TLR9 pSLDETTLRPLAR S378 NEW - - - - - - - - - - - - 9.28 32 -7.52 -7.38

TM141_HUMAN TMEM141 MVNLGLpSR S7 NEW - - - - - - - - 24.46 36 0.25 0.27 - - - -

TM169_HUMAN TMEM169 pYVTLTGTITR Y101 NEW - - - - 49.68 34 0.30 0.14 - - - - - - - -
TM214_HUMAN TMEM214 VApTPPNQNQK T97 NEW - - - - 71.15 38 -0.87 -0.25 71.15 37 -0.88 -0.12 - - - -

TM45A_HUMAN TMEM45A LCpSSEVGLLK S256 NEW 51.27 33 0.04 0.18 61.05 37 -0.04 -0.20 - - - - - - - -
TM45A_HUMAN TMEM45A LCSpSEVGLLK S257 NEW - - - - 61.05 37 -0.04 -0.20 - - - - - - - -

TM63B_HUMAN TMEM63B LTSVSpSSVDFDQR S114 NEW - - - - 93.62 39 -0.03 -0.13 - - - - - - - -

TM63B_HUMAN TMEM63B LTSVpSSSVDFDQR S113 NEW - - - - 79.77 39 -0.03 -0.13 - - - - - - - -

TMC5_HUMAN TMC5 MTRGVLpSR S266 NEW 24.46 31 3.59 3.74 - - - - - - - - - - - -

TMCC1_HUMAN TMCC1 ALGVISNFQSpSPK S414 Swissprot_similarity - - - - 93.62 59 0.29 -0.17 - - - - - - - -

TMCC1_HUMAN TMCC1 FGpSADNIPNLK S382 ELM+Swissprot - - - - 56.01 38 -0.06 -0.17 92.11 56 0.32 0.27 - - - -
TMCO1_HUMAN TMCO1 QAGGFLGPPPPSGKFpS S188 ELM+Swissprot - - - - - - - - 126.3 50 -0.59 -0.57 - - - -

TMEM9_HUMAN TMEM9 SMAAAAApSLGGPR S144 NEW - - - - - - - - 22.79 35 -4.49 -4.47 - - - -

TMF1_HUMAN TMF1 SVSEINpSDDELSGK S344 ELM 106.25 72 -0.14 3.54 170.79 66 -0.06 -0.20 159.17 64 0.12 -0.01 - - - -

TMM22_HUMAN TMEM22 QDYQEILDpSPIK S409 ELM+Swissprot - - - - 62.3 47 -0.02 -0.12 - - - - - - - -

TMPS6_HUMAN TMPRSS6 MPVAEAPQVAGGQGDGGDGEEAEPEGMFKACEDpSKS34 NEW 10.45 44 5.46 5.61 - - - - - - - - - - - -

TNAP1_HUMAN TNFAIP1 SQASPpSEDEETFELR S280 Swissprot_similarity - - - - 64.21 43 0.37 0.21 - - - - - - - -

TNIK_HUMAN TNIK TTSIpSPALAR S680 ELM+Swissprot 39.19 38 0.04 0.19 114.67 63 -0.21 -0.37 73.26 69 0.07 0.09 86.27 39 -0.27 -0.14

TNIK_HUMAN TNIK TTpSISPALAR S678 ELM 39.19 38 0.04 0.19 - - - - - - - - - - - -
TNIP1_HUMAN TNIP1 YLQDQLpSPLTR S403 Swissprot - - - - 56.01 37 -0.58 -0.46 89.76 63 -0.37 -0.16 - - - -

TOE1_HUMAN TOE1 AADpSDDGAVSAPAASDGGVSK S5 ELM+Swissprot 64.21 46 0.09 0.25 134.07 106 0.03 -0.22 177.78 56 -0.21 0.01 229.88 123 -0.09 0.18

TOIP1_HUMAN TOR1AIP1 SELGNQpSPSTSSR S315 NEW 106.25 65 0.01 0.17 119.47 74 -0.92 -0.24 119.47 91 -0.81 -0.31 136.26 67 -2.35 0.09

TOIP1_HUMAN TOR1AIP1 DSHpSSEEDEASpSQTDLSQTISK S156, S164 ELM+Swissprot, ELM+Swissprot50.96 48 0.66 0.17 - - - - - - - - - - - -

TOIP1_HUMAN TOR1AIP1 DSHpSSEEDEASSQTDLSQTISK S156 ELM+Swissprot 101.22 63 0.11 0.17 59.16 61 0.28 -0.24 - - - - 64.1 50 0.25 0.09

TOIP1_HUMAN TOR1AIP1 DSHSpSEEDEASpSQTDLSQTISK S157, S164 ELM, ELM+Swissprot50.96 48 0.66 0.17 - - - - - - - - - - - -
TOIP1_HUMAN TOR1AIP1 DSHSpSEEDEASSQTDLSQTISK S157 ELM 101.22 63 0.11 0.17 59.16 61 0.28 -0.24 - - - - 64.1 50 0.25 0.09

TOIP1_HUMAN TOR1AIP1 VNFpSEEGEpTEEDDQDSSHSSVTTVK S215, T220 NEW, ELM+Swissprot- - - - 199.28 79 -0.14 -0.24 185.48 84 -0.53 -0.31 - - - -
TOIP1_HUMAN TOR1AIP1 DSHpSpSEEDEASSQTDLSQTISK S156, S157 ELM+Swissprot, ELM- - - - 73.29 58 -0.14 -0.24 - - - - 112.44 62 0.16 0.09

TOIP1_HUMAN TOR1AIP1 VNFSEEGEpTEEDDQDSSHSSVTTVK T220 ELM+Swissprot - - - - 161.39 80 0.25 -0.24 - - - - - - - -

TOIP1_HUMAN TOR1AIP1 GLRDpSHpSpSEEDEASSQTDLSQTISK S154, S156, S157ELM+Swissprot, ELM+Swissprot, ELM- - - - - - - - - - - - 106.28 66 0.11 0.09

TOIP1_HUMAN TOR1AIP1 LQQQHSEQPPLQPpSPVMTR S143 ELM+Swissprot - - - - - - - - - - - - 48.83 37 -0.27 0.09

TOIP2_HUMAN TOR1AIP2 EPLDPDPSHSPpSDK S122 NEW 48.06 33 0.09 1.48 - - - - - - - - - - - -

TOIP2_HUMAN TOR1AIP2 EPLDPDPSHpSPSDK S120 NEW 48.06 33 0.09 1.48 - - - - - - - - - - - -
TOM1_HUMAN TOM1 AGLQpSLEASGR S355 NEW - - - - - - - - 111.42 84 -0.44 -0.10 - - - -

TOM20_HUMAN TOMM20 IVpSAQSLAEDDVE S135 Swissprot_similarity63.88 43 0.19 0.22 - - - - - - - - - - - -
TOM70_HUMAN TOMM70A ASPAPGpSGHPEGPGAHLDMNSLDR S96 ELM 50.96 66 0.40 0.28 - - - - 64.66 62 -0.55 -0.08 35.06 47 -0.13 0.40

TOP1_HUMAN TOP1 NIIpTNLpSK T295, S298 NEW, NEW - - - - 69.57 34 - 0.03 - - - - - - - -

TOP2A_HUMAN TOP2A RKPpSTpSDDpSDSNFEK S1469, S1471, S1474Swissprot, Swissprot, ELM+Swissprot62.3 81 0.25 0.34 32.89 49 0.07 -0.13 70.42 52 -0.53 0.32 33.8 42 0.22 0.60

TOP2A_HUMAN TOP2A RKPSpTpSDDpSDSNFEK T1470, S1471, S1474Swissprot, Swissprot, ELM+Swissprot62.3 81 0.25 0.34 32.89 31 0.08 -0.13 70.42 52 -0.53 0.32 33.8 34 0.21 0.60

TOP2A_HUMAN TOP2A GSVPLSpSSPPATHFPDETEITNPVPK S1392 NEW 50.07 65 -0.10 0.34 62.66 52 0.23 -0.13 138.22 58 0.16 0.32 90.42 42 -0.05 0.60

TOP2A_HUMAN TOP2A TQMAEVLPpSPR S1213 ELM+Swissprot 79.35 46 -0.19 0.34 134.56 61 -0.38 -0.13 119.71 66 -0.37 0.32 105.56 71 -0.99 0.60
TOP2A_HUMAN TOP2A IKNENTEGpSPQEDGVELEGLK S1247 ELM+Swissprot 84.26 58 0.10 0.34 74.81 80 -0.16 -0.13 104.54 66 -0.27 0.32 - - - -

TOP2A_HUMAN TOP2A NENTEGpSPQEDGVELEGLK S1247 ELM+Swissprot 219.84 127 0.01 0.34 169.01 127 -0.33 -0.13 191.05 125 -0.16 0.32 177.25 134 -0.59 0.60

TOP2A_HUMAN TOP2A SVVpSDLEADDVK S1377 ELM+Swissprot 162.16 84 0.33 0.34 191.11 86 -0.29 -0.13 87.55 90 -1.12 0.32 - - - -

TOP2A_HUMAN TOP2A GSVPLSSpSPPATHFPDETEITNPVPK S1393 ELM+Swissprot 50.07 65 -0.10 0.34 62.66 52 0.23 -0.13 138.22 58 0.16 0.32 90.42 42 -0.05 0.60

TOP2A_HUMAN TOP2A RKPpSpTSDDpSDSNFEK S1469, T1470, S1474Swissprot, Swissprot, ELM+Swissprot- - - - 32.89 31 0.08 -0.13 61.59 52 -0.53 0.32 33.8 42 0.22 0.60

TOP2A_HUMAN TOP2A GSVPLpSpSSPPATHFPDETEITNPVPK S1391, S1392 NEW, NEW - - - - 82.8 35 -0.07 -0.13 - - - - - - - -
TOP2A_HUMAN TOP2A GSVPLpSSpSPPATHFPDETEITNPVPK S1391, S1393 NEW, ELM+Swissprot- - - - 82.8 35 -0.07 -0.13 - - - - - - - -

TOP2A_HUMAN TOP2A GSVPLSSSPPApTHFPDETEITNPVPK T1397 NEW - - - - 144.21 56 0.08 -0.13 138.22 58 0.16 0.32 84.91 42 -0.05 0.60
TOP2A_HUMAN TOP2A GSVPLpSSSPPATHFPDETEITNPVPK S1391 NEW - - - - - - - - - - - - 90.42 42 -0.05 0.60

TOP2B_HUMAN TOP2B KApSGpSENEGDYNPGR S1550, S1552 ELM+Swissprot, ELM+Swissprot_similarity- - - - 27.55 62 0.47 0.05 60.35 33 -0.18 0.02 38.85 32 -0.21 0.12

TOP2B_HUMAN TOP2B VVEAVNpSDpSDSEFGIPK S1522, S1524 ELM+Swissprot, ELM+Swissprot- - - - 119.94 77 -0.10 0.05 147.4 61 0.17 0.02 - - - -

TOPB1_HUMAN TOPBP1 NAVALSApSPQLK S888 ELM+Swissprot 108.66 43 -0.38 -0.23 122.16 55 -0.67 -0.84 154.47 70 -0.75 -0.68 85.46 33 -0.18 0.49

TOPB1_HUMAN TOPBP1 QVAApSPAVGQPLQK S805 ELM+Swissprot - - - - - - - - 152.78 73 -0.95 -0.68 - - - -

TOPK_HUMAN PBK GLSHpSPWAVK S59 Swissprot - - - - 97.24 40 -0.48 0.14 83.81 49 -0.68 0.05 - - - -
TOPRS_HUMAN TOPORS LQQTVPADApSPDSK S98 ELM+Swissprot - - - - 109.95 58 -0.12 -0.27 97.7 51 -0.11 -0.25 64.21 42 -0.10 0.04

TOPRS_HUMAN TOPORS NASVYSPpSGPVNR S196 NEW - - - - - - - - 136.26 61 -0.44 -0.25 - - - -
TP53B_HUMAN TP53BP1 TSSGpTpSLSAMHSSGSSGK T1319, S1320 NEW, Swissprot 71.15 32 1.14 0.11 - - - - - - - - 71.15 56 0.29 0.40

TP53B_HUMAN TP53BP1 QDKPMDpTSVLpSEEGGEPFQK T394, S398 NEW, NEW 25.14 59 -1.59 0.11 50.86 56 -0.93 -0.33 108.08 57 -0.63 -0.10 108.08 60 -1.51 0.40

TP53B_HUMAN TP53BP1 QDKPMDTpSVLpSEEGGEPFQK S395, S398 NEW, NEW 25.14 62 -1.79 0.11 117.97 66 -1.19 -0.33 118.12 95 -0.45 -0.10 - - - -

TP53B_HUMAN TP53BP1 STPFIVPSSPpTEQEGR T382 NEW 82.62 71 -0.13 0.11 103.82 67 -0.04 -0.33 128.58 84 0.11 -0.10 128.58 77 -0.07 0.40

TP53B_HUMAN TP53BP1 SEDPPpTTPIR T1055 NEW 97.24 56 0.08 0.11 97.24 56 -0.05 -0.33 86.27 57 0.10 -0.10 - - - -



TP53B_HUMAN TP53BP1 MVIQGPpSSPQGEAMVTDVLEDQK S1113 NEW 138.22 66 -0.20 0.11 23.06 33 0.04 -0.33 - - - - - - - -

TP53B_HUMAN TP53BP1 SNVSpSPATPTASSSSSpTTPTRK S1635, T1647 ELM+Swissprot, Swissprot73.29 32 0.33 0.11 - - - - - - - - - - - -

TP53B_HUMAN TP53BP1 STPFIVPSpSPTEQEGR S380 ELM+Swissprot 82.62 71 -0.13 0.11 103.82 67 -0.04 -0.33 128.58 84 0.11 -0.10 128.58 77 -0.07 0.40

TP53B_HUMAN TP53BP1 NpSPEDLGLSLTGDSCK S500 ELM+Swissprot 136.78 88 0.34 0.11 152.52 96 0.41 -0.33 136.78 79 0.38 -0.10 - - - -

TP53B_HUMAN TP53BP1 VDVpSCEPLEGVEK S771 ELM+Swissprot 103.96 70 -0.58 0.11 106.25 55 -2.13 -0.33 106.25 55 -1.51 -0.10 - - - -
TP53B_HUMAN TP53BP1 NGSTAVAESVApSPQK S1028 ELM+Swissprot 146.98 92 0.09 0.11 161.03 88 -0.08 -0.33 175.58 100 -0.13 -0.10 120.37 89 0.02 0.40

TP53B_HUMAN TP53BP1 SEDPPTpTPIR T1056 ELM+Swissprot 97.24 56 0.08 0.11 97.24 56 -0.05 -0.33 86.27 57 0.10 -0.10 100.07 56 -0.04 0.40

TP53B_HUMAN TP53BP1 MVIQGPSpSPQGEAMVTDVLEDQK S1114 ELM+Swissprot 77.51 66 -0.20 0.11 23.06 119 -0.02 -0.33 - - - - 182.83 79 -0.01 0.40

TP53B_HUMAN TP53BP1 LITSEEERpSPAK S1678 ELM+Swissprot 85.46 39 0.11 0.11 111.19 46 0.28 -0.33 - - - - - - - -

TP53B_HUMAN TP53BP1 SEDMPFpSPK S265 ELM 77.93 36 -0.10 0.11 91.73 55 -0.20 -0.33 77.93 55 -0.07 -0.10 80.54 42 -0.33 0.40

TP53B_HUMAN TP53BP1 TSSGTpSLSAMHSSGSSGK S1320 Swissprot - - - - 70.42 41 0.09 -0.33 - - - - - - - -
TP53B_HUMAN TP53BP1 QLpSSDAEAQK S876 NEW - - - - 39.19 33 -4.02 -0.33 - - - - - - - -

TP53B_HUMAN TP53BP1 QLSpSDAEAQK S877 NEW - - - - 39.19 33 -4.02 -0.33 - - - - - - - -
TP53B_HUMAN TP53BP1 TSSGpTSLSAMHSSGSSGK T1319 NEW - - - - 70.42 41 0.09 -0.33 - - - - - - - -

TP53B_HUMAN TP53BP1 EQYGLGPYEAVpTPLTK T1609 NEW - - - - 149.91 99 -0.63 -0.33 - - - - - - - -

TP53B_HUMAN TP53BP1 AADIpSLDNLVEGK S1618 NEW - - - - 51.74 57 -2.45 -0.33 124.99 88 -2.67 -0.10 - - - -

TP53B_HUMAN TP53BP1 LITpSEEERpSPAK S1673, S1678 ELM+Swissprot, ELM+Swissprot- - - - 73.55 47 -1.39 -0.33 51.74 57 -1.63 -0.10 62.3 39 -2.23 0.40

TP53B_HUMAN TP53BP1 TSEIEPKNpSPEDLGLSLTGDSCK S500 ELM+Swissprot - - - - 88.98 48 0.45 -0.33 84.24 78 0.81 -0.10 - - - -

TP53B_HUMAN TP53BP1 LMLSTSEYSQpSPK S525 ELM+Swissprot - - - - 68.56 95 0.28 -0.33 - - - - - - - -
TP53B_HUMAN TP53BP1 IDEDGENTQIEDTEPMpSPVLNSK S552 ELM+Swissprot - - - - 250.23 104 0.14 -0.33 - - - - 174.61 94 0.37 0.40

TP53B_HUMAN TP53BP1 SNVSSPATPTASSSSSpTTPTR T1647 Swissprot - - - - - - - - 126.5 106 0.59 -0.10 - - - -

TP53B_HUMAN TP53BP1 KGVpSQTGpTPVCEEDGDAGLGIR S1368, T1372 NEW, NEW - - - - - - - - 113.88 59 -1.77 -0.10 - - - -

TP53B_HUMAN TP53BP1 KGVSQpTGpTPVCEEDGDAGLGIR T1370, T1372 NEW, NEW - - - - - - - - 113.88 59 -1.77 -0.10 - - - -

TP53B_HUMAN TP53BP1 SGTAETEPVEQDpSSQPSLPLVR S830 NEW - - - - - - - - 146.35 102 0.30 -0.10 - - - -

TP53B_HUMAN TP53BP1 GVSQTGpTPVCEEDGDAGLGIR T1372 NEW - - - - - - - - 228.02 125 -0.82 -0.10 - - - -

TP53B_HUMAN TP53BP1 SNVSSPATPTASSSSSTpTPTR T1648 NEW - - - - - - - - 126.5 106 0.59 -0.10 - - - -

TP53B_HUMAN TP53BP1 SNVSSPATPTASSSSpSTTPTR S1646 NEW - - - - - - - - 126.5 106 0.59 -0.10 - - - -
TP53B_HUMAN TP53BP1 ApSMGVLSGK S1660 NEW - - - - - - - - 4.44 36 1.25 -0.10 - - - -

TP53B_HUMAN TP53BP1 ASMGVLpSGK S1665 NEW - - - - - - - - 4.44 36 1.25 -0.10 - - - -

TP53B_HUMAN TP53BP1 SGTAETEPVEQDSpSQPSLPLVR S831 ELM+Swissprot - - - - - - - - 146.35 102 0.30 -0.10 - - - -

TP53B_HUMAN TP53BP1 TSpSGTpSLSAMHSSGSSGK S1317, S1320 Swissprot, Swissprot- - - - - - - - - - - - 71.15 56 0.29 0.40

TP53B_HUMAN TP53BP1 TSpSGpTSLSAMHSSGSSGK S1317, T1319 Swissprot, NEW - - - - - - - - - - - - 71.15 56 0.29 0.40

TP53B_HUMAN TP53BP1 TSpSGTSLSAMHSSGSSGK S1317 Swissprot - - - - - - - - - - - - 136.01 90 0.38 0.40
TP53B_HUMAN TP53BP1 SNVSSPATPTASSSSSpTTPTRK T1647 Swissprot - - - - - - - - - - - - 60.76 51 0.52 0.40

TP53B_HUMAN TP53BP1 SNVSSPATPTASSSpSSTTPTRK S1645 NEW - - - - - - - - - - - - 60.76 51 0.52 0.40
TP53B_HUMAN TP53BP1 SNVSSPATPTASSSSpSTTPTRK S1646 NEW - - - - - - - - - - - - 60.76 51 0.52 0.40

TP53B_HUMAN TP53BP1 SNVSSPApTPTASSSSSpTTPTRK T1638, T1647 ELM+Swissprot, Swissprot- - - - - - - - - - - - 115.96 35 0.29 0.40

TP53B_HUMAN TP53BP1 SNVSSPApTPTASSSpSSTTPTRK T1638, S1645 ELM+Swissprot, NEW- - - - - - - - - - - - 115.96 35 0.29 0.40

TP53B_HUMAN TP53BP1 SNVSSPApTPTASpSSSSTTPTRK T1638, S1643 ELM+Swissprot, NEW- - - - - - - - - - - - 115.96 35 0.29 0.40

TP53B_HUMAN TP53BP1 SNVSSPApTPTASSSSpSTTPTRK T1638, S1646 ELM+Swissprot, NEW- - - - - - - - - - - - 115.96 35 0.29 0.40

TP53B_HUMAN TP53BP1 SNVSSPApTPTASSpSSSTTPTRK T1638, S1644 ELM+Swissprot, NEW- - - - - - - - - - - - 115.96 35 0.29 0.40
TP53B_HUMAN TP53BP1 TVSpSDGCSTPSR S316 ELM+Swissprot - - - - - - - - - - - - 98.01 55 -0.17 0.40

TPD54_HUMAN TPD52L2 GLLSDpSMTDVPVDTGVAAR S21 Swissprot - - - - 177.25 120 -2.43 -0.37 193.98 128 -2.61 -0.10 - - - -

TPIS_HUMAN TPI1 KQpSLGELIGTLNAAK S21 ELM+Swissprot 138.72 94 0.08 0.79 93.94 61 -0.84 -0.02 120.37 88 0.18 0.47 164.13 75 0.07 0.45

TPIS_HUMAN TPI1 QpSLGELIGTLNAAK S21 ELM+Swissprot 65.6 57 -0.10 0.79 167.38 79 -0.01 -0.02 167.38 74 0.31 0.47 - - - -

TPMT_HUMAN TPMT TSLDIEEYpSDTEVQK S14 Swissprot 175.58 111 0.28 0.42 175.58 72 0.29 0.13 - - - - - - - -

TPP2_HUMAN TPP2 IGDTRLpSTMETGTGLIR S302 NEW 24.05 32 4.57 2.15 - - - - - - - - - - - -

TPP2_HUMAN TPP2 IGDTRLSpTMETGTGLIR T303 NEW 24.05 32 4.57 2.15 - - - - - - - - - - - -

TPR_HUMAN TPR TDGFAEAIHpSPQVAGVPR S2141 Swissprot 95.76 51 0.60 0.77 95.76 63 0.30 -0.15 101.93 46 -0.04 -0.03 - - - -
TPR_HUMAN TPR EGVQGPLNVpSLSEEGK S1185 ELM+Swissprot 118.12 61 -1.49 0.77 130.95 55 -1.96 -0.15 144.27 93 -2.21 -0.03 144.27 104 -2.70 -0.19

TPR_HUMAN TPR GAILSEEELAAMpSPTAAAVAK S379 NEW - - - - 77.51 106 -0.17 -0.15 133.43 59 -0.35 -0.03 69.02 43 -0.43 -0.19

TPR_HUMAN TPR AADSQNSGEGNTGAAESpSFSQEVSR S2034 NEW - - - - 119.73 105 -2.33 -0.15 152.26 83 -2.50 -0.03 - - - -

TPR_HUMAN TPR VTAAAMAGNKpSpTPR S1691, T1692 NEW, NEW - - - - - - - - - - - - 32.02 36 -2.56 -0.19

TPX2_HUMAN TPX2 SSDQPLTVPVpSPK S738 ELM+Swissprot 100.39 68 0.22 0.36 122.16 87 -0.86 -0.21 106.25 85 -0.55 0.13 41.92 32 -1.67 -0.23

TPX2_HUMAN TPX2 pSPAFALK S486 ELM+Swissprot - - - - - - - - 52.77 46 -0.23 0.13 - - - -
TR150_HUMAN THRAP3 ASAVpSELpSPR S240, S243 ELM+Swissprot, ELM+Swissprot75.51 33 0.77 0.61 - - - - 71.15 39 0.80 0.04 - - - -

TR150_HUMAN THRAP3 ASAVSELpSPR S243 ELM+Swissprot 111.42 69 -0.06 0.61 126.36 62 -0.06 -0.16 126.36 66 -0.12 0.04 158.61 83 -0.05 0.35
TR150_HUMAN THRAP3 pSPPSTGSTYGSSQK S320 ELM+Swissprot 85.98 69 0.24 0.61 59.35 43 0.12 -0.16 - - - - 54.21 65 0.56 0.35

TR150_HUMAN THRAP3 GSFpSDTGLGDGK S379 ELM+Swissprot 102.9 62 0.19 0.61 97.24 58 0.03 -0.16 131.17 60 0.36 0.04 - - - -

TR150_HUMAN THRAP3 IDIpSPSTFR S682 ELM+Swissprot 91.73 53 -0.02 0.61 91.73 57 -0.01 -0.16 91.73 56 -0.06 0.04 91.73 53 0.12 0.35

TR150_HUMAN THRAP3 WAHDKFpSGEEGEIEDDESGTENR S928 ELM+Swissprot 41.99 41 0.24 0.61 20.59 73 -0.17 -0.16 - - - - - - - -

TR150_HUMAN THRAP3 FSGEEGEIEDDEpSGTENREEK S939 ELM+Swissprot 76.28 68 0.80 0.61 69.06 62 0.53 -0.16 77.51 55 0.51 0.04 - - - -

TR150_HUMAN THRAP3 SSpSDRSR S151 NEW - - - - 66.57 34 -0.19 -0.16 - - - - - - - -
TR150_HUMAN THRAP3 EQTFSGGpTSQDTK T210 NEW - - - - 81.57 50 0.36 -0.16 - - - - - - - -

TR150_HUMAN THRAP3 ASESSKPWPDATYGTGpSASR S232 NEW - - - - 27.55 43 -1.02 -0.16 - - - - - - - -
TR150_HUMAN THRAP3 ASESSKPWPDATYGpTGSASR T230 NEW - - - - 27.55 43 -1.02 -0.16 - - - - - - - -

TR150_HUMAN THRAP3 pSPVGKpSPPSTGSTYGSSQK S315, S320 ELM+Swissprot, ELM+Swissprot- - - - 76.39 48 0.06 -0.16 - - - - - - - -

TR150_HUMAN THRAP3 WAHDKFpSGEEGEIEDDEpSGTENR S928, S939 ELM+Swissprot, ELM+Swissprot- - - - 62.95 46 0.19 -0.16 - - - - - - - -

TR150_HUMAN THRAP3 EQTFSGGTpSQDTK S211 ELM+Swissprot - - - - 81.57 50 0.36 -0.16 - - - - - - - -

TR150_HUMAN THRAP3 pSPLQSVVVR S253 ELM+Swissprot - - - - 91.73 61 -0.49 -0.16 91.73 67 -0.01 0.04 - - - -

TR150_HUMAN THRAP3 EEEWDPEYpTPK T874 ELM+Swissprot - - - - 102.9 47 -0.16 -0.16 - - - - - - - -
TR150_HUMAN THRAP3 RIDIpSPSTFR S682 ELM+Swissprot - - - - - - - - 81.51 35 -0.01 0.04 - - - -

TR150_HUMAN THRAP3 SPVGKSPPpSpTGSTYGSSQK S323, T324 NEW, Swissprot_similarity- - - - - - - - - - - - 34.76 53 0.61 0.35

TRA2B_HUMAN TRA2B RSPpSPYYpSR S266, S270 ELM+Swissprot, NEW18.28 35 0.05 0.01 - - - - - - - - - - - -

TRA2B_HUMAN TRA2B pSPpSPYYSR S264, S266 ELM+Swissprot, ELM+Swissprot56.74 32 0.06 0.01 69.57 33 -0.09 -0.23 - - - - - - - -

TRA2B_HUMAN TRA2B RPHpTPTPGIYMGRPTYGSSR T201 ELM+Swissprot 37.02 32 -7.11 0.01 - - - - - - - - - - - -

TRA2B_HUMAN TRA2B RPHTPpTPGIYMGRPTYGSSR T203 ELM 37.02 32 -7.11 0.01 - - - - - - - - - - - -
TRA2B_HUMAN TRA2B RpSPSPpYYSR S264, Y268 ELM+Swissprot, Swissprot- - - - 52.96 32 -0.09 -0.23 - - - - - - - -

TRA2B_HUMAN TRA2B RpSPpSPYYSR S264, S266 ELM+Swissprot, ELM+Swissprot- - - - 67.2 38 -0.09 -0.23 - - - - - - - -
TRAD1_HUMAN TRAFD1 ALPSLNTGSSpSPR S327 ELM+Swissprot 119.47 86 -0.10 0.46 70.15 68 -0.09 -0.08 70.15 65 -0.10 0.06 60.79 61 -0.08 0.02

TRAD1_HUMAN TRAFD1 LDSQPQETpSPELPR S415 ELM+Swissprot 112.17 67 -0.05 0.46 - - - - - - - - - - - -

TRAD1_HUMAN TRAFD1 LDSQPQEpTSPELPR T414 Swissprot - - - - 155.9 67 -0.04 -0.08 101.78 60 0.06 0.06 89.63 65 -0.13 0.02

TRAF1_HUMAN TRAF1 GEDLQpSISPGSR S64 NEW 18.07 35 0.20 0.47 56.01 71 -0.36 0.32 - - - - - - - -

TRAF1_HUMAN TRAF1 GEDLQSIpSPGSR S66 NEW 18.07 35 0.20 0.47 56.01 71 -0.36 0.32 - - - - - - - -

TRAF1_HUMAN TRAF1 CRGEDLQSIpSPGSR S66 NEW - - - - 67.05 33 -0.17 0.32 - - - - - - - -
TRAM1_HUMAN TRAM1 KGTENGVNGTLTSNVADpSPR S365 ELM+Swissprot - - - - 64.21 45 -0.66 -0.82 - - - - - - - -

TREF1_HUMAN TRERF1 AQPGpSPESSGQPK S491 ELM+Swissprot - - - - - - - - - - - - 59.35 39 0.03 0.17
TRI16_HUMAN TRIM16 LGRETEEQDSDpSAEQGDPAGEGK S62 NEW - - - - - - - - 115.96 86 -0.24 -0.23 - - - -

TRI16_HUMAN TRIM16 LGRETEEQDpSDSAEQGDPAGEGK S60 ELM+Swissprot - - - - - - - - 115.96 86 -0.24 -0.23 - - - -

TRI25_HUMAN TRIM25 ASAPpSPNAQVACDHCLK S100 Swissprot 112.17 59 -0.16 1.30 81.57 51 -0.37 -0.26 119.47 60 -0.41 0.20 113.88 79 -0.89 0.09

TRI25_HUMAN TRIM25 EPPADVWpTPPAR T91 NEW - - - - 41.92 46 -0.78 -0.26 - - - - 85.46 47 -2.72 0.09

TRI47_HUMAN TRIM47 GGIPApSPIDPFQSR S588 ELM+Swissprot - - - - - - - - 89.63 62 0.11 -0.54 - - - -



TRIM3_HUMAN TRIM3 LVRpTGSAELR T357 NEW - - - - 61.05 38 9.28 9.12 - - - - - - - -

TRIO_HUMAN TRIO GAANASGSpSPDAPAK S2370 NEW 164.13 70 -0.27 0.60 174.39 87 -0.23 -0.20 136.01 87 -0.62 -0.21 178.96 78 -0.69 0.54

TRIO_HUMAN TRIO AGAApSPLNSPLSSAVPSLGK S2396 NEW 98.1 81 0.48 0.60 - - - - - - - - - - - -

TRIPC_HUMAN TRIP12 SEpSPPAELPSLR S312 ELM+Swissprot 24.73 38 0.34 0.26 85.46 61 0.15 -0.10 154.47 54 0.14 0.58 73.55 35 0.26 0.16

TRIPC_HUMAN TRIP12 DDSLDLpSPQGR S991 ELM+Swissprot 108.39 53 0.16 0.26 105.56 60 -0.37 -0.10 - - - - - - - -
TRIPC_HUMAN TRIP12 pSESPPAELPSLR S310 ELM 24.73 38 0.34 0.26 - - - - - - - - - - - -

TRM1_HUMAN TRMT1 VSADAAPDCPETSNQpTPPGPGAAAGPGIDT646 ELM+Swissprot - - - - - - - - 88.47 39 -0.37 0.01 - - - -

TRPC1_HUMAN TRPC1 MAALYPSTDLpSGASSSpSLPSSPSpSpSSPNEVMALKS12, S18, S25, S26NEW, NEW, NEW, NEW5.93 36 -2.59 -2.44 - - - - - - - - - - - -

TRPC1_HUMAN TRPC1 MAALYPSTDLpSGASSSSLPSSPpSpSpSSPNEVMALKS12, S24, S25, S26NEW, NEW, NEW, NEW5.93 36 -2.59 -2.44 - - - - - - - - - - - -

TRPC1_HUMAN TRPC1 MAALYPSTDLpSGASSpSSLPSSPSpSpSSPNEVMALKS12, S17, S25, S26NEW, NEW, NEW, NEW5.93 36 -2.59 -2.44 - - - - - - - - - - - -

TRPC1_HUMAN TRPC1 MAALYPSTDLpSGASSSpSLPSSPSpSSpSPNEVMALKS12, S18, S25, S27NEW, NEW, NEW, NEW5.93 36 -2.59 -2.44 - - - - - - - - - - - -
TRPC1_HUMAN TRPC1 MAALYPSTDLpSGASpSSSLPSSPSpSSpSPNEVMALKS12, S16, S25, S27NEW, NEW, NEW, NEW5.93 36 -2.59 -2.44 - - - - - - - - - - - -

TRPC1_HUMAN TRPC1 MAALYPSTDLpSGASSSSLPSSPSpSpSpSPNEVMALKS12, S25, S26, S27NEW, NEW, NEW, NEW5.93 36 -2.59 -2.44 - - - - - - - - - - - -
TRPC1_HUMAN TRPC1 MAALYPSTDLpSGASSSSLPSSPpSSpSpSPNEVMALKS12, S24, S26, S27NEW, NEW, NEW, NEW5.93 36 -2.59 -2.44 - - - - - - - - - - - -

TRPC1_HUMAN TRPC1 MAALYPSTDLpSGApSSSSLPSSPSpSSpSPNEVMALKS12, S15, S25, S27NEW, NEW, NEW, NEW5.93 36 -2.59 -2.44 - - - - - - - - - - - -

TRPC1_HUMAN TRPC1 MAALYPSTDLpSGASSSSLPpSSPSSpSpSPNEVMALKS12, S21, S26, S27NEW, NEW, NEW, NEW5.93 36 -2.59 -2.44 - - - - - - - - - - - -

TRPC1_HUMAN TRPC1 MAALYPSTDLpSGASSSSLPSSPpSpSSpSPNEVMALKS12, S24, S25, S27NEW, NEW, NEW, NEW5.93 36 -2.59 -2.44 - - - - - - - - - - - -

TRPC1_HUMAN TRPC1 MAALYPSTDLpSGASSpSSLPSSPSSpSpSPNEVMALKS12, S17, S26, S27NEW, NEW, NEW, NEW5.93 36 -2.59 -2.44 - - - - - - - - - - - -

TRPC1_HUMAN TRPC1 MAALYPSTDLpSGASpSSSLPSSPSSpSpSPNEVMALKS12, S16, S26, S27NEW, NEW, NEW, NEW5.93 36 -2.59 -2.44 - - - - - - - - - - - -
TRPC1_HUMAN TRPC1 MAALYPSTDLpSGASSSpSLPSSPSSpSpSPNEVMALKS12, S18, S26, S27NEW, NEW, NEW, NEW5.93 36 -2.59 -2.44 - - - - - - - - - - - -

TRPC1_HUMAN TRPC1 MAALYPSTDLpSGASpSSSLPSSPSpSpSSPNEVMALKS12, S16, S25, S26NEW, NEW, NEW, NEW5.93 36 -2.59 -2.44 - - - - - - - - - - - -

TRPC1_HUMAN TRPC1 MAALYPSTDLpSGASSSSLPSpSPSpSSpSPNEVMALKS12, S22, S25, S27NEW, NEW, NEW, NEW5.93 36 -2.59 -2.44 - - - - - - - - - - - -

TRPC1_HUMAN TRPC1 MAALYPSTDLpSGApSSSSLPSSPSSpSpSPNEVMALKS12, S15, S26, S27NEW, NEW, NEW, NEW5.93 36 -2.59 -2.44 - - - - - - - - - - - -

TRPC1_HUMAN TRPC1 MAALYPSTDLpSGApSSSSLPSSPSpSpSSPNEVMALKS12, S15, S25, S26NEW, NEW, NEW, NEW5.93 36 -2.59 -2.44 - - - - - - - - - - - -

TRPC1_HUMAN TRPC1 MAALYPSTDLpSGASSSSLPpSSPSpSSpSPNEVMALKS12, S21, S25, S27NEW, NEW, NEW, NEW5.93 36 -2.59 -2.44 - - - - - - - - - - - -

TRPC1_HUMAN TRPC1 MAALYPSTDLpSGASSpSSLPSSPSpSSpSPNEVMALKS12, S17, S25, S27NEW, NEW, NEW, NEW5.93 36 -2.59 -2.44 - - - - - - - - - - - -

TRPC1_HUMAN TRPC1 MAALYPSTDLpSGASSSSLPSpSPSpSpSSPNEVMALKS12, S22, S25, S26NEW, NEW, NEW, NEW5.93 36 -2.59 -2.44 - - - - - - - - - - - -
TRPC1_HUMAN TRPC1 MAALYPSTDLpSGASSSSLPpSSPSpSpSSPNEVMALKS12, S21, S25, S26NEW, NEW, NEW, NEW5.93 36 -2.59 -2.44 - - - - - - - - - - - -

TRPC1_HUMAN TRPC1 MAALYPSTDLpSGASSSSLPSpSPSSpSpSPNEVMALKS12, S22, S26, S27NEW, NEW, NEW, NEW5.93 36 -2.59 -2.44 - - - - - - - - - - - -

TRPT1_HUMAN TRPT1 KPLSLAGDEETECQSpSPK S240 NEW - - - - 81.03 35 0.07 -0.09 - - - - - - - -

TRUA_HUMAN PUS1 VPSPLEGSEGDGDpTD T426 ELM+Swissprot 112.17 76 0.06 0.20 97.7 62 0.00 -0.24 136.01 71 -0.07 0.08 - - - -

TSC1_HUMAN TSC1 GGFDpSPFYR S505 ELM+Swissprot - - - - - - - - 143.29 59 -0.37 -0.36 - - - -

TSP1_HUMAN THBS1 KIMADSGPIpYDK Y1139 NEW - - - - 32.02 37 -6.80 -0.60 - - - - - - - -
TSYL3_HUMAN Tspyl3 ApYLPLER Y167 NEW - - - - 69.75 37 0.75 0.59 - - - - - - - -

TSYL4_HUMAN TSPYL4 pYMINLEVEELK Y278 NEW - - - - - - - - - - - - 81.51 52 6.13 6.26
TTMA_HUMAN TMEM200C MIApTGGLLR T4 NEW - - - - - - - - 31.72 33 -3.87 -3.86 - - - -

TWF1_HUMAN TWF1 YLLSQSpSPAPLTAAEEELR S161 Swissprot - - - - - - - - - - - - 37.14 39 -1.70 0.05

TWF1_HUMAN TWF1 YLLSQpSSPAPLTAAEEELR S160 NEW - - - - - - - - - - - - 37.14 39 -1.70 0.05

TXD14_HUMAN TMX2 AGDNIPEEQPVASTPpTTVSDGENKK T285 NEW - - - - - - - - - - - - 98.1 46 -0.01 0.39

TXLNA_HUMAN TXLNA RPEGPGAQAPSpSPR S515 Swissprot 85.46 52 -0.02 0.09 99.69 58 -0.10 -0.13 76.39 57 -0.26 -0.08 65.6 55 -0.33 -0.05

TXLNA_HUMAN TXLNA DVpSEELSR S72 NEW 44.9 33 -0.43 0.09 - - - - - - - - - - - -
TXLNA_HUMAN TXLNA RPEGPGAQAPpSSPR S514 NEW 85.46 52 -0.02 0.09 - - - - 76.39 57 -0.26 -0.08 65.6 55 -0.33 -0.05

TXLNG_HUMAN CXorf15 NLVpSPAYCTQESR S97 ELM+Swissprot - - - - 162.63 91 -0.73 -0.42 166.28 88 -0.63 -0.43 - - - -

TXN4A_HUMAN TXNL4A GLVVpSPK S132 NEW - - - - 66.57 37 -0.90 -1.06 - - - - - - - -

TXND1_HUMAN TMX1 SLGPSLATDKpS S280 NEW - - - - 77.31 51 -0.81 -0.29 102.9 51 -0.51 -0.18 - - - -

TYPH_HUMAN TYMP MAALMTPGTGAPPAPGDFpSGEGpSQGLPDPSPEPKQLPELIRS19, S23 NEW, NEW - - - - 7.09 31 0.06 -0.10 - - - - - - - -

TYPH_HUMAN TYMP MAALMTPGpTGAPPAPGDFSGEGpSQGLPDPSPEPKQLPELIRT9, S23 NEW, NEW - - - - 7.09 31 0.06 -0.10 - - - - - - - -

TYPH_HUMAN TYMP MAALMpTPGTGAPPAPGDFSGEGpSQGLPDPSPEPKQLPELIRT6, S23 NEW, NEW - - - - 7.09 31 0.06 -0.10 - - - - - - - -

U2AFM_HUMAN ZRSR2 DIYLpSPDR S349 Swissprot 58.87 32 -0.29 -0.15 - - - - - - - - - - - -
U3IP2_HUMAN RRP9 MNEEISpSDpSEpSESLAPR S51, S53, S55 ELM+Swissprot, ELM+Swissprot, NEW18.74 47 0.85 0.37 78.04 51 0.53 0.06 - - - - - - - -

U3IP2_HUMAN RRP9 MNEEIpSSDpSEpSESLAPR S50, S53, S55 ELM+Swissprot, ELM+Swissprot, NEW18.74 47 0.85 0.37 78.04 51 0.53 0.06 - - - - - - - -

U3IP2_HUMAN RRP9 MNEEIpSpSDSEpSESLAPR S50, S51, S55 ELM+Swissprot, ELM+Swissprot, NEW18.74 47 0.85 0.37 - - - - - - - - - - - -

U3IP2_HUMAN RRP9 MNEEIpSpSDpSESESLAPR S50, S51, S53 ELM+Swissprot, ELM+Swissprot, ELM+Swissprot60.35 47 0.85 0.37 92.17 51 0.53 0.06 - - - - - - - -

U3IP2_HUMAN RRP9 MNEEISpSDpSESESLAPR S51, S53 ELM+Swissprot, ELM+Swissprot32.34 43 0.02 0.37 - - - - - - - - 67.76 40 0.24 0.18

U3IP2_HUMAN RRP9 MNEEIpSSDpSESESLAPR S50, S53 ELM+Swissprot, ELM+Swissprot32.34 43 0.02 0.37 - - - - - - - - - - - -
U634A_HUMAN ANKRD36B DSVpSNIAR S416 NEW - - - - 72.16 34 -0.04 -0.20 - - - - 69.57 34 0.07 0.20

UB2E1_HUMAN UBE2E1 ASTSSSSSSSSNQQTEKEpTNTPK T26 NEW - - - - - - - - 15.18 35 -0.94 -0.26 - - - -
UB2E1_HUMAN UBE2E1 ASTSSSSSSSSNQQpTEKETNTPK T22 NEW - - - - - - - - 15.18 35 -0.94 -0.26 - - - -

UB2J1_HUMAN UBE2J1 RLpSTSPDVIQGHQPR S266 ELM+Swissprot 89.63 38 -0.01 0.13 83.47 55 -0.13 -0.29 - - - - - - - -

UBA1_HUMAN UBA1 NGpSEADIDEGLYSR S46 ELM+Swissprot - - - - 69.17 50 -0.12 0.05 - - - - - - - -

UBA1_HUMAN UBA1 ATLPpSPDK S835 ELM - - - - - - - - 72.16 37 -0.75 0.41 - - - -

UBAP1_HUMAN UBAP1 KpTIEWAEEIK T62 NEW - - - - - - - - 4.28 35 2.67 2.69 - - - -

UBAP2_HUMAN UBAP2 LRESpTPGDpSPSTVNK T469, S473 NEW, NEW - - - - 46.94 32 -0.66 -0.26 43.04 35 -0.96 -0.32 62.3 38 -2.38 -0.49
UBAP2_HUMAN UBAP2 LREpSTPGDpSPSTVNK S468, S473 NEW, NEW - - - - 46.94 32 -0.66 -0.26 43.04 35 -0.96 -0.32 - - - -

UBAP2_HUMAN UBAP2 ESTPGDpSPSTVNK S473 NEW - - - - 81.57 64 -0.79 -0.26 60.79 61 -0.52 -0.32 - - - -
UBAP2_HUMAN UBAP2 SQPEPSPVLpSQLSQR S436 NEW - - - - - - - - 118.12 62 -0.53 -0.32 - - - -

UBAP2_HUMAN UBAP2 SQPEPpSPVLSQLSQR S432 NEW - - - - - - - - 83.47 33 -0.62 -0.32 - - - -

UBAP2_HUMAN UBAP2 LRESTPGDpSPSTVNK S473 NEW - - - - - - - - 64.21 73 -0.85 -0.32 - - - -

UBE2O_HUMAN UBE2O LIHGEDpSDpSEGEEEGRGpSpSGCSEAGGAGHEEGRS87, S89, S98, S99Swissprot_similarity, Swissprot_similarity, NEW, NEW- - - - 20.59 31 0.40 -0.52 - - - - - - - -

UBE2O_HUMAN UBE2O IMSCpSPDTQCSR S401 NEW - - - - 87.55 56 -0.70 -0.52 98.01 48 -0.47 -0.22 98.01 53 -1.22 0.31

UBE2O_HUMAN UBE2O LIHGEDpSDpSEGEEEGR S87, S89 Swissprot_similarity, Swissprot_similarity- - - - - - - - - - - - 48.06 59 0.88 0.31
UBE2O_HUMAN UBE2O LIHGEDpSDSEGEEEGRGpSpSGCpSEAGGAGHEEGRS87, S98, S99, S102Swissprot_similarity, NEW, NEW, NEW- - - - - - - - - - - - 13 40 0.13 0.31

UBE3A_HUMAN UBE3A IGDSpSQGDNNLQK S218 Swissprot - - - - 83.47 53 -4.80 -0.81 - - - - 83.47 49 -4.97 -0.48

UBE4B_HUMAN UBE4B SQpSMDIDGVSCEK S105 ELM+Swissprot 95.76 50 0.19 0.33 106.25 76 0.22 -0.03 - - - - 98.01 42 0.11 0.34

UBIQ_HUMAN RPS27A TLpSDYNIQK S57 Swissprot_similarity - - - - 77.93 52 -0.35 -0.21 - - - - - - - -

UBP10_HUMAN USP10 YSPPAIpSPLVSEK S370 ELM+Swissprot - - - - 62.3 46 -1.03 -0.51 68.56 57 -0.67 0.33 - - - -

UBP10_HUMAN USP10 NHSVNEEEQEEQGEGpSEDEWEQVGPR S576 ELM+Swissprot - - - - 38.65 64 0.38 -0.51 - - - - - - - -
UBP11_HUMAN USP11 RLLSPAGSSGAPApSPACSSPPSSEFMDVNS905 NEW - - - - - - - - 34.23 43 0.37 0.13 - - - -

UBP11_HUMAN USP11 YVTKPNpSDDEDDGDEKEDDEEDK S605 NEW - - - - - - - - - - - - 75.25 67 -2.70 -0.07
UBP15_HUMAN USP15 GPpSTPKpSPGASNFSTLPK S225, S229 NEW, ELM+Swissprot44.84 37 -0.18 0.56 45.87 51 -0.47 -0.09 79.51 50 -0.06 0.47 - - - -

UBP15_HUMAN USP15 GPSpTPKpSPGASNFSTLPK T226, S229 NEW, ELM+Swissprot- - - - 67.76 51 -0.47 -0.09 - - - - - - - -

UBP15_HUMAN USP15 pSPGASNFSTLPK S229 ELM+Swissprot - - - - - - - - 50.46 48 0.14 0.47 - - - -

UBP16_HUMAN USP16 TVEDEDQDpSEEEKDNDSYIK S415 NEW 65.28 56 0.23 0.19 65.28 57 -0.20 -0.28 65.28 46 -0.01 -0.19 67.76 60 0.62 0.18

UBP16_HUMAN USP16 NINMDNDLEVLTpSSPTR S551 NEW - - - - 188.81 76 -0.31 -0.28 - - - - 134.47 73 0.13 0.18

UBP16_HUMAN USP16 NINMDNDLEVLTSpSPTR S552 ELM+Swissprot - - - - 188.81 76 -0.31 -0.28 - - - - 134.47 73 0.13 0.18
UBP20_HUMAN USP20 AVPIAVADEGEpSEpSEDDDLKPR S132, S134 ELM+Swissprot, ELM+Swissprot138.22 70 -0.11 0.03 144.21 75 0.10 -0.06 41.95 57 -0.77 -0.76 - - - -

UBP24_HUMAN USP24 TIpSAQDTLAYATALLNEK S1811 NEW 155.62 136 0.15 0.15 144.98 147 -0.14 -0.24 - - - - 108.08 76 -0.23 -0.16
UBP24_HUMAN USP24 VSDQNpSPVLPK S1297 ELM+Swissprot 102.9 60 0.07 0.15 89.76 43 -0.05 -0.24 92.11 68 0.12 -0.08 - - - -

UBP24_HUMAN USP24 QMSLCGpTPEK T539 NEW - - - - - - - - 71.15 35 -0.73 -0.08 - - - -

UBP28_HUMAN USP28 SpSMEMPSQPAPR S521 NEW - - - - - - - - - - - - 113.87 40 -1.10 -0.96

UBP2L_HUMAN UBAP2L STSAPQMpSPGSSDNQSSpSPQPAQQK S467, S477 Swissprot, Swissprot_similarity71.69 37 0.11 0.31 115.19 37 -0.42 -0.14 111.98 50 -0.20 -0.03 - - - -

UBP2L_HUMAN UBAP2L STSAPQMpSPGSSDNQSSSPQPAQQK S467 Swissprot 166.39 74 0.00 0.31 158.3 63 -0.02 -0.14 54.09 48 0.05 -0.03 142.38 53 0.10 0.38



UBP2L_HUMAN UBAP2L STSAPQMSPGpSSDNQSSpSPQPAQQK S470, S477 NEW, Swissprot_similarity71.69 37 0.11 0.31 - - - - - - - - - - - -

UBP2L_HUMAN UBAP2L STSAPQMSPGSpSDNQSSpSPQPAQQK S471, S477 NEW, Swissprot_similarity71.69 37 0.11 0.31 - - - - 111.98 45 -0.15 -0.03 - - - -

UBP2L_HUMAN UBAP2L RYPpSSISpSSPQK S604, S608 NEW, NEW 24.73 34 0.56 0.31 44.23 37 0.44 -0.14 - - - - - - - -

UBP2L_HUMAN UBAP2L RYPpSSISSpSPQK S604, S609 NEW, ELM+Swissprot24.73 34 0.56 0.31 69.17 36 0.35 -0.14 - - - - - - - -

UBP2L_HUMAN UBAP2L RYPpSSIpSSSPQK S604, S607 NEW, ELM+Swissprot24.73 34 0.56 0.31 - - - - - - - - - - - -
UBP2L_HUMAN UBAP2L STSAPQMSPGpSSDNQSSSPQPAQQK S470 NEW 134.43 74 0.00 0.31 158.3 63 -0.02 -0.14 54.09 48 0.05 -0.03 142.38 53 0.10 0.38

UBP2L_HUMAN UBAP2L RYPSpSISpSSPQK S605, S608 ELM+Swissprot, NEW24.73 34 0.56 0.31 44.23 37 0.44 -0.14 - - - - - - - -

UBP2L_HUMAN UBAP2L RYPSpSIpSSSPQK S605, S607 ELM+Swissprot, ELM+Swissprot24.73 34 0.56 0.31 - - - - - - - - - - - -

UBP2L_HUMAN UBAP2L RYPSpSISSpSPQK S605, S609 ELM+Swissprot, ELM+Swissprot24.73 34 0.56 0.31 69.17 36 0.35 -0.14 - - - - - - - -

UBP2L_HUMAN UBAP2L SPAVATSTAAPPPPpSSPLPSK S453 ELM+Swissprot 69.06 33 0.06 0.31 - - - - - - - - 116.87 77 0.02 0.38

UBP2L_HUMAN UBAP2L NPSDSAVHpSPFTK S416 Swissprot - - - - 122.16 73 -0.45 -0.14 71.8 61 -1.05 -0.03 - - - -
UBP2L_HUMAN UBAP2L STSAPQMSPGSpSDNQSSSPQPAQQK S471 NEW - - - - 119.73 62 0.14 -0.14 54.09 43 0.11 -0.03 - - - -

UBP2L_HUMAN UBAP2L SPAVATSTAAPPPPSpSPLPSK S454 ELM+Swissprot - - - - 116.87 93 0.00 -0.14 126.5 82 0.26 -0.03 - - - -
UBP2L_HUMAN UBAP2L STSAPQMSPGSSDNQSSpSPQPAQQK S477 Swissprot_similarity - - - - - - - - - - - - 62.66 56 0.42 0.38

UBP2L_HUMAN UBAP2L STSAPQMSPGSSDNQSpSSPQPAQQK S476 NEW - - - - - - - - - - - - 62.66 56 0.42 0.38

UBP2L_HUMAN UBAP2L RYPSSISSpSPQK S609 ELM+Swissprot - - - - - - - - - - - - 41.92 31 0.15 0.38

UBP32_HUMAN USP32 SPSSLSANIIpSSPKGpSPSSSR S1371, S1376 NEW, NEW - - - - - - - - 57.75 33 0.48 0.49 - - - -

UBP32_HUMAN USP32 SPSSLSANIISpSPKGpSPSSSR S1372, S1376 ELM+Swissprot, NEW- - - - - - - - 57.75 33 0.48 0.49 - - - -

UBP36_HUMAN USP36 AVpSPAPQSSSR S742 ELM+Swissprot 79.35 38 0.08 0.26 105.56 73 -0.26 -0.30 134.56 64 -0.19 -0.38 79.35 76 -0.38 0.30
UBP36_HUMAN USP36 NIGNGIISpSPLTGK S464 NEW - - - - - - - - 164.13 71 -0.71 -0.38 - - - -

UBP4_HUMAN USP4 NSCEGEDEEEMEHQEEGKEQLSEpTEGpSGEDEPGNDPSETTQKT677, S680 NEW, NEW 48.53 33 0.44 0.58 - - - - - - - - - - - -

UBP4_HUMAN USP4 NpSCEGEDEEEMEHQEEGKEQLSETEGpSGEDEPGNDPSETTQKS655, S680 NEW, NEW 48.53 33 0.44 0.58 - - - - - - - - - - - -

UBP4_HUMAN USP4 NSCEGEDEEEMEHQEEGKEQLpSEpTEGSGEDEPGNDPSETTQKS675, T677 NEW, NEW 48.53 33 0.44 0.58 - - - - - - - - - - - -

UBP4_HUMAN USP4 NpSCEGEDEEEMEHQEEGKEQLpSETEGSGEDEPGNDPSETTQKS655, S675 NEW, NEW 48.53 33 0.44 0.58 - - - - - - - - - - - -

UBP4_HUMAN USP4 NpSCEGEDEEEMEHQEEGKEQLSEpTEGSGEDEPGNDPSETTQKS655, T677 NEW, NEW 48.53 33 0.44 0.58 - - - - - - - - - - - -

UBP4_HUMAN USP4 NSCEGEDEEEMEHQEEGKEQLpSETEGpSGEDEPGNDPSETTQKS675, S680 NEW, NEW 48.53 33 0.44 0.58 - - - - - - - - - - - -

UBP42_HUMAN USP42 DSALAEAPEGLpSPAPPAR S856 ELM+Swissprot - - - - 46.04 40 0.08 -0.14 - - - - 49.83 35 -0.19 0.50
UBP5_HUMAN USP5 SAADpSISESVPVGPK S783 Swissprot - - - - 97.7 86 -2.28 -0.11 138.72 95 -3.44 -0.16 - - - -

UBP7_HUMAN USP7 AGEQQLpSEPEDMEMEAGDTDDPPR S18 ELM+Swissprot 22.13 48 0.17 1.14 - - - - - - - - - - - -

UBP8_HUMAN USP8 RSYpSSPDITQAIQEEEK S718 NEW 79.77 78 0.06 0.21 78.04 75 0.02 -0.41 - - - - - - - -

UBP8_HUMAN USP8 RSYSpSPDITQAIQEEEK S719 NEW 79.77 78 0.06 0.21 78.04 75 0.02 -0.41 - - - - - - - -

UBP8_HUMAN USP8 RpSYSSPDITQAIQEEEK S716 NEW 79.77 78 0.06 0.21 78.04 75 0.02 -0.41 - - - - - - - -

UBP8_HUMAN USP8 SDVpSPIIQPVPSIK S392 NEW - - - - 67.05 57 -0.97 -0.41 93.62 87 -0.63 -0.62 - - - -
UBP8_HUMAN USP8 RSpYSSPDITQAIQEEEK Y717 NEW - - - - 109.95 80 0.01 -0.41 - - - - - - - -

UBQL4_HUMAN UBQLN4 FQQQLEQLNSMGFINREANLQALIApTGGDINAAIERT584 NEW 8.85 33 4.82 4.96 8.85 35 3.30 3.14 - - - - - - - -
UBQL4_HUMAN UBQLN4 MAEPpSGAETRPPIRVTVK S5 NEW - - - - - - - - - - - - 12.22 34 -5.20 -5.06

UBR1_HUMAN UBR1 MEISAELPQpTPQR T21 ELM+Swissprot - - - - 101.78 36 -0.17 -0.33 - - - - - - - -

UBR4_HUMAN UBR4 TGSTSpSKEDDYESDAATIVQK S365 Swissprot_similarity32.89 73 0.35 0.12 56.9 53 0.40 -0.30 - - - - 11.68 49 0.64 0.60

UBR4_HUMAN UBR4 TGSpTSSKEDDYESDAATIVQK T363 NEW 32.89 73 0.35 0.12 56.9 53 0.40 -0.30 - - - - - - - -

UBR4_HUMAN UBR4 TGpSTSSKEDDYESDAATIVQK S362 NEW 74.81 73 0.35 0.12 56.9 53 0.40 -0.30 62.87 64 0.14 0.01 - - - -

UBR4_HUMAN UBR4 TGSTpSSKEDDYESDAATIVQK S364 NEW 32.89 73 0.35 0.12 56.9 53 0.40 -0.30 - - - - - - - -
UBR4_HUMAN UBR4 AAPPPPPPPPPLEpSSPR S619 NEW 87.76 48 0.10 0.12 82.62 57 -0.24 -0.30 118.12 57 -0.20 0.01 - - - -

UBR4_HUMAN UBR4 AAPPPPPPPPPLESpSPR S620 NEW 87.76 48 0.10 0.12 82.62 57 -0.24 -0.30 101.78 57 -0.20 0.01 - - - -

UBR4_HUMAN UBR4 ELASPVpSPELR S181 Swissprot_similarity - - - - 67.31 34 -0.03 -0.30 79.35 43 -0.46 0.01 - - - -

UBR5_HUMAN UBR5 TSDpSPWFLSGSETLGR S110 NEW - - - - - - - - 82.62 43 -1.18 -0.31 - - - -

UBR5_HUMAN UBR5 RIpSQSQPVR S1549 ELM+Swissprot - - - - - - - - 75.51 46 -0.12 -0.31 - - - -

UBXD2_HUMAN UBXN4 VTSSEPPNPApSSSK S456 NEW - - - - - - - - 116.92 64 -0.10 -0.09 - - - -

UCP5_HUMAN SLC25A14 GVVPpTAQRAAIVVGVELPVYDIpTK T203, T221 NEW, NEW - - - - - - - - 5.77 34 0.24 0.25 - - - -

UHRF1_HUMAN UHRF1 ERDSELSDpTDSGCCLGQSESDK T93 NEW 136.78 88 0.13 0.27 - - - - - - - - - - - -
UHRF1_HUMAN UHRF1 ERDSELpSDTDSGCCLGQSESDK S91 NEW - - - - 169.28 93 -0.26 -0.42 - - - - - - - -

UIMC1_HUMAN UIMC1 DLNEpSPVK S677 ELM+Swissprot 58.87 32 0.26 0.05 154.78 53 -0.15 -0.22 130.72 48 0.07 0.17 - - - -

ULA1_HUMAN NAE1 YPGVpSNYQVEEDIGK S446 NEW 26.91 47 -2.76 -0.46 - - - - 61.59 40 -0.01 0.44 - - - -

ULK1_HUMAN ULK1 NLQpSPTQFQTPR S450 NEW - - - - - - - - 73.55 33 1.33 0.85 - - - -

ULK1_HUMAN ULK1 NPLPPILGpSPTK S623 NEW - - - - - - - - 51.74 43 0.10 0.85 - - - -

ULK2_HUMAN ULK2 AALLLEGLpSR S1003 NEW - - - - - - - - 8.11 41 3.80 3.81 - - - -
UN45A_HUMAN UNC45A TVSGPGpTPEPRPApTPGASSVEQLR T8, T15 NEW, ELM+Swissprot- - - - - - - - 109.94 43 -0.41 -0.24 - - - -

UN93B_HUMAN UNC93B1 YLEEDNpSDEpSDAEGEHGDGAEEEAPPAGPRPGPEPAGLGRS547, S550 NEW, NEW - - - - - - - - - - - - 47.56 51 0.90 1.03
UNK_HUMAN UNK NSSLGSPSNLCGpSPPGSIR S385 ELM+Swissprot - - - - - - - - 188.22 132 0.28 0.52 - - - -

UPP1_HUMAN UPP1 FVCVGGpSPSR S61 NEW - - - - - - - - 83.81 44 -0.15 -0.12 - - - -

UPP1_HUMAN UPP1 FVCVGGSPpSR S63 NEW - - - - - - - - 83.81 38 -0.17 -0.12 - - - -

URFB1_HUMAN UHRF1BP1 TQApSSSPAALKPPAGR S986 NEW 21.64 31 -4.56 -4.41 - - - - - - - - - - - -

URFB1_HUMAN UHRF1BP1 TQASpSSPAALKPPAGR S987 NEW 21.64 31 -4.56 -4.41 - - - - - - - - - - - -

UROL1_HUMAN UMODL1 NEDpSGPSGSVDLPLTSTLTALK S679 NEW 0 36 -7.53 -7.38 - - - - - - - - - - - -
UROL1_HUMAN UMODL1 NEDSGPpSGSVDLPLTSTLTALK S682 NEW 0 36 -7.53 -7.38 - - - - - - - - - - - -

UROL1_HUMAN UMODL1 NEDSGPSGSVDLPLTSpTLTALK T692 NEW 0 36 -7.53 -7.38 - - - - - - - - - - - -
UROL1_HUMAN UMODL1 NEDSGPSGSVDLPLTpSTLTALK S691 NEW 0 36 -7.53 -7.38 - - - - - - - - - - - -

UROL1_HUMAN UMODL1 NEDSGPSGSVDLPLpTSTLTALK T690 NEW 0 36 -7.53 -7.38 - - - - - - - - - - - -

UROL1_HUMAN UMODL1 NEDSGPSGSVDLPLTSTLpTALK T694 NEW 0 36 -7.53 -7.38 - - - - - - - - - - - -

UROL1_HUMAN UMODL1 NEDSGPSGpSVDLPLTSTLTALK S684 NEW 0 36 -7.53 -7.38 - - - - - - - - - - - -

US6NL_HUMAN USP6NL IEVLPVDTGAGGYSGNpSGSPK S714 NEW - - - - - - - - 83.62 98 0.20 0.25 - - - -

US6NL_HUMAN USP6NL IEVLPVDTGAGGYSGNSGpSPK S716 ELM+Swissprot - - - - - - - - 83.62 98 0.20 0.25 - - - -
USO1_HUMAN USO1 DLGHPVEEEDELEpSGDQEDEDDESEDPGKS942 Swissprot 170.75 91 0.96 0.82 144.26 77 0.69 -0.23 111.98 67 -0.09 -0.15 168.54 86 0.17 0.15

USO1_HUMAN USO1 DLGHPVEEEDELEpSGDQEDEDDESEDPGKDLDHIS942 Swissprot - - - - 37.88 71 0.36 -0.23 61.85 41 -0.75 -0.15 73.45 85 -0.25 0.15

UT14A_HUMAN UTP14A DYLLpSEpSEDEGDNDGERK S29, S31 ELM+Swissprot, ELM+Swissprot- - - - 95.78 41 0.52 0.09 - - - - - - - -

UT14A_HUMAN UTP14A LLEAIpSSLDGK S51 NEW - - - - - - - - 105.56 46 -0.75 -0.29 - - - -

UT14A_HUMAN UTP14A LLEAISpSLDGK S52 NEW - - - - - - - - 105.56 46 -0.75 -0.29 - - - -

UTP20_HUMAN UTP20 SLSDNGQPGpTPDPADSGGTSAK T1741 ELM+Swissprot - - - - 73.92 46 0.01 -0.59 100.11 55 -0.05 -0.04 - - - -
UTRO_HUMAN UTRN ECEEEAINIQSTAPEEEHEpSPR S295 ELM+Swissprot 96.66 55 0.57 0.23 - - - - - - - - - - - -

UTRO_HUMAN UTRN SQPLTpSPESR S1405 NEW - - - - 59.27 32 -0.94 -0.37 71.15 44 -0.56 -0.55 - - - -
VAMP1_HUMAN VAMP1 SAPAQPPAEGpTEGTAPGGGPPGPPPNMpTpSNRT12, T29, S30 NEW, NEW, NEW - - - - 6.87 33 -1.66 -1.83 - - - - - - - -

VAPA_HUMAN VAPA FKGPFpTDVVTTNLK T30 NEW - - - - - - - - 28.22 37 0.03 -0.01 - - - -

VAPB_HUMAN VAPB TEpTPIVSK T150 NEW 46.61 42 0.10 0.15 44.9 38 -0.91 -0.23 - - - - - - - -

VAPB_HUMAN VAPB pTETPIVSK T148 NEW 46.61 42 0.10 0.15 - - - - - - - - - - - -

VAPB_HUMAN VAPB SLSSpSLDDTEVK S160 Swissprot - - - - 111.19 60 -0.52 -0.23 154.47 72 -0.37 -0.16 - - - -

VAPB_HUMAN VAPB TVQpSNSPISALAPTGK S204 NEW - - - - 55.41 35 -0.67 -0.23 - - - - - - - -
VAPB_HUMAN VAPB TVQSNpSPISALAPTGK S206 ELM+Swissprot - - - - 84.26 35 -0.67 -0.23 - - - - - - - -

VCIP1_HUMAN VCPIP1 DGPSpSAPApTPTK S757, T761 NEW, NEW - - - - 75.38 35 -0.39 0.08 44.23 34 -0.44 -0.05 - - - -
VCIP1_HUMAN VCPIP1 TVSPpSTIRDGPpSSAPATPTK S749, S756 NEW, NEW - - - - - - - - 33.05 37 -0.22 -0.05 - - - -

VCIP1_HUMAN VCPIP1 TVSPpSTIRDGPSpSAPATPTK S749, S757 NEW, NEW - - - - - - - - 33.05 37 -0.22 -0.05 - - - -

VCIP1_HUMAN VCPIP1 DGPSpSAPATPTK S757 NEW - - - - - - - - - - - - 63.88 46 -0.27 0.21

VDAC1_HUMAN VDAC1 LTFDSpSFSPNTGK S102 NEW 10.92 37 -0.06 1.19 31.19 45 0.00 0.11 - - - - - - - -

VDAC1_HUMAN VDAC1 LTFDpSSFSPNTGK S101 ELM 10.92 37 -0.06 1.19 31.19 45 0.00 0.11 - - - - - - - -



VDAC1_HUMAN VDAC1 LTFDSSFpSPNTGK S104 ELM+Swissprot - - - - 60.79 40 0.01 0.11 144.53 104 0.32 0.10 - - - -

VDAC2_HUMAN VDAC2 LTFDTpTFSPNTGK T113 NEW - - - - 23.41 34 0.21 0.00 - - - - - - - -

VDAC2_HUMAN VDAC2 LTFDpTTFSPNTGK T112 NEW - - - - 23.41 34 0.21 0.00 - - - - - - - -

VDAC2_HUMAN VDAC2 LTFDTTFpSPNTGK S115 ELM+Swissprot - - - - - - - - 119.47 93 -0.19 -0.05 - - - -

VGFR2_HUMAN KDR LpSPSFGGMVPpSK S1279, S1288 NEW, NEW - - - - - - - - - - - - 13.89 32 -6.30 -6.16
VGLL4_HUMAN VGLL4 TGPPPIpSPSK S52 NEW - - - - 71.15 49 0.10 -0.07 83.81 40 -0.69 -0.33 37.98 48 -0.14 -0.01

VIGLN_HUMAN HDLBP VATLNpSEEESDPPTYK S31 ELM+Swissprot 103.82 71 0.28 0.34 126.3 88 -0.12 -0.42 152.52 63 0.16 0.48 - - - -

VIME_HUMAN VIM ISLPLPNFSpSLNLR S420 Swissprot 38.85 43 0.38 0.07 99.69 58 -0.35 0.19 - - - - - - - -

VIME_HUMAN VIM QVQpSLTCEVDALK S325 NEW 130.44 68 -0.21 0.07 103.96 79 0.04 0.19 144.53 87 0.22 0.10 - - - -

VIME_HUMAN VIM ISLPLPNFpSSLNLR S419 NEW 38.85 43 0.38 0.07 56.67 58 -0.35 0.19 - - - - - - - -

VIME_HUMAN VIM SLYASpSPGGVYATR S56 ELM+Swissprot 155.9 77 0.04 0.07 186.24 60 -0.71 0.19 155.9 98 -1.34 0.10 170.79 94 -1.91 0.30
VIME_HUMAN VIM ETNLDpSLPLVDTHSK S430 ELM+Swissprot 122.72 77 0.43 0.07 112.17 48 -1.60 0.19 83.47 97 -0.98 0.10 85.98 42 -1.72 0.30

VIME_HUMAN VIM DGQVINETpSQHHDDLE S459 ELM+Swissprot 71.8 56 -1.55 0.07 57.98 55 -3.61 0.19 50.86 52 -3.13 0.10 62.87 55 -3.61 0.30
VIME_HUMAN VIM SYVTTpSTR S34 Swissprot_similarity - - - - 58.87 34 0.18 0.19 - - - - - - - -

VIME_HUMAN VIM SYVpTTSTR T32 NEW - - - - 58.87 34 0.18 0.19 - - - - - - - -

VIME_HUMAN VIM SYVTpTSTR T33 NEW - - - - 58.87 34 0.18 0.19 - - - - - - - -

VIME_HUMAN VIM SLpYApSSPGGVYATR Y53, S55 ELM+Swissprot, Swissprot- - - - 79.77 35 -0.01 0.19 - - - - - - - -

VIME_HUMAN VIM SLpYASpSPGGVYATR Y53, S56 ELM+Swissprot, ELM+Swissprot- - - - 79.77 35 -0.01 0.19 78.04 35 -1.30 0.10 - - - -

VIME_HUMAN VIM QDVDNApSLAR S214 ELM+Swissprot - - - - 81.51 34 -0.37 0.19 - - - - - - - -
VIME_HUMAN VIM TVETRDGQVINETpSQHHDDLE S459 ELM+Swissprot - - - - 49.23 35 -2.76 0.19 - - - - - - - -

VIME_HUMAN VIM pSLYASpSPGGVYATR S51, S56 ELM+Swissprot, ELM+Swissprot- - - - - - - - 99.69 70 -1.19 0.10 - - - -

VIME_HUMAN VIM LRpSSVPGVR S72 ELM+Swissprot - - - - - - - - 72.16 46 -0.02 0.10 43.32 36 -0.09 0.30

VIME_HUMAN VIM LRSpSVPGVR S73 ELM+Swissprot - - - - - - - - 72.16 46 -0.02 0.10 43.32 36 -0.09 0.30

VIME_HUMAN VIM EpTNLDSLPLVDTHSK T426 ELM - - - - - - - - 83.47 71 -0.94 0.10 - - - -

VIME_HUMAN VIM MFGGPGpTApSRPSSSR T20, S22 NEW, NEW - - - - - - - - - - - - 37.98 35 -1.60 0.30

VINC_HUMAN VCL DPSApSPGDAGEQAIR S290 Swissprot 133.43 92 -0.02 0.18 182.51 88 -0.07 -0.39 - - - - - - - -

VINC_HUMAN VCL GQGSpSPVAMQK S346 NEW 81.51 47 0.03 0.18 92.11 38 -0.19 -0.39 116.7 45 -0.15 0.13 - - - -
VINC_HUMAN VCL GWLRDPSApSPGDAGEQAIR S290 Swissprot - - - - 96.66 47 -0.05 -0.39 - - - - - - - -

VINC_HUMAN VCL SFLDSGpYR Y822 Swissprot - - - - 86.47 34 -0.07 -0.39 - - - - - - - -

VINC_HUMAN VCL SFLDpSGYR S820 NEW - - - - - - - - 86.47 49 -0.25 0.13 - - - -

VINEX_HUMAN SORBS3 LCDDGPQLPpTSPR T529 Swissprot 130.44 42 0.28 0.43 81.57 52 -0.05 -0.14 - - - - - - - -

VINEX_HUMAN SORBS3 SPADPTDLGGQTpSPR S563 Swissprot 84.26 61 -0.02 0.43 130.95 79 0.08 -0.14 105.78 65 0.09 0.02 74.81 71 0.22 -0.39

VINEX_HUMAN SORBS3 SPADPTDLGGQpTSPR T562 NEW 84.26 61 -0.02 0.43 - - - - - - - - 74.81 71 0.22 -0.39
VINEX_HUMAN SORBS3 LCDDGPQLPTpSPR S530 ELM+Swissprot 130.44 42 0.28 0.43 116.92 52 -0.05 -0.14 159.17 55 0.05 0.02 144.53 59 -0.44 -0.39

VINEX_HUMAN SORBS3 FDFQAQpSPK S395 NEW - - - - - - - - 75.51 48 -0.61 0.02 62.96 32 -2.51 -0.39
VIP1_HUMAN HISPPD2A TNQGpSMENLCPGK S944 NEW - - - - - - - - - - - - 59.35 73 -0.06 0.08

VIP2_HUMAN HISPPD1 ILPpTPPATLK T1192 NEW - - - - - - - - 49.68 35 -0.71 -0.49 - - - -

VIR_HUMAN KIAA1429 SFLSEPSpSPGR S1579 Swissprot 119.71 47 -0.13 0.09 81.51 48 -0.02 -0.37 122.92 55 -0.05 -0.04 94.59 39 -0.07 0.18

VIR_HUMAN KIAA1429 SFLSEPpSSPGR S1578 NEW 119.71 47 0.02 0.09 81.51 48 -0.02 -0.37 - - - - 108.39 39 -0.07 0.18

VP13C_HUMAN VPS13C MDVQLpTKLTLYR T1297 NEW 14.38 32 -0.37 0.06 - - - - - - - - - - - -

VP37A_HUMAN VPS37A SASSSAAGpSPGGLTSLQQQK S18 NEW - - - - - - - - 46.04 34 2.31 2.32 - - - -
VPS11_HUMAN VPS11 LTSpSLEAGLQR S924 NEW - - - - - - - - 79.35 48 -0.02 -0.01 - - - -

VPS11_HUMAN VPS11 LTpSSLEAGLQR S923 NEW - - - - - - - - 79.35 48 -0.02 -0.01 - - - -

VPS4B_HUMAN VPS4B EGQPSPADEKGNDpSDGEGESDDPEK S102 ELM+Swissprot - - - - - - - - - - - - 64.66 37 -0.36 -0.22

VPS52_HUMAN VPS52 ApTAKEIR T280 NEW - - - - 28.97 38 -5.48 -5.64 - - - - - - - -

VWF_HUMAN VWF LRIpSQK S1310 NEW 12.84 37 1.39 1.54 - - - - - - - - - - - -

WAC_HUMAN WAC VpSTPVVK S481 NEW - - - - 50.52 35 -0.58 -0.27 63.74 41 -0.22 -0.27 - - - -

WAC_HUMAN WAC VSpTPVVK T482 ELM+Swissprot - - - - 50.52 35 -0.58 -0.27 63.74 41 -0.22 -0.27 - - - -

WAC_HUMAN WAC DAGDPpSPPNK S53 ELM+Swissprot - - - - - - - - - - - - 59.27 39 -0.28 0.03
WAPL_HUMAN WAPAL RPEpSPSEIpSPIK S221, S226 ELM+Swissprot, ELM+Swissprot62.3 52 0.04 1.27 94.59 46 0.02 -0.41 62.3 38 -0.08 -0.42 62.3 44 -0.13 0.13

WAPL_HUMAN WAPAL RPESPpSEIpSPIK S223, S226 Swissprot, ELM+Swissprot- - - - - - - - 62.3 38 -0.08 -0.42 62.3 44 0.26 0.13

WAPL_HUMAN WAPAL RPEpSPSEIpSPIKGSVR S221, S226 ELM+Swissprot, ELM+Swissprot- - - - - - - - 51.94 47 -0.40 -0.42 - - - -

WASH6_HUMAN WASH6P QDDGSSSASPpSVQGAPR S146 NEW - - - - 132.25 78 -1.48 -0.38 169.01 113 -0.64 0.19 - - - -

WASH6_HUMAN WASH6P QDDGSSSApSPSVQGAPR S144 NEW - - - - - - - - 169.01 113 -0.64 0.19 - - - -

WDHD1_HUMANWDHD1 pSHILEDDENSVDISMLK S374 ELM+Swissprot - - - - 30.4 43 0.69 0.12 - - - - - - - -
WDR26_HUMAN WDR26 RLpSQSDEDVIR S121 ELM+Swissprot - - - - 105.56 55 -0.06 -0.23 - - - - - - - -

WDR3_HUMAN WDR3 IKGSpSPGIQDTLEAEDGAFETDEAPEDR S241 NEW - - - - 52.4 95 -0.05 -0.26 - - - - - - - -
WDR43_HUMAN WDR43 pSGGNEVSIEER S431 ELM+Swissprot - - - - - - - - 53.09 53 -0.55 -0.40 - - - -

WDR44_HUMAN WDR44 EYVSNDAAQpSDDEEKLQSQPTDTDGGR S403 ELM+Swissprot 102.78 81 0.11 0.12 73.92 73 0.11 -0.21 - - - - 160.43 84 -0.09 -0.54

WDR44_HUMAN WDR44 ELSDQApTASPIVAR T94 NEW - - - - 125.18 98 -0.76 -0.21 112.17 103 -0.52 -0.16 55.41 51 -1.68 -0.54

WDR44_HUMAN WDR44 LTQTSpSTEQLNVLETETEVLNK S162 NEW - - - - 126.01 79 0.35 -0.21 - - - - - - - -

WDR44_HUMAN WDR44 VGNEpSPVQELK S50 ELM+Swissprot - - - - - - - - 108.39 38 -0.27 -0.16 - - - -

WDR44_HUMAN WDR44 ELSDQATApSPIVAR S96 ELM+Swissprot - - - - - - - - 149.82 107 -0.61 -0.16 - - - -
WDR55_HUMAN WDR55 TCEERPAEDGpSDEEDPDSMEAPTR S14 NEW 95.03 31 -0.09 0.67 - - - - - - - - 54.79 70 0.13 0.29

WDR59_HUMAN WDR59 AVpSPTEPTPR S564 NEW - - - - - - - - 100.07 38 -1.86 -1.85 - - - -
WDR70_HUMAN WDR70 TMFAQVEpSDDEEAKNEPEWK S638 ELM+Swissprot 80.08 42 0.66 0.86 71.82 50 0.24 -0.03 87.24 48 -0.05 -0.36 - - - -

WDR70_HUMAN WDR70 MERSGPSEVTGSDApSGPDPQLAVpTMGFTGFGKS15, T24 NEW, NEW - - - - 10.27 32 0.02 -0.03 - - - - - - - -

WDR70_HUMAN WDR70 MERSGPSEVpTGSDASGPDPQLAVpTMGFTGFGKT10, T24 NEW, NEW - - - - 10.27 32 0.02 -0.03 - - - - - - - -

WDR70_HUMAN WDR70 AAEDSPYWVpSPAYSK S621 ELM+Swissprot - - - - - - - - 107.82 67 -0.80 -0.36 - - - -

WDR75_HUMAN WDR75 EIPEDVDMEEEKEpSEDpSDEENDFTEK S779, S782 Swissprot, Swissprot138.22 49 1.04 0.43 117.97 49 1.64 0.45 - - - - 78.77 42 0.19 0.33

WDR75_HUMAN WDR75 VQDTpSNTGLGEDIIHQLSK S796 Swissprot 126.3 78 -0.51 0.43 166.33 73 -1.23 0.45 - - - - - - - -
WDR75_HUMAN WDR75 VQDpTSNTGLGEDIIHQLSK T795 NEW 126.3 78 -0.51 0.43 166.33 73 -1.23 0.45 - - - - - - - -

WDR79_HUMAN WRAP53 GDPPRLpSPDPVAGSAVSQELR S54 ELM+Swissprot 56.9 57 0.03 0.18 - - - - - - - - - - - -

WDR90_HUMAN WDR90 AALAPRPFPEVpSLSQER S295 NEW 29.64 42 -4.79 -4.64 - - - - - - - - - - - -

WIPI2_HUMAN WIPI2 GTYVPSSPpTR T415 NEW 83.81 63 0.13 0.28 - - - - 97.24 56 -0.01 0.01 - - - -

WIPI2_HUMAN WIPI2 GTYVPSpSPTR S413 Swissprot_similarity - - - - 97.24 44 -0.04 -0.24 97.24 61 0.01 0.01 111.42 50 -0.37 -0.23

WIPI2_HUMAN WIPI2 GTYVPpSSPTR S412 Swissprot_similarity - - - - 97.24 47 -0.12 -0.24 97.24 61 0.01 0.01 111.42 50 -0.37 -0.23
WIZ_HUMAN WIZ TPLALAGpSPTPK S996 NEW - - - - - - - - 85.46 43 -0.09 -0.08 - - - -

WNK1_HUMAN WNK1 DVDDGSGpSPHpSPHQLSSK S2029, S2032 Swissprot, ELM+Swissprot75.38 38 0.07 1.10 116.92 40 -0.39 -0.26 - - - - 103.96 41 -0.35 0.17
WNK1_HUMAN WNK1 DVDDGpSGpSPHpSPHQLSSK S2027, S2029, S2032NEW, Swissprot, ELM+Swissprot76.62 44 -0.13 1.10 40.47 34 -0.09 -0.26 - - - - 57.98 33 0.01 0.17

WNK1_HUMAN WNK1 DVDDGpSGSPHpSPHQLSSK S2027, S2032 NEW, ELM+Swissprot75.38 38 0.07 1.10 112.17 53 -0.26 -0.26 130.95 62 -0.50 -0.33 103.96 47 -0.39 0.17

WNK1_HUMAN WNK1 VTpSGVKPASFDK S437 NEW 12.6 35 -6.53 1.10 - - - - - - - - - - - -

WNK1_HUMAN WNK1 KEKPELSEPSHLNGPSpSDPEAAFLSR S2012 ELM+Swissprot 21.11 41 1.93 1.10 - - - - - - - - - - - -

WNK1_HUMAN WNK1 KEKPELSEPSHLNGPpSSDPEAAFLSR S2011 ELM+Swissprot 21.11 41 1.93 1.10 - - - - - - - - - - - -

WNK1_HUMAN WNK1 FIVpSPVPESR S1261 ELM+Swissprot - - - - 88.9 40 -0.84 -0.26 142.08 44 -0.67 -0.33 - - - -
WNK1_HUMAN WNK1 EKPELSEPSHLNGPpSSDPEAAFLSR S2011 ELM+Swissprot - - - - 27.48 40 -0.17 -0.26 - - - - - - - -

WNK1_HUMAN WNK1 DVDDGSGpSPHSPHQLSSK S2029 Swissprot - - - - - - - - 68.56 48 0.27 -0.33 - - - -
WNK1_HUMAN WNK1 QSSTPGSLFLpSPPAPAPK S19 NEW - - - - - - - - 62.95 66 -0.63 -0.33 - - - -

WNK1_HUMAN WNK1 DVDDGpSGSPHSPHQLSSK S2027 NEW - - - - - - - - 68.56 48 0.27 -0.33 - - - -

WNK1_HUMAN WNK1 VPPAVIIPPAAPLpSGR S2121 NEW - - - - - - - - 51.94 69 -0.51 -0.33 - - - -

WNK1_HUMAN WNK1 SIpSNPPGSNLR S2372 NEW - - - - - - - - 57.59 50 0.03 -0.33 - - - -

WRN_HUMAN WRN SIMVQpSPEK S1133 NEW - - - - 65 46 -0.27 -0.39 - - - - - - - -



WWP2_HUMAN WWP2 TTPATGEQpSPGAR S211 ELM+Swissprot 70.15 51 0.45 0.27 70.15 67 -0.05 -0.21 93.62 68 0.05 0.08 59.35 61 -0.59 -0.33

WWP2_HUMAN WWP2 TTPApTGEQSPGAR T207 NEW - - - - - - - - 93.62 76 0.11 0.08 49.23 48 -0.35 -0.33

WWTR1_HUMANWWTR1 SHSSPApSLQLGTGAGAAGSPAQQHAHLRS93 Swissprot_similarity96.66 36 1.81 1.95 - - - - - - - - - - - -

XPC_HUMAN XPC SEAAAPHTDAGGGLpSpSDEEEGTSSQAEAARS883, S884 ELM+Swissprot, ELM+Swissprot108.94 62 0.43 0.57 86.23 79 -0.12 -0.39 - - - - - - - -

XPO1_HUMAN XPO1 QPLIRpSMR S747 NEW - - - - 24.46 31 -6.63 -0.40 - - - - - - - -
XPO5_HUMAN XPO5 HACpSSIIK S606 NEW 16.1 31 -3.09 0.58 - - - - - - - - - - - -

XRCC1_HUMAN XRCC1 TKPTQAAGPSpSPQKPPpTPEETK S447, T453 Swissprot, ELM+Swissprot87.76 42 0.15 -0.22 82.62 48 0.10 -0.46 66.49 66 -0.02 -0.49 84.26 42 0.15 0.66

XRCC1_HUMAN XRCC1 TKPTQAAGPpSSPQKPPpTPEETK S446, T453 NEW, ELM+Swissprot87.76 42 0.15 -0.22 82.62 48 0.10 -0.46 66.49 66 -0.02 -0.49 - - - -

XRCC1_HUMAN XRCC1 AIGSTSKPQEpSPK S241 NEW - - - - - - - - 49.23 62 -0.14 -0.49 - - - -

XRCC1_HUMAN XRCC1 TKPTQAAGPSpSPQKPPTPEETK S447 Swissprot - - - - - - - - - - - - 46.94 38 0.25 0.66

XRCC1_HUMAN XRCC1 TKPpTQAAGPSSPQKPPpTPEETK T440, T453 NEW, ELM+Swissprot- - - - - - - - - - - - 61.59 52 0.11 0.66
XRCC1_HUMAN XRCC1 TKPTQAAGPpSSPQKPPTPEETK S446 NEW - - - - - - - - - - - - 46.94 38 0.25 0.66

XRN1_HUMAN XRN1 EAQSSQATPVQTSQPDSSNIVKVpSPR S1645 NEW - - - - - - - - 138.17 52 -0.47 -0.35 - - - -
XRN2_HUMAN XRN2 NpSPGSQVASNPR S448 ELM+Swissprot 158.19 58 0.04 0.47 142.76 66 -0.43 -0.39 142.76 62 -0.30 -0.22 142.76 53 -0.96 -0.01

XRN2_HUMAN XRN2 MQNNSSPpSISPNTSFTSDGSPSPLGGIK S473 NEW - - - - 60.78 37 -0.30 -0.39 - - - - - - - -

XRN2_HUMAN XRN2 MQNNSSPSISPNpTSFTSDGSPSPLGGIK T478 NEW - - - - 60.78 37 -0.30 -0.39 - - - - - - - -

XRN2_HUMAN XRN2 NpSPGSQVApSNPR S448, S455 ELM+Swissprot, ELM+Swissprot- - - - - - - - 62.3 39 -0.57 -0.22 - - - -

YAF2_HUMAN YAF2 SSpSPRGEASSLNGESH S167 NEW 99.69 43 -0.04 0.10 - - - - - - - - - - - -

YAF2_HUMAN YAF2 TKpSPPASSAASADQHSQSGSSSDNTER S136 NEW - - - - - - - - 67.56 53 -1.10 -1.09 - - - -
YAF2_HUMAN YAF2 TKSPPASpSAASADQHSQSGSSSDNTER S141 NEW - - - - - - - - - - - - 60.76 41 -1.24 -0.03

YAP1_HUMAN YAP1 GDpSETDLEALFNAVMNPK S61 NEW 171.74 115 0.18 0.13 182.81 98 0.18 -0.14 - - - - 158.15 104 0.04 0.14

YAP1_HUMAN YAP1 TMTTNSpSDPFLNSGTYHSR S332 NEW 87.76 44 0.21 0.13 83.47 61 -0.08 -0.14 - - - - - - - -

YAP1_HUMAN YAP1 TMTTNpSSDPFLNSGTYHSR S331 NEW 87.76 44 0.21 0.13 83.47 40 -0.05 -0.14 - - - - - - - -

YAP1_HUMAN YAP1 QASTDAGpTAGALTPQHVR T114 NEW - - - - 84.26 37 0.36 -0.14 - - - - 50.86 41 0.28 0.14

YAP1_HUMAN YAP1 AHSSPApSLQLGAVSPGTLTPTGVVSGPAATPTAQHLRS131 NEW - - - - 20.84 35 0.66 -0.14 - - - - - - - -

YAP1_HUMAN YAP1 SQLPTLEQDGGTQNPVSpSPGMSQELR S317 NEW - - - - 166.39 82 -0.35 -0.14 - - - - - - - -

YAP1_HUMAN YAP1 TMpTTNSSDPFLNSGTYHSR T328 NEW - - - - 83.47 40 -0.05 -0.14 - - - - - - - -
YAP1_HUMAN YAP1 TMTpTNSSDPFLNSGTYHSR T329 NEW - - - - 83.47 40 -0.05 -0.14 - - - - - - - -

YAP1_HUMAN YAP1 QASpTDAGTAGALTPQHVR T110 Swissprot - - - - - - - - 90.47 51 0.24 0.08 - - - -

YBOX1_HUMAN YBX1 NYQQNYQNSEpSGEKNEGpSESAPEGQAQQRS167, S174 Swissprot, ELM+Swissprot32.56 64 0.48 0.61 134.07 52 0.30 -0.04 39.09 43 -0.10 0.29 87.58 40 0.19 0.46

YBOX1_HUMAN YBX1 NYQQNYQNSEpSGEKNEGSEpSAPEGQAQQRS167, S176 Swissprot, ELM+Swissprot32.56 64 0.48 0.61 - - - - - - - - - - - -

YBOX1_HUMAN YBX1 AADPPAENpSSAPEAEQGGAE S313 NEW 18.32 33 -0.03 0.61 - - - - - - - - - - - -

YBOX1_HUMAN YBX1 NYQQNYQNpSEpSGEK S165, S167 ELM+Swissprot, Swissprot37.91 34 0.21 0.61 36.85 38 -0.16 -0.04 67.05 47 -0.09 0.29 32.02 34 -0.24 0.46
YBOX1_HUMAN YBX1 NYQQNYQNpSESGEKNEGpSESAPEGQAQQRS165, S174 ELM+Swissprot, ELM+Swissprot32.56 64 0.48 0.61 134.07 52 0.30 -0.04 39.09 43 -0.10 0.29 87.58 40 0.19 0.46

YBOX1_HUMAN YBX1 NYQQNYQNpSESGEKNEGSEpSAPEGQAQQRS165, S176 ELM+Swissprot, ELM+Swissprot32.56 64 0.48 0.61 - - - - - - - - - - - -
YBOX1_HUMAN YBX1 NYQQNYQNpSESGEK S165 ELM+Swissprot 149.82 69 0.26 0.61 109.95 72 0.22 -0.04 112.17 75 0.29 0.29 122.72 71 0.19 0.46

YBOX1_HUMAN YBX1 NYQQNYQNSESGEKNEGpSESAPEGQAQQRS174 ELM+Swissprot - - - - 58.73 67 0.26 -0.04 - - - - 64.66 62 0.05 0.46

YBOX1_HUMAN YBX1 NYQQNYQNSESGEKNEGSEpSAPEGQAQQRS176 ELM+Swissprot - - - - 58.73 67 0.26 -0.04 - - - - - - - -

YBOX1_HUMAN YBX1 NEGpSESAPEGQAQQR S174 ELM+Swissprot - - - - 164.13 100 0.59 -0.04 - - - - 109.95 109 1.60 0.46

YBOX1_HUMAN YBX1 AADPPAENSpSAPEAEQGGAE S314 ELM+Swissprot - - - - 82.8 52 -0.02 -0.04 177.25 82 0.06 0.29 - - - -

YBOX1_HUMAN YBX1 NYQQNYQNSEpSGEKNEGSESAPEGQAQQRS167 Swissprot - - - - - - - - 170.75 64 -0.28 0.29 - - - -
YBOX1_HUMAN YBX1 NYQQNYQNpSEpSGEKNEGSESAPEGQAQQRS165, S167 ELM+Swissprot, Swissprot- - - - - - - - 39.09 43 -0.10 0.29 112.44 39 0.40 0.46

YBOX1_HUMAN YBX1 NYQQNYQNpSESGEKNEGSESAPEGQAQQRS165 ELM+Swissprot - - - - - - - - 170.75 64 -0.28 0.29 43.81 55 0.22 0.46

YBOX1_HUMAN YBX1 NEGSEpSAPEGQAQQR S176 ELM+Swissprot - - - - - - - - 152.78 105 0.72 0.29 - - - -

YBOX1_HUMAN YBX1 NYQQNpYQNSESGEKNEGSEpSAPEGQAQQRY162, S176 ELM+Swissprot, ELM+Swissprot- - - - - - - - - - - - 28.58 34 0.36 0.46

YE026_HUMAN C5orf60 EPpSSVPPR S63 NEW 16.1 34 0.08 0.22 - - - - - - - - - - - -

YE026_HUMAN C5orf60 EPSpSVPPR S64 NEW 16.1 34 0.08 0.22 - - - - - - - - - - - -

YES_HUMAN YES1 GApYSLSIR Y194 Swissprot_similarity72.16 40 0.03 0.24 - - - - - - - - - - - -

YES_HUMAN YES1 LIEDNEpYTAR Y426 ELM+Swissprot 73.26 40 0.41 0.24 - - - - 118.17 41 0.78 0.16 - - - -
YG028_HUMAN HEPACAM2 pYLLGSVNK Y79 NEW - - - - 72.16 31 -6.80 -6.97 - - - - - - - -

YG053_HUMAN NCRNA00174 RLIpSCPAAApSPGQAPACR S179, S185 NEW, NEW - - - - - - - - - - - - 4.94 31 3.16 3.29

YH010_HUMAN GAGEVPADLGPLRVPGpSR S58 NEW - - - - - - - - - - - - 0 34 2.79 2.93

YJ005_HUMAN LGGAVPFAPPEVpSPEQAK S93 NEW 95.03 32 -0.01 0.13 82.8 34 -0.51 -0.59 155.62 86 -0.13 -0.11 - - - -

YL009_HUMAN C12orf74 DpSSHLLSPLR S95 NEW - - - - 61.05 37 3.68 3.52 - - - - - - - -

YL009_HUMAN C12orf74 DSpSHLLSPLR S96 NEW - - - - 61.05 37 3.68 3.52 - - - - - - - -
YLPM1_HUMAN YLPM1 SSYLEpSPR S561 NEW - - - - - - - - 135.86 44 -0.05 -0.46 - - - -

YLPM1_HUMAN YLPM1 GPASQFYITPpSTSLSPR S630 NEW - - - - - - - - 65.6 44 -0.47 -0.46 - - - -
YRDC_HUMAN YRDC LPGSGAVQAApSPER S60 Swissprot - - - - - - - - 36.16 35 -0.63 -0.61 - - - -

YTDC1_HUMAN YTHDC1 GIpSPIVFDR S308 ELM+Swissprot 121.97 50 -0.06 0.05 138.46 38 0.14 -0.05 138.46 40 -0.10 -0.04 - - - -

YTDC1_HUMAN YTHDC1 ELPFpTK T456 NEW - - - - - - - - - - - - 5.14 35 6.62 6.76

YTDC2_HUMAN YTHDC2 VDGIPNDSpSDSEMEDK S331 NEW - - - - 90.47 49 0.02 -0.07 - - - - - - - -

YTHD1_HUMAN YTHDF1 NAAFGQpSGGAGSDSNSPGNVQPNSAPSVESHPVLEKS341 NEW 37.78 51 -0.54 -0.39 - - - - - - - - - - - -

YTHD1_HUMAN YTHDF1 NAAFGQSGGAGpSDSNSPGNVQPNSAPSVESHPVLEKS346 NEW 37.78 51 -0.54 -0.39 - - - - - - - - - - - -
YTHD1_HUMAN YTHDF1 NAAFGQSGGAGSDSNpSPGNVQPNSAPSVESHPVLEKS350 NEW 37.78 51 -0.54 -0.39 - - - - - - - - - - - -

YTHD1_HUMAN YTHDF1 NAAFGQSGGAGSDpSNSPGNVQPNSAPSVESHPVLEKS348 NEW 37.78 51 -0.54 -0.39 - - - - - - - - - - - -
YX003_HUMAN CXorf67 pSLpSGSADENPSCGTGSER S361, S363 NEW, NEW 49.68 65 0.27 0.27 - - - - - - - - - - - -

YX003_HUMAN CXorf67 ASpSPpSPPGR S410, S412 NEW, NEW 43.32 42 0.60 0.27 43.32 39 0.28 -0.09 54.78 33 0.16 -0.11 - - - -

YX003_HUMAN CXorf67 SISpTPpSPESLR T463, S465 NEW, NEW 94.59 43 0.20 0.27 83.81 50 -0.09 -0.09 92.11 42 -0.11 -0.11 150.12 45 -0.54 0.02

YX003_HUMAN CXorf67 SIpSTPpSPESLR S462, S465 NEW, NEW 94.59 41 0.24 0.27 83.81 47 -0.06 -0.09 92.11 46 -0.07 -0.11 - - - -

YX003_HUMAN CXorf67 QDCRpSPHEVFGCVVPEGGSQAAVGPQKS105 NEW 101.32 60 0.28 0.27 96.6 74 -0.08 -0.09 138.17 75 -0.54 -0.11 104.27 72 -0.26 0.02

YX003_HUMAN CXorf67 ATHLDPARLpSPESAPGPAR S259 NEW 71.82 32 0.38 0.27 54.21 36 -0.05 -0.09 134.47 51 -0.61 -0.11 49.23 59 -0.05 0.02
YX003_HUMAN CXorf67 SLpSGSADENPSCGTGSER S363 NEW 185.75 114 0.30 0.27 197.03 136 0.37 -0.09 - - - - 153.19 122 0.27 0.02

YX003_HUMAN CXorf67 SGpSPDPEVPSR S387 NEW 122.92 88 -0.07 0.27 158.61 62 0.02 -0.09 94.59 85 0.17 -0.11 126.36 73 0.02 0.02

YX003_HUMAN CXorf67 ASpSPSPPGR S410 NEW 98.15 43 -0.06 0.27 113.91 52 -0.04 -0.09 94.8 51 0.26 -0.11 - - - -

YX003_HUMAN CXorf67 ASSPpSPPGR S412 NEW 67.2 43 -0.06 0.27 - - - - - - - - - - - -

YX003_HUMAN CXorf67 SISTPpSPESLR S465 NEW 92.11 54 -0.11 0.27 119.71 58 0.00 -0.09 105.56 64 0.11 -0.11 116.7 59 -0.14 0.02

YX003_HUMAN CXorf67 RSLpSGpSADENPSCGTGSER S363, S365 NEW, NEW - - - - 107.82 46 0.35 -0.09 - - - - 89.63 32 -0.06 0.02
YX003_HUMAN CXorf67 SLpSGpSADENPSCGTGSER S363, S365 NEW, NEW - - - - 166.38 123 0.32 -0.09 144.98 119 0.03 -0.11 81.03 88 -0.10 0.02

YX003_HUMAN CXorf67 SGpSPDPEVPpSRASPPVWHAVR S387, S394 NEW, NEW - - - - 76.62 35 0.00 -0.09 90.47 56 -0.46 -0.11 - - - -
YX003_HUMAN CXorf67 SGpSPDPEVPSRApSPPVWHAVR S387, S397 NEW, NEW - - - - 76.62 35 0.00 -0.09 90.47 56 -0.46 -0.11 61.85 34 -0.26 0.02

YX003_HUMAN CXorf67 LpSPESAPGPAR S259 NEW - - - - 69.17 50 -0.02 -0.09 - - - - - - - -

YX003_HUMAN CXorf67 RpSLSGSADENPSCGTGSER S361 NEW - - - - 109.95 37 0.09 -0.09 - - - - - - - -

YX003_HUMAN CXorf67 RSLpSGSADENPSCGTGSER S363 NEW - - - - 109.95 37 0.09 -0.09 - - - - - - - -

YX003_HUMAN CXorf67 RSLSGpSADENPSCGTGSER S365 NEW - - - - 109.95 37 0.09 -0.09 92.17 37 -0.21 -0.11 - - - -

YX003_HUMAN CXorf67 STpSTpTPGTGLR S338, T340 NEW, NEW - - - - - - - - 81.51 35 -1.16 -0.11 - - - -
YX003_HUMAN CXorf67 GCDpSAPGPAR S284 NEW - - - - - - - - 114.67 51 -0.94 -0.11 - - - -

YX003_HUMAN CXorf67 STSTpTPGTGLR T340 NEW - - - - - - - - 105.56 35 -2.18 -0.11 - - - -
YX003_HUMAN CXorf67 SLSGpSADENPSCGTGSER S365 NEW - - - - - - - - 142.65 149 0.00 -0.11 119.94 138 -0.63 0.02

YX003_HUMAN CXorf67 pSLSGpSADENPSCGTGSER S361, S365 NEW, NEW - - - - - - - - - - - - 81.03 88 -0.10 0.02

YX003_HUMAN CXorf67 pSGSPDPEVPSR S385 NEW - - - - - - - - - - - - 56.01 42 0.00 0.02

YX003_HUMAN CXorf67 ApSSPSPPGR S409 NEW - - - - - - - - - - - - 34.11 37 -0.29 0.02

YX014_HUMAN CXorf65 QLNKpTTK T178 NEW - - - - - - - - 36.89 43 -0.16 -0.15 - - - -



YX014_HUMAN CXorf65 QLNKTpTK T179 NEW - - - - - - - - 36.89 43 -0.16 -0.15 - - - -

Z280C_HUMAN ZNF280C SEPHpSPGIPEIFR S80 Swissprot - - - - 63.88 34 -0.62 -0.70 - - - - - - - -

Z280C_HUMAN ZNF280C GTNTSpSPYDAGADYLR S227 NEW - - - - 214.24 91 -0.46 -0.70 214.24 94 -0.46 -0.45 - - - -

Z385C_HUMAN ZNF385C pSKQRPHpTQAQDGAVVSPIPTLApSGAPGEPQpSKS113, T119, S135, S143NEW, NEW, NEW, NEW- - - - - - - - 9.45 34 4.04 4.05 - - - -

Z385C_HUMAN ZNF385C pSKQRPHTQAQDGAVVpSPIPTLApSGAPGEPQpSKS113, S128, S135, S143NEW, NEW, NEW, NEW- - - - - - - - 9.45 34 4.04 4.05 - - - -
ZBT7A_HUMAN ZBTB7A HFKDEDEDEDVApSPDGLGR S549 ELM+Swissprot 29.64 48 0.28 0.55 62.3 72 -0.44 -0.61 50.46 76 -1.16 -1.15 48.83 41 -0.20 -0.06

ZC11A_HUMAN ZC3H11A TVLPTVPEpSPEEEVK S108 ELM+Swissprot 120.37 70 -0.02 0.21 84.26 46 -0.13 -0.30 146.98 62 -0.64 -0.30 - - - -

ZC11A_HUMAN ZC3H11A LSVQSNPpSPQLR S132 ELM+Swissprot 75.38 37 0.17 0.21 85.46 57 -0.56 -0.30 100.39 72 -0.79 -0.30 43.04 36 -1.70 -0.04

ZC11A_HUMAN ZC3H11A VEVETSGIGDpSLLNVK S630 NEW - - - - 18.74 31 -1.09 -0.30 - - - - - - - -

ZC11A_HUMAN ZC3H11A VEVETpSGIGDSLLNVK S625 NEW - - - - 18.74 31 -1.09 -0.30 - - - - - - - -

ZC11A_HUMAN ZC3H11A VEVEpTSGIGDSLLNVK T624 NEW - - - - 18.74 31 -1.09 -0.30 - - - - - - - -
ZC11A_HUMAN ZC3H11A VQQSSEpSSTSSPSQHEATPGAR S491 NEW - - - - - - - - - - - - 49.21 37 -1.46 -0.04

ZC11A_HUMAN ZC3H11A VQQSpSESSTSSPSQHEATPGAR S489 NEW - - - - - - - - - - - - 49.21 37 -1.46 -0.04
ZC11A_HUMAN ZC3H11A VQQSSESSTSpSPSQHEATPGAR S495 ELM+Swissprot - - - - - - - - - - - - 49.21 37 -1.46 -0.04

ZC3H3_HUMAN ZC3H3 VKPPpSKSGSApSASGAQR S131, S137 NEW, NEW - - - - 4.38 38 -1.72 -1.88 - - - - - - - -

ZC3H3_HUMAN ZC3H3 VKPPpSKSGSASApSGAQR S131, S139 NEW, NEW - - - - 4.38 38 -1.72 -1.88 - - - - - - - -

ZC3H4_HUMAN ZC3H4 TGSGpSPFAGNpSPAREGEQDAASLK S1269, S1275 ELM+Swissprot, ELM+Swissprot106.28 58 0.05 0.10 132.25 58 0.03 -0.11 140.4 66 -0.05 0.11 67.88 59 -0.37 0.10

ZC3H4_HUMAN ZC3H4 TGSGpSPFAGNpSPAR S1269, S1275 ELM+Swissprot, ELM+Swissprot39.82 45 0.18 0.10 48.06 51 -0.10 -0.11 57.98 49 -0.13 0.11 91.57 90 -0.29 0.10

ZC3H4_HUMAN ZC3H4 TGSGSPFAGNpSPAREGEQDAASLK S1275 ELM+Swissprot 110.71 41 -1.60 0.10 - - - - 142.65 52 0.48 0.11 - - - -
ZC3H4_HUMAN ZC3H4 TGSGSPFAGNpSPAR S1275 ELM+Swissprot 103.96 89 -0.11 0.10 130.44 78 -0.03 -0.11 - - - - 79.77 51 0.28 0.10

ZC3H4_HUMAN ZC3H4 TGpSGSPFAGNSPAR S1267 Swissprot - - - - - - - - 81.57 70 0.54 0.11 - - - -

ZC3H4_HUMAN ZC3H4 AAKPGPAEAPSPpTASPSGDApSPPATAPYDPRT1106, S1114 NEW, ELM+Swissprot- - - - - - - - 90.89 65 -0.16 0.11 - - - -

ZC3H4_HUMAN ZC3H4 TGSGpSPFAGNSPAR S1269 ELM+Swissprot - - - - - - - - 81.57 70 0.54 0.11 - - - -

ZC3H8_HUMAN ZC3H8 TATDpSDERIDDEIDTEVEETQEEK S22 NEW - - - - - - - - 66.49 85 0.08 -0.14 - - - -

ZC3HD_HUMAN ZC3H13 TSAVpSSPLLDQQR S241 Swissprot 59.35 37 -0.10 1.11 83.47 54 -0.15 -0.24 - - - - 119.47 40 -0.32 -0.21

ZC3HD_HUMAN ZC3H13 TSAVSpSPLLDQQR S242 Swissprot 59.35 37 -0.10 1.11 - - - - 81.57 69 -0.22 0.02 119.47 40 -0.32 -0.21

ZC3HD_HUMAN ZC3H13 TLpTPPLR T364 NEW 50.52 34 0.07 1.11 - - - - - - - - - - - -
ZC3HD_HUMAN ZC3H13 SKLpSPSPpSLR S207, S211 ELM+Swissprot, NEW83.81 43 0.14 1.11 - - - - 97.24 54 -0.13 0.02 86.27 48 -0.22 -0.21

ZC3HD_HUMAN ZC3H13 SKLpSPpSPSLR S207, S209 ELM+Swissprot, ELM+Swissprot83.81 44 -0.12 1.11 48.2 41 -0.15 -0.24 59.27 54 -0.13 0.02 49.68 36 -2.37 -0.21

ZC3HD_HUMAN ZC3H13 GPRpTPpSPPPPIPEDIALGK T263, S265 ELM+Swissprot, ELM+Swissprot138.72 58 0.01 1.11 127.75 58 0.01 -0.24 107.82 73 0.12 0.02 79.77 55 -0.10 -0.21

ZC3HD_HUMAN ZC3H13 EVpSPEVVR S198 ELM+Swissprot - - - - 167.92 59 -0.05 -0.24 130.72 45 0.28 0.02 118.26 37 -0.10 -0.21

ZC3HD_HUMAN ZC3H13 SLpSPSHLTEDR S877 ELM+Swissprot - - - - 114.67 77 -0.25 -0.24 94.59 63 -0.16 0.02 - - - -

ZC3HD_HUMAN ZC3H13 GNIETTSEDGQVFpSPK S993 ELM+Swissprot - - - - 183.79 71 -0.13 -0.24 139.18 92 0.13 0.02 - - - -
ZC3HD_HUMAN ZC3H13 GNIETTpSEDGQVFpSPK S986, S993 NEW, ELM+Swissprot- - - - - - - - 152.52 49 0.25 0.02 - - - -

ZC3HD_HUMAN ZC3H13 KEVpSPEVVR S198 ELM+Swissprot - - - - - - - - 51.27 41 -0.33 0.02 - - - -
ZC3HD_HUMAN ZC3H13 SApSPpYPSHSLpSSPQR S372, Y374, S380ELM, NEW, NEW - - - - - - - - 28.91 41 0.05 0.02 - - - -

ZC3HD_HUMAN ZC3H13 SApSPpYPSHSLSpSPQR S372, Y374, S381ELM, NEW, NEW - - - - - - - - 28.91 41 0.05 0.02 - - - -

ZC3HE_HUMAN ZC3H14 DLVQPDKPApSPK S515 ELM+Swissprot 92.11 35 0.34 0.26 - - - - 85.46 41 -0.56 -0.52 - - - -

ZCCHV_HUMAN ZC3HAV1 SCpTPpSPDQISHR T273, S275 Swissprot, Swissprot- - - - 98.01 39 -0.50 -0.21 75.38 56 -0.61 -0.31 - - - -

ZCCHV_HUMAN ZC3HAV1 SSLGSLQpTPEAVTTR T393 Swissprot - - - - 109.95 63 -0.40 -0.21 178.96 98 -0.52 -0.31 - - - -

ZCCHV_HUMAN ZC3HAV1 TVFpSPTLPAAR S378 ELM+Swissprot - - - - 46.8 38 -0.74 -0.21 92.11 51 -0.52 -0.31 - - - -
ZCCHV_HUMAN ZC3HAV1 SpSLGSLQpTPEAVTTR S387, T393 Swissprot, Swissprot- - - - - - - - 130.95 83 -0.93 -0.31 - - - -

ZCH11_HUMAN ZCCHC11 CALQNpSPR S209 NEW 98.15 45 -0.29 -0.49 83.38 48 -0.30 -0.31 69.57 54 0.07 -0.04 - - - -

ZCH18_HUMAN ZC3H18 KLGVpSVpSPSR S532, S534 ELM+Swissprot, ELM+Swissprot57.59 35 0.26 0.26 27.82 34 0.17 -0.14 27.82 38 0.11 0.05 - - - -

ZCH18_HUMAN ZC3H18 LGVpSVpSPSR S532, S534 ELM+Swissprot, ELM+Swissprot52.96 32 0.50 0.26 - - - - 77.93 42 0.17 0.05 - - - -

ZCH18_HUMAN ZC3H18 LGVSVpSPSR S534 ELM+Swissprot 75.51 60 0.00 0.26 91.73 64 -0.10 -0.14 77.93 64 -0.06 0.05 62.96 55 -0.08 0.02

ZCH18_HUMAN ZC3H18 pSAKPPAGGK S781 NEW - - - - - - - - - - - - 22.69 31 -7.78 0.02

ZCHC7_HUMAN ZCCHC7 TYSpSPGSFK S481 NEW - - - - - - - - 106.41 43 -0.03 0.13 - - - -

ZCHC8_HUMAN ZCCHC8 LFPADTpSPSTATK S649 NEW - - - - 106.25 61 -0.49 -0.27 95.76 74 -0.28 0.03 70.15 56 -1.05 -0.05
ZCHC8_HUMAN ZCCHC8 LFPADpTSPSTATK T648 NEW - - - - - - - - - - - - 70.15 56 -1.05 -0.05

ZCRB1_HUMAN ZCRB1 STYFSDEEELpSD S216 Swissprot 116.7 36 0.18 0.33 34.76 33 0.16 0.02 - - - - - - - -

ZCRB1_HUMAN ZCRB1 KSTYFpSDEEELpSD S210, S216 Swissprot, Swissprot- - - - 93.62 36 0.21 0.02 59.35 41 -0.05 -0.03 - - - -

ZDH23_HUMAN ZDHHC23 SLpSSSQLECLSR S206 NEW 113.87 63 0.18 0.33 124.99 72 0.01 -0.10 142.76 86 1.18 1.19 - - - -

ZDHC5_HUMAN ZDHHC5 GDpSLKEPTSIAESSR S380 NEW 77.31 36 0.41 0.55 - - - - - - - - - - - -

ZDHC5_HUMAN ZDHHC5 GVGpSPEPGPTAPYLGR S621 Swissprot - - - - 155.24 72 -0.54 -0.24 128.58 85 -0.27 -0.08 - - - -
ZDHC5_HUMAN ZDHHC5 SLGSASPGPGQPPLSpSPTR S694 Swissprot - - - - 159.01 97 0.06 -0.24 128.02 97 0.39 -0.08 101.22 69 0.16 0.30

ZDHC5_HUMAN ZDHHC5 SLGSASPGPGQPPLpSSPTR S693 NEW - - - - 126.01 97 0.06 -0.24 128.02 97 0.39 -0.08 101.22 69 0.16 0.30
ZDHC5_HUMAN ZDHHC5 SLGSApSPGPGQPPLSpSPTR S684, S694 NEW, Swissprot - - - - - - - - 87.58 93 -0.41 -0.08 - - - -

ZDHC5_HUMAN ZDHHC5 SLGSApSPGPGQPPLpSSPTR S684, S693 NEW, NEW - - - - - - - - 87.58 93 -0.41 -0.08 - - - -

ZEB1_HUMAN ZEB1 NNDQPQSANANEPQDSTVNLQpSPLK S679 ELM+Swissprot - - - - 148.17 73 -0.26 -0.42 - - - - - - - -

ZF106_HUMAN ZFP106 ELSTpSPCNPIVR S641 NEW 98.01 46 0.00 0.15 124.99 63 0.06 -0.09 111.19 63 -0.10 0.07 - - - -

ZF106_HUMAN ZFP106 ATGDGpSpSPELPSLER S1025, S1026 ELM+Swissprot, ELM+Swissprot- - - - - - - - 107.82 70 0.10 0.07 - - - -

ZFAN3_HUMAN ZFAND3 SCGTDSQSENEApSPVK S129 NEW - - - - - - - - - - - - 50.86 49 0.69 0.82
ZFR_HUMAN ZFR DpSDGVDGFEAEGKK S1054 Swissprot 99.69 44 0.20 0.77 141.55 50 0.13 0.04 - - - - - - - -

ZFR_HUMAN ZFR RDpSDGVDGFEAEGK S1054 Swissprot - - - - 198.18 79 -0.04 0.04 - - - - - - - -
ZFY16_HUMAN ZFYVE16 NEIIQpSPISQVPSVEK S939 ELM+Swissprot - - - - 152.52 78 -1.46 -0.95 - - - - - - - -

ZFY16_HUMAN ZFYVE16 NEIIQSPISQVPpSVEK S946 ELM+Swissprot - - - - - - - - 95.78 33 0.56 0.60 - - - -

ZFY19_HUMAN ZFYVE19 LPDpSDDDEDEETAIQR S354 Swissprot 59.16 58 0.39 0.54 - - - - - - - - - - - -

ZHX1_HUMAN ZHX1 AESIpSpSDEEVHESVDSDNQQNK S47, S48 Swissprot_similarity, Swissprot_similarity99.69 62 0.48 1.95 118.12 72 0.25 1.20 - - - - 60.35 77 0.38 0.97

ZKSC1_HUMAN ZKSCAN1 EATGLpSPQAAQEK S13 ELM+Swissprot - - - - 48.06 42 0.13 -0.03 - - - - 50.46 41 -0.12 0.02

ZMY12_HUMAN ZMYND12 NLGLLpYIAK Y182 NEW - - - - 14.38 32 -1.04 -1.20 - - - - - - - -
ZMYM2_HUMAN ZMYM2 QPGVDpSLSPVASLPK S303 NEW - - - - - - - - 71.82 72 -0.27 -0.26 - - - -

ZMYM2_HUMAN ZMYM2 QPGVDSLpSPVASLPK S305 ELM+Swissprot - - - - - - - - 71.82 72 -0.27 -0.26 - - - -

ZMYM2_HUMAN ZMYM2 MTGSAPPPpSPTPNK S838 ELM+Swissprot - - - - - - - - - - - - 50.46 49 0.08 0.21

ZMYM3_HUMAN ZMYM3 TGpSPGPELLFHEGQQK S464 NEW 130.44 43 0.06 0.30 152.78 52 -0.19 -0.33 - - - - - - - -

ZMYM3_HUMAN ZMYM3 SAPTAPpTPPPPPPPATPR T817 ELM+Swissprot - - - - - - - - 230.36 89 -0.04 -0.03 117.97 36 -0.24 -0.10

ZMYM4_HUMAN ZMYM4 CGGVEQASSpSPR S1241 Swissprot 98.01 48 0.05 0.94 83.47 54 -0.26 -0.33 85.46 55 -0.25 -0.28 85.46 54 -0.53 0.46
ZMYM4_HUMAN ZMYM4 CGGVEQASpSSPR S1240 NEW 98.01 48 0.05 0.94 83.47 54 -0.26 -0.33 85.46 55 -0.25 -0.28 85.46 54 -0.53 0.46

ZMYM4_HUMAN ZMYM4 VTQHEpSDNENEIQIQNK S122 ELM+Swissprot 81.57 50 0.22 0.94 73.55 47 0.27 -0.33 - - - - - - - -
ZN185_HUMAN ZNF185 RSSpTpSGDTEEEEEEEVVPFSSDEQK T19, S20 NEW, NEW 83.62 43 0.68 0.56 105.81 58 0.24 -0.09 150.21 76 -0.23 -0.23 86.23 53 -0.03 0.12

ZN185_HUMAN ZNF185 RSpSTpSGDTEEEEEEEVVPFSSDEQK S18, S20 NEW, NEW 83.62 43 0.68 0.56 105.81 58 0.24 -0.09 150.21 76 -0.23 -0.23 86.23 53 -0.03 0.12

ZN185_HUMAN ZNF185 RSSpTSGDpTEEEEEEEVVPFSSDEQK T19, T23 NEW, NEW 116.87 43 0.68 0.56 105.81 58 0.24 -0.09 150.21 44 -0.39 -0.23 86.23 65 -0.04 0.12

ZN185_HUMAN ZNF185 RSpSpTSGDTEEEEEEEVVPFSSDEQK S18, T19 NEW, NEW 83.62 43 0.68 0.56 105.81 58 0.24 -0.09 - - - - 86.23 53 -0.03 0.12

ZN185_HUMAN ZNF185 RSSTpSGDpTEEEEEEEVVPFSSDEQK S20, T23 NEW, NEW 116.87 43 0.68 0.56 73.29 58 0.24 -0.09 51.88 44 -0.39 -0.23 86.23 65 -0.04 0.12

ZN185_HUMAN ZNF185 RSpSTSGDpTEEEEEEEVVPFSSDEQK S18, T23 NEW, NEW 116.87 43 0.68 0.56 105.81 58 0.24 -0.09 150.21 76 -0.23 -0.23 86.23 53 -0.03 0.12
ZN185_HUMAN ZNF185 GGQGDPAVPAQQPADPpSTPERQpSSPSGSEQLVRS214, S220 NEW, NEW 84.85 76 0.26 0.56 - - - - - - - - - - - -

ZN185_HUMAN ZNF185 GGQGDPAVPAQQPADPpSTPERQSSPSGpSEQLVRS214, S225 NEW, NEW 84.85 76 0.26 0.56 - - - - - - - - - - - -
ZN185_HUMAN ZNF185 GGQGDPAVPAQQPADPpSTPERQSSPpSGSEQLVRS214, S223 NEW, NEW 84.85 76 0.26 0.56 - - - - - - - - - - - -

ZN185_HUMAN ZNF185 GGQGDPAVPAQQPADPpSTPERQSpSPSGSEQLVRS214, S221 NEW, ELM+Swissprot84.85 76 0.26 0.56 - - - - - - - - - - - -

ZN185_HUMAN ZNF185 RSSTpSGDTEEEEEEEVVPFSSDEQK S20 NEW 130.1 89 0.35 0.56 66.49 97 0.19 -0.09 65.7 34 -0.34 -0.23 105.81 52 0.57 0.12

ZN185_HUMAN ZNF185 RSSpTSGDTEEEEEEEVVPFSSDEQK T19 NEW 130.1 89 0.35 0.56 66.49 97 0.19 -0.09 65.7 34 -0.34 -0.23 105.81 78 0.39 0.12

ZN185_HUMAN ZNF185 RpSSTSGDTEEEEEEEVVPFSSDEQK S17 NEW 128.31 89 0.43 0.56 - - - - - - - - - - - -



ZN185_HUMAN ZNF185 RSSTSGDpTEEEEEEEVVPFSSDEQK T23 NEW 130.1 89 0.35 0.56 66.49 95 0.30 -0.09 - - - - 140.13 78 0.39 0.12

ZN185_HUMAN ZNF185 RSpSTSGDTEEEEEEEVVPFSSDEQK S18 NEW 130.1 89 0.35 0.56 108.08 97 0.19 -0.09 65.7 34 -0.34 -0.23 105.81 78 0.39 0.12

ZN185_HUMAN ZNF185 SSTpSGDTEEEEEEEVVPFSSDEQK S20 NEW 58.73 46 0.24 0.56 58.73 63 0.15 -0.09 - - - - - - - -

ZN185_HUMAN ZNF185 SSpTSGDTEEEEEEEVVPFSSDEQK T19 NEW 58.73 46 0.24 0.56 58.73 63 0.15 -0.09 - - - - - - - -

ZN185_HUMAN ZNF185 STGpSPTQETQAPFIAK S71 NEW 169.28 110 0.02 0.56 141.67 109 -0.44 -0.09 155.24 111 -0.27 -0.23 128.58 89 -0.75 0.12
ZN185_HUMAN ZNF185 GGQGDPAVPAQQPADPpSTPER S214 NEW 86.23 96 0.02 0.56 109.03 87 0.07 -0.09 - - - - 118.59 87 -0.01 0.12

ZN185_HUMAN ZNF185 REpSCGSSVLTDFEGK S233 NEW 118.12 72 0.42 0.56 74.81 77 -0.24 -0.09 - - - - 130.95 100 -0.11 0.12

ZN185_HUMAN ZNF185 GGQGDPAVPAQQPADPSpTPERQSSPSGpSEQLVRT215, S225 ELM+Swissprot, NEW84.85 76 0.26 0.56 - - - - - - - - - - - -

ZN185_HUMAN ZNF185 GGQGDPAVPAQQPADPSpTPERQpSSPSGSEQLVRT215, S220 ELM+Swissprot, NEW84.85 76 0.26 0.56 - - - - - - - - - - - -

ZN185_HUMAN ZNF185 GGQGDPAVPAQQPADPSpTPERQSSPpSGSEQLVRT215, S223 ELM+Swissprot, NEW84.85 76 0.26 0.56 - - - - - - - - - - - -

ZN185_HUMAN ZNF185 QSpSPSGpSEQLVR S221, S225 ELM+Swissprot, NEW53.09 44 0.51 0.56 - - - - - - - - - - - -
ZN185_HUMAN ZNF185 GGQGDPAVPAQQPADPSpTPERQSpSPSGSEQLVRT215, S221 ELM+Swissprot, ELM+Swissprot84.85 76 0.26 0.56 - - - - - - - - - - - -

ZN185_HUMAN ZNF185 GGQGDPAVPAQQPADPSpTPER T215 ELM+Swissprot 86.23 96 0.02 0.56 - - - - - - - - 118.59 87 -0.01 0.12
ZN185_HUMAN ZNF185 QSpSPSGSEQLVR S221 ELM+Swissprot 98.01 75 -0.04 0.56 111.19 72 -0.16 -0.09 79.35 65 -0.15 -0.23 131.17 63 -0.48 0.12

ZN185_HUMAN ZNF185 LQILpTPR T125 NEW - - - - 78.12 34 -1.05 -0.09 - - - - - - - -

ZN185_HUMAN ZNF185 GGQGDPAVPTQQPADPpSTPEQQNSPSGSEQFVRS280 NEW - - - - 78.82 84 0.58 -0.09 - - - - - - - -

ZN185_HUMAN ZNF185 GGQGDPAVPTQQPADPSpTPEQQNSPSGSEQFVRT281 NEW - - - - 78.82 84 0.58 -0.09 - - - - - - - -

ZN185_HUMAN ZNF185 STGSPpTQETQAPFIAK T73 NEW - - - - - - - - 92.17 111 -0.27 -0.23 - - - -

ZN217_HUMAN ZNF217 VEAEYLpSPLDK S106 NEW - - - - - - - - 94.59 46 0.56 0.57 - - - -
ZN281_HUMAN ZNF281 MKIGpSGFLpSGGGGTGpSSGGpSGpSGGGGSGGGGGGGpSpSGRS5, S9, S16, S20, S22, S35, S36NEW, NEW, NEW, NEW, NEW, NEW, NEW18.6 32 4.35 4.49 - - - - - - - - - - - -

ZN281_HUMAN ZNF281 MKIGpSGFLpSGGGGpTGpSpSGGSGSGGGGSGGGGGGGpSpSGRS5, S9, T14, S16, S17, S35, S36NEW, NEW, NEW, NEW, NEW, NEW, NEW18.6 32 4.35 4.49 - - - - - - - - - - - -

ZN281_HUMAN ZNF281 MKIGpSGFLpSGGGGpTGpSSGGSGpSGGGGSGGGGGGGpSpSGRS5, S9, T14, S16, S22, S35, S36NEW, NEW, NEW, NEW, NEW, NEW, NEW18.6 32 4.35 4.49 - - - - - - - - - - - -

ZN281_HUMAN ZNF281 MKIGpSGFLpSGGGGTGSpSGGpSGpSGGGGSGGGGGGGpSpSGRS5, S9, S17, S20, S22, S35, S36NEW, NEW, NEW, NEW, NEW, NEW, NEW18.6 32 4.35 4.49 - - - - - - - - - - - -

ZN281_HUMAN ZNF281 MKIGpSGFLpSGGGGpTGSSGGpSGpSGGGGSGGGGGGGpSpSGRS5, S9, T14, S20, S22, S35, S36NEW, NEW, NEW, NEW, NEW, NEW, NEW18.6 32 4.35 4.49 - - - - - - - - - - - -

ZN281_HUMAN ZNF281 MKIGpSGFLpSGGGGpTGSpSGGSGpSGGGGSGGGGGGGpSpSGRS5, S9, T14, S17, S22, S35, S36NEW, NEW, NEW, NEW, NEW, NEW, NEW18.6 32 4.35 4.49 - - - - - - - - - - - -

ZN281_HUMAN ZNF281 MKIGpSGFLpSGGGGTGpSpSGGSGpSGGGGSGGGGGGGpSpSGRS5, S9, S16, S17, S22, S35, S36NEW, NEW, NEW, NEW, NEW, NEW, NEW18.6 32 4.35 4.49 - - - - - - - - - - - -

ZN281_HUMAN ZNF281 MKIGpSGFLpSGGGGpTGSpSGGpSGSGGGGSGGGGGGGpSpSGRS5, S9, T14, S17, S20, S35, S36NEW, NEW, NEW, NEW, NEW, NEW, NEW18.6 32 4.35 4.49 - - - - - - - - - - - -
ZN281_HUMAN ZNF281 MKIGpSGFLpSGGGGpTGpSSGGpSGSGGGGSGGGGGGGpSpSGRS5, S9, T14, S16, S20, S35, S36NEW, NEW, NEW, NEW, NEW, NEW, NEW18.6 32 4.35 4.49 - - - - - - - - - - - -

ZN281_HUMAN ZNF281 MKIGpSGFLpSGGGGTGpSpSGGpSGSGGGGSGGGGGGGpSpSGRS5, S9, S16, S17, S20, S35, S36NEW, NEW, NEW, NEW, NEW, NEW, NEW18.6 32 4.35 4.49 - - - - - - - - - - - -

ZN295_HUMAN ZNF295 IQPLEPDpSPTGLSENPTPATEK S1003 ELM+Swissprot 101.93 49 -0.03 0.12 - - - - - - - - - - - -

ZN295_HUMAN ZNF295 IQPLEPDSPpTGLSENPTPATEK T1005 NEW - - - - - - - - 110.71 59 -0.03 -0.02 - - - -

ZN295_HUMAN ZNF295 SFpSASQSTDR S411 ELM+Swissprot - - - - - - - - - - - - 88.9 37 0.16 0.30

ZN318_HUMAN ZNF318 LCpSPLSEPGDPSK S2189 NEW - - - - - - - - 106.25 61 -0.40 -0.38 - - - -
ZN330_HUMAN ZNF330 DLSMSTRpSLK S232 NEW - - - - 46.8 39 -4.25 -4.41 - - - - - - - -

ZN330_HUMAN ZNF330 DLSMSpTRSLK T230 NEW - - - - 46.8 39 -4.25 -4.41 - - - - - - - -
ZN428_HUMAN ZNF428 SPLGEAPPGpTPPCR T108 Swissprot - - - - 76.39 53 -0.67 -0.45 76.39 58 -0.69 -0.35 - - - -

ZN507_HUMAN ZNF507 AQQCVpSPSSSLCR S195 Swissprot - - - - 93.62 95 0.11 -0.05 - - - - - - - -

ZN510_HUMAN ZNF510 SpTLSLpYQK T669, Y673 NEW, NEW - - - - 69.57 31 1.39 1.23 - - - - - - - -

ZN516_HUMAN ZNF516 ASEGLDACApSPTK S116 ELM+Swissprot 71.8 64 -0.03 0.12 108.66 75 -0.04 -0.20 133.28 85 -0.08 -0.06 - - - -

ZN555_HUMAN ZNF555 pTFIpYLQSFR T348, Y351 NEW, NEW 65 34 2.67 2.82 65 34 2.94 2.77 - - - - - - - -

ZN592_HUMAN ZNF592 ASDSSSPpSCSSGPR S462 NEW - - - - - - - - 103.96 43 0.51 0.52 - - - -
ZN592_HUMAN ZNF592 ASDSSpSPSCSSGPR S460 ELM+Swissprot - - - - - - - - 103.96 43 0.51 0.52 - - - -

ZN593_HUMAN ZNF593 RLAVPTEVSTEVPEMDpTST T114 NEW - - - - 104.54 41 -0.26 -0.43 - - - - - - - -

ZN608_HUMAN ZNF608 APApSPGAGNPPGTPK S627 NEW - - - - 44.84 36 -0.22 -0.39 - - - - 44.84 63 -0.13 -0.95

ZN608_HUMAN ZNF608 ASpSPSDIISSK S964 NEW - - - - - - - - 100.07 55 0.17 -0.27 - - - -

ZN608_HUMAN ZNF608 VNTpSPSVNTK S1402 NEW - - - - - - - - 61.05 65 -0.95 -0.27 - - - -

ZN609_HUMAN ZNF609 TNpSPApYpSDISDAGEDGEGKVDSVK S842, Y845, S846ELM+Swissprot, NEW, Swissprot118.59 68 0.61 0.29 - - - - - - - - - - - -

ZN609_HUMAN ZNF609 TNpSPApYSDIpSDAGEDGEGKVDSVK S842, Y845, S849ELM+Swissprot, NEW, ELM+Swissprot118.59 68 0.61 0.29 - - - - - - - - - - - -

ZN609_HUMAN ZNF609 LVEPHpSPpSPSSK S576, S578 ELM+Swissprot, ELM+Swissprot62.3 46 -0.01 0.29 85.46 48 -0.16 -0.19 85.46 50 -0.32 0.21 111.42 38 -0.24 -0.06
ZN609_HUMAN ZNF609 ELEpSPLpTPGK S743, T746 NEW, NEW - - - - 83.81 50 -0.19 -0.19 97.24 41 -0.21 0.21 61.05 43 -0.35 -0.06

ZN609_HUMAN ZNF609 NCPpSPVLIDCPHPNCNK S491 NEW - - - - 159.17 46 -0.15 -0.19 - - - - - - - -

ZN609_HUMAN ZNF609 ELESPLpTPGK T746 NEW - - - - 69.17 69 0.24 -0.19 57.59 84 0.22 0.21 - - - -

ZN609_HUMAN ZNF609 LVEPHpSPSPpSSK S576, S580 ELM+Swissprot, NEW- - - - 88.9 48 -0.16 -0.19 - - - - - - - -

ZN609_HUMAN ZNF609 TNpSMGSATGPLPGTK S467 ELM - - - - 62.87 77 0.02 -0.19 118.12 93 0.31 0.21 65.6 52 -0.12 -0.06

ZN609_HUMAN ZNF609 GSLpSPAR S560 NEW - - - - - - - - 81.63 35 -0.08 0.21 - - - -
ZN609_HUMAN ZNF609 LVEPHpSPSPSSK S576 ELM+Swissprot - - - - - - - - 67.31 34 0.14 0.21 - - - -

ZN609_HUMAN ZNF609 APpSLTDLVK S1055 ELM - - - - - - - - 65 79 0.76 0.21 - - - -
ZN638_HUMAN ZNF638 QSSVTQVTEQpSPK S128 ELM+Swissprot 79.77 103 -0.01 0.46 130.44 78 -0.59 -0.24 116.92 98 -0.53 -0.28 116.92 52 -1.07 0.02

ZN638_HUMAN ZNF638 AVIVSpSPK S1401 ELM 86.47 58 -0.47 0.46 86.47 55 -0.09 -0.24 86.47 64 -0.37 -0.28 58.87 32 0.49 0.02

ZN638_HUMAN ZNF638 QSSVTQVpTEQSPK T125 NEW - - - - - - - - - - - - 17.06 52 -1.07 0.02

ZN638_HUMAN ZNF638 AVIVpSSPK S1400 NEW - - - - - - - - - - - - 58.87 32 0.49 0.02

ZN644_HUMAN ZNF644 VAADLQLpSTPQK S164 NEW - - - - - - - - 102.9 38 -1.39 -1.38 - - - -

ZN652_HUMAN ZNF652 AASVAAATTpSPTPR S204 Swissprot - - - - - - - - 141.55 96 -0.16 -0.13 - - - -
ZN652_HUMAN ZNF652 AASVAAATpTSPTPR T203 NEW - - - - - - - - 141.55 96 -0.16 -0.13 - - - -

ZN687_HUMAN ZNF687 SCDpSPLNLK S1211 NEW - - - - 77.93 60 -0.54 -0.35 80.54 46 -0.52 -0.30 - - - -
ZN687_HUMAN ZNF687 AVVLPGGTATpSPK S433 ELM - - - - 101.78 63 0.10 -0.35 79.77 57 0.18 -0.30 - - - -

ZN687_HUMAN ZNF687 LSPApTPTSEGPK T377 NEW - - - - - - - - 65.55 40 -0.80 -0.30 - - - -

ZN687_HUMAN ZNF687 AVVLPGGpTATSPK T430 NEW - - - - - - - - 79.77 57 0.18 -0.30 - - - -

ZN687_HUMAN ZNF687 AVVLPGGTApTSPK T432 NEW - - - - - - - - 79.77 57 0.18 -0.30 - - - -

ZN687_HUMAN ZNF687 QpSPGHQpSPLASPK S266, S271 ELM, ELM - - - - - - - - - - - - 31.19 32 -0.75 -0.61

ZN689_HUMAN ZNF689 RpSGSLAIHR S385 NEW - - - - - - - - 69.57 35 -2.17 -2.16 - - - -
ZN740_HUMAN ZNF740 AGpSPDVLR S44 ELM+Swissprot - - - - 123.13 59 -0.02 -0.42 101.82 36 -0.08 -0.06 - - - -

ZN75D_HUMAN ZNF75D FIQNpSHLIK S241 NEW - - - - - - - - 51.27 36 -2.85 -2.84 - - - -

ZN768_HUMAN ZNF768 YEPQpSPGYEPR S125 Swissprot 116.7 34 -0.12 0.03 150.12 51 0.01 -0.12 119.71 43 -0.18 -0.33 - - - -

ZN768_HUMAN ZNF768 TQpSPEFEAQSSK S160 NEW - - - - 127.99 54 -0.04 -0.12 - - - - - - - -

ZN768_HUMAN ZNF768 FEPEpSPGFESR S83 ELM - - - - 122.92 37 0.18 -0.12 94.59 34 -0.54 -0.33 108.39 33 -0.19 -0.05

ZN828_HUMAN ZNF828 DNQEpSSDAELpSSSEYIK S626, S632 NEW, NEW 53.05 43 0.59 0.92 - - - - - - - - - - - -
ZN828_HUMAN ZNF828 DNQESpSDAELSpSSEYIK S627, S633 NEW, NEW 53.05 43 0.59 0.92 - - - - - - - - - - - -

ZN828_HUMAN ZNF828 DNQESpSDAELpSSSEYIK S627, S632 NEW, NEW 53.05 47 0.54 0.92 - - - - - - - - - - - -
ZN828_HUMAN ZNF828 DNQEpSSDAELSpSSEYIK S626, S633 NEW, NEW 53.05 43 0.59 0.92 - - - - - - - - - - - -

ZN828_HUMAN ZNF828 SSSVpSPSSWK S376 NEW 48.2 37 0.26 0.92 83.81 55 0.17 -0.10 59.27 49 0.59 0.14 - - - -

ZN828_HUMAN ZNF828 AVPPVpSPELR S416 NEW 97.24 64 -0.09 0.92 59.27 59 0.01 -0.10 83.81 65 0.06 0.14 37.98 55 -0.33 0.18

ZN828_HUMAN ZNF828 DNQESpSDAELSSSEYIK S627 NEW 160.77 51 -0.02 0.92 160.77 85 0.08 -0.10 - - - - - - - -

ZN828_HUMAN ZNF828 LAPVPpSPEPQKPAPVpSPESVK S204, S214 ELM+Swissprot, ELM+Swissprot101.93 58 0.00 0.92 84.26 50 0.09 -0.10 98.36 67 0.25 0.14 92.17 36 -0.09 0.18

ZN828_HUMAN ZNF828 KPpSPSESPEPWKPFPAVSPEPR S282 ELM+Swissprot 37.88 42 -0.06 0.92 - - - - - - - - - - - -
ZN828_HUMAN ZNF828 SPPApSPESWK S386 ELM+Swissprot 59.27 34 0.09 0.92 - - - - - - - - 28.71 40 0.41 0.18

ZN828_HUMAN ZNF828 SPAGpSPELR S436 ELM+Swissprot 77.93 37 -0.06 0.92 - - - - - - - - - - - -
ZN828_HUMAN ZNF828 GGpSPDLWK S476 ELM+Swissprot 89.88 59 0.06 0.92 141.7 65 0.04 -0.10 123.13 65 -0.17 0.14 161.87 69 0.24 0.18

ZN828_HUMAN ZNF828 TAPPApSPEAR S542 ELM+Swissprot 111.42 39 -0.08 0.92 71.15 62 -0.04 -0.10 83.81 60 0.02 0.14 83.81 50 -0.24 0.18

ZN828_HUMAN ZNF828 KPSPpSEpSPEPWKPFPAVpSPEPR S284, S286, S297NEW, ELM+Swissprot, NEW- - - - 37.14 33 -0.42 -0.10 - - - - - - - -

ZN828_HUMAN ZNF828 TAPpTLSPEHWK T403 NEW - - - - 97.24 36 0.03 -0.10 71.15 37 0.04 0.14 - - - -

ZN828_HUMAN ZNF828 KPpSPpSESPEPWKPFPAVpSPEPR S282, S284, S297ELM+Swissprot, NEW, NEW- - - - 37.14 33 -0.42 -0.10 - - - - - - - -



ZN828_HUMAN ZNF828 KPpSPpSESPEPWKPFPAVSPEPR S282, S284 ELM+Swissprot, NEW- - - - 42.9 32 0.30 -0.10 - - - - - - - -

ZN828_HUMAN ZNF828 KPpSPSEpSPEPWKPFPAVpSPEPR S282, S286, S297ELM+Swissprot, ELM+Swissprot, NEW- - - - 37.14 33 -0.42 -0.10 - - - - - - - -

ZN828_HUMAN ZNF828 KPpSPSEpSPEPWKPFPAVSPEPR S282, S286 ELM+Swissprot, ELM+Swissprot- - - - 42.9 32 0.30 -0.10 - - - - - - - -

ZN828_HUMAN ZNF828 GQEpSSpSDQEQVDVESIDFSK S651, S653 ELM+Swissprot, ELM+Swissprot- - - - 108.08 80 0.42 -0.10 - - - - - - - -

ZN828_HUMAN ZNF828 GQESpSpSDQEQVDVESIDFSK S652, S653 ELM+Swissprot, ELM+Swissprot- - - - 108.08 80 0.42 -0.10 - - - - - - - -
ZN828_HUMAN ZNF828 KPSGpSPDLWKLpSPDQR S445, S452 ELM+Swissprot, ELM- - - - 37.02 37 0.05 -0.10 - - - - - - - -

ZN828_HUMAN ZNF828 TAPTLpSPEHWK S405 ELM+Swissprot - - - - 97.24 39 -0.09 -0.10 45.48 37 0.04 0.14 - - - -

ZN828_HUMAN ZNF828 CDILVQEELLApSPK S603 ELM+Swissprot - - - - 87.76 101 -0.34 -0.10 - - - - - - - -

ZN828_HUMAN ZNF828 KpTSPASLDFPESQK T458 NEW - - - - - - - - 64.21 48 0.20 0.14 - - - -

ZN828_HUMAN ZNF828 KPGPPLpSPEIRpSPAGpSPELR S427, S432, S436ELM+Swissprot, ELM+Swissprot, ELM+Swissprot- - - - - - - - 26.91 34 -0.19 0.14 - - - -

ZN828_HUMAN ZNF828 KTpSPASLDFPESQK S459 ELM+Swissprot - - - - - - - - 64.21 48 0.20 0.14 - - - -
ZN830_HUMAN ZNF830 LGQLSCALCNpTPVK T58 NEW - - - - - - - - 155.9 73 -0.22 -0.44 - - - -

ZNF34_HUMAN ZNF34 VNpSPALGTR S92 NEW - - - - - - - - 32.87 34 -0.49 -0.48 - - - -
ZNF34_HUMAN ZNF34 VNSPALGpTR T97 NEW - - - - - - - - 32.87 34 -0.49 -0.48 - - - -

ZNF99_HUMAN ZNF99 AFNNSpSTLK S815 NEW 52.96 32 1.09 1.23 - - - - - - - - - - - -

ZNF99_HUMAN ZNF99 AFNNSSpTLK T816 NEW 52.96 32 1.09 1.23 - - - - - - - - - - - -

ZNF99_HUMAN ZNF99 AFNNpSSTLK S814 NEW 52.96 32 1.09 1.23 - - - - - - - - - - - -

ZO1_HUMAN TJP1 KVQIPVSRPDPEPVSDNEEDpSpYDEEIHDPRS131, Y132 Swissprot, Swissprot12.42 44 0.61 1.48 - - - - - - - - - - - -

ZO1_HUMAN TJP1 KVQIPVSRPDPEPVpSDNEEDSpYDEEIHDPRS125, Y132 Swissprot, Swissprot12.42 44 0.61 1.48 - - - - - - - - - - - -
ZO1_HUMAN TJP1 VQIPVSRPDPEPVSDNEEDpSpYDEEIHDPRS131, Y132 Swissprot, Swissprot16.45 34 0.46 1.48 - - - - - - - - - - - -

ZO1_HUMAN TJP1 pSVApSSQPAKPTK S175, S178 Swissprot_similarity, NEW- - - - - - - - - - - - 33.8 31 0.31 0.47

ZO2_HUMAN TJP2 GRpSIDQDYER S244 ELM+Swissprot 65 45 0.58 1.79 75.51 44 0.23 -0.18 - - - - - - - -

ZO2_HUMAN TJP2 AYpSPEYR S266 ELM+Swissprot 110.5 34 0.02 1.79 38.48 44 -0.03 -0.18 63.74 38 -0.01 0.22 110.5 39 0.08 0.37

ZO2_HUMAN TJP2 SFpSPEER S415 ELM+Swissprot 52.77 36 0.21 1.79 - - - - 97.98 42 0.60 0.22 - - - -

ZO2_HUMAN TJP2 GSYGpSDAEEEEYRQQLSEHSK S1159 ELM+Swissprot 72.63 66 0.33 1.79 78.04 74 0.04 -0.18 51.94 40 -0.46 0.22 82.62 62 0.16 0.37

ZO2_HUMAN TJP2 RHQYSDYDYHpSpSSEK S430, S431 ELM, ELM 48.2 41 4.52 1.79 - - - - - - - - - - - -

ZO2_HUMAN TJP2 KVQVAALQApSPPLDQDDR S130 ELM+Swissprot - - - - 32.02 35 -0.08 -0.18 - - - - - - - -
ZO2_HUMAN TJP2 VQVAALQApSPPLDQDDR S130 ELM+Swissprot - - - - 109.94 115 -0.44 -0.18 160.77 120 -0.24 0.22 96.66 55 -0.59 0.37

ZO2_HUMAN TJP2 SRpSWEDSPER S170 ELM+Swissprot - - - - 98.15 48 -0.04 -0.18 - - - - - - - -

ZRAB2_HUMAN ZRANB2 ENVEYIEREEpSDGEYDEFGR S120 ELM+Swissprot 76.62 47 0.87 0.31 76.62 46 0.35 0.01 - - - - 96.66 39 0.20 0.31

ZRAB2_HUMAN ZRANB2 YNLDApSEEEDSNK S188 ELM+Swissprot 103.96 80 -0.18 0.31 159.17 88 -0.35 0.01 159.17 102 -0.79 0.63 130.44 79 -0.57 0.31

ZRAB2_HUMAN ZRANB2 YNLDApSEEEDSNKK S188 ELM+Swissprot - - - - 49.23 39 0.12 0.01 85.98 55 2.47 0.63 - - - -

ZSWM3_HUMAN ZSWIM3 NLPpTPPPK T436 NEW - - - - - - - - - - - - 25.44 35 -6.78 -6.64
ZSWM5_HUMAN ZSWIM5 GpYPLRAFK Y1012 NEW - - - - - - - - 89.88 35 -1.34 -1.33 - - - -

ZYX_HUMAN ZYX VpSSIDLEIDSLSSLLDDMTK S142 Swissprot 188.22 122 0.30 0.31 179.98 130 0.24 -0.66 - - - - 188.22 100 0.32 -0.19
ZYX_HUMAN ZYX VSpSIDLEIDSLSSLLDDMTK S143 Swissprot 188.22 122 0.30 0.31 179.98 130 0.24 -0.66 - - - - 188.22 100 0.32 -0.19

ZYX_HUMAN ZYX FTPVApSKFSPGAPGGpSGSQPNQK S278, S288 NEW, NEW 78.77 71 0.21 0.31 - - - - - - - - - - - -

ZYX_HUMAN ZYX GPPApSSPAPAPKFpSPVTPK S258, S267 NEW, ELM+Swissprot65.28 32 -0.40 0.31 99.69 39 -1.17 -0.66 - - - - 69.06 41 -2.45 -0.19

ZYX_HUMAN ZYX FTPVApSKFSPGAPGGSGpSQPNQK S278, S290 NEW, ELM+Swissprot78.77 71 0.21 0.31 - - - - - - - - - - - -

ZYX_HUMAN ZYX FTPVASKFpSPGAPGGpSGSQPNQK S281, S288 ELM+Swissprot, NEW78.77 71 0.21 0.31 109.94 53 -1.06 -0.66 109.03 72 -0.60 -0.30 50.96 43 -2.14 -0.19

ZYX_HUMAN ZYX GPPASpSPAPAPKFpSPVTPK S259, S267 ELM+Swissprot, ELM+Swissprot65.28 32 -0.40 0.31 99.69 39 -1.17 -0.66 91.57 41 -0.49 -0.30 69.06 41 -2.45 -0.19
ZYX_HUMAN ZYX FTPVASKFpSPGAPGGSGpSQPNQK S281, S290 ELM+Swissprot, ELM+Swissprot78.77 71 0.21 0.31 109.94 53 -1.06 -0.66 - - - - - - - -

ZYX_HUMAN ZYX GPPASpSPAPAPK S259 ELM+Swissprot 98.01 42 0.79 0.31 158.19 41 -0.24 -0.66 154.47 61 -0.52 -0.30 124.99 54 -0.85 -0.19

ZYX_HUMAN ZYX FpSPVTPK S267 ELM+Swissprot 78.12 32 -0.16 0.31 63.74 39 -0.52 -0.66 50.52 41 -0.51 -0.30 63.74 40 -1.03 -0.19

ZYX_HUMAN ZYX FpSPGAPGGSGSQPNQK S281 ELM+Swissprot 109.94 85 0.01 0.31 134.47 83 -1.07 -0.66 147.4 103 -0.61 -0.30 147.4 68 -1.75 -0.19

ZYX_HUMAN ZYX pSPGAPGPLTLK S344 ELM+Swissprot 77.31 60 0.18 0.31 102.9 76 -0.58 -0.66 77.31 77 -0.37 -0.30 - - - -

ZYX_HUMAN ZYX FpSPVpTPK S267, T270 ELM+Swissprot, NEW- - - - 63.74 39 -1.03 -0.66 63.74 34 -0.56 -0.30 - - - -

ZYX_HUMAN ZYX LGHPEALSAGTGpSPQPPSFTYAQQR S308 ELM+Swissprot - - - - 93.44 58 -0.90 -0.66 - - - - - - - -

ZYX_HUMAN ZYX GPPApSSPAPAPK S258 NEW - - - - - - - - 116.7 59 -0.54 -0.30 - - - -
ZYX_HUMAN ZYX GPPASSPAPAPKFpSPVpTPK S267, T270 ELM+Swissprot, NEW- - - - - - - - 39.44 46 -0.42 -0.30 - - - -

ZZZ3_HUMAN ZZZ3 QTEPVpSPVLK S113 NEW - - - - 75.51 39 0.04 -0.12 158.61 68 0.04 0.05 - - - -



Table S2. All Identified Peptides (unphosphorylated)

In any column, "-" means this peptide is not identified in the experiment at the particular time point.

Mascot scores Peptide logratio (log2) Prot. logratio (log2) Mascot scores Peptide logratio (log2) Prot. logratio (log2) Mascot scores Peptide logratio (log2) Prot. logratio (log2) Mascot scores Peptide logratio (log2) Prot. logratio (log2)

1433B_HUMAN YWHAB YDDMAAAMK 46 -0.20 0.22 49 -0.38 -0.11 - - - 52 0.07 0.14

1433B_HUMAN YWHAB AVTEQGHELSNEER 102 -0.04 0.22 109 -0.05 -0.11 123 -0.39 0.15 116 -0.04 0.14

1433B_HUMAN YWHAB VISSIEQK 43 -1.00 0.22 41 -0.51 -0.09 39 0.22 0.15 - - -

1433B_HUMAN YWHAB EKIEAELQDICNDVLELLDK 102 0.19 0.22 92 -0.28 -0.11 98 -0.45 0.15 101 0.10 0.14

1433B_HUMAN YWHAB IEAELQDICNDVLELLDK 142 0.01 0.22 118 -0.04 -0.11 127 0.16 0.15 127 -0.12 0.14

1433B_HUMAN YWHAB YLIPNATQPESK 61 0.23 0.22 55 0.05 -0.11 72 0.25 0.15 62 -0.32 0.14

1433B_HUMAN YWHAB YLSEVASGDNK 66 -0.39 0.22 66 -0.67 -0.11 59 -0.25 0.15 61 -0.02 0.14

1433B_HUMAN YWHAB QTTVSNSQQAYQEAFEISK 163 0.01 0.22 166 1.19 -0.11 157 -0.09 0.15 165 0.10 0.14

1433B_HUMAN YWHAB TAFDEAIAELDTLNEESYK 150 0.12 0.22 146 -0.09 -0.11 147 0.19 0.15 142 0.02 0.14

1433B_HUMAN YWHAB DNLTLWTSENQGDEGDAGEGEN 100 0.13 0.22 93 0.11 -0.11 47 -0.25 0.15 - - -

1433B_HUMAN YWHAB QTTVSNSQQAYQEAFEISKK - - - 45 -0.04 -0.11 68 0.41 0.15 49 -0.08 0.14

1433E_HUMAN YWHAE YDEMVESMK 61 -0.33 0.12 54 -0.62 -0.26 - - - 52 -0.30 0.08

1433E_HUMAN YWHAE IISSIEQK 42 -0.45 0.12 42 -0.40 -0.26 38 0.04 -0.03 - - -

1433E_HUMAN YWHAE QMVETELK 36 0.32 0.12 45 -0.33 -0.26 - - - - - -

1433E_HUMAN YWHAE LICCDILDVLDK 94 0.11 0.12 88 0.00 -0.26 88 0.14 -0.03 94 0.05 0.08

1433E_HUMAN YWHAE HLIPAANTGESK 58 -1.94 0.12 69 -1.33 -0.26 45 -1.86 -0.03 69 -0.86 0.08

1433E_HUMAN YWHAE YLAEFATGNDR 49 -0.36 0.12 40 0.00 -0.26 80 -0.79 -0.03 60 -0.09 0.08

1433E_HUMAN YWHAE YLAEFATGNDRK 40 -0.66 0.12 34 -1.17 -0.26 60 -0.67 -0.03 72 -0.26 0.08

1433E_HUMAN YWHAE EAAENSLVAYK 77 0.12 0.12 74 -0.30 -0.26 72 -0.20 -0.03 85 -0.03 0.08

1433E_HUMAN YWHAE AASDIAMTELPPTHPIR 49 0.17 0.12 58 -0.06 -0.26 51 -1.06 -0.03 69 0.01 0.08

1433E_HUMAN YWHAE AAFDDAIAELDTLSEESYK 186 0.12 0.12 186 -0.15 -0.26 186 0.00 -0.03 173 0.01 0.08

1433E_HUMAN YWHAE DNLTLWTSDMQGDGEEQNK 136 -0.16 0.12 123 0.02 -0.26 130 0.15 -0.03 118 0.07 0.08

1433E_HUMAN YWHAE EALQDVEDENQ 62 0.56 0.12 50 0.54 -0.26 56 -0.19 -0.03 - - -

1433E_HUMAN YWHAE LAEQAERYDEMVESMK - - - - - - 47 -0.23 -0.03 - - -

1433E_HUMAN YWHAE IISSIEQKEENK - - - - - - 74 1.10 -0.03 65 0.15 0.08

1433E_HUMAN YWHAE HLIPAANTGESKVFYYK - - - - - - 67 -2.19 -0.03 - - -

1433F_HUMAN YWHAH YDDMASAMK 40 -0.13 0.08 35 0.00 -0.15 - - - - - -

1433F_HUMAN YWHAH AVTELNEPLSNEDR 96 0.03 0.08 118 0.02 -0.15 114 0.16 -0.19 100 -0.12 -0.29

1433F_HUMAN YWHAH ELETVCNDVLSLLDK 115 -0.36 0.08 110 -0.24 -0.15 108 -0.25 -0.19 63 -0.07 -0.29

1433F_HUMAN YWHAH YLAEVASGEK 47 -0.42 0.08 62 -0.17 -0.15 44 -2.87 -0.19 31 -3.53 -0.29

1433F_HUMAN YWHAH NSVVEASEAAYK 54 -0.32 0.08 39 0.17 -0.15 44 0.00 -0.19 38 -0.56 -0.29

1433F_HUMAN YWHAH QAFDDAIAELDTLNEDSYK 114 -0.09 0.08 107 0.02 -0.15 137 0.16 -0.19 57 -0.62 -0.29

1433F_HUMAN YWHAH DNLTLWTSDQQDEEAGEGN 61 0.26 0.08 105 0.01 -0.15 82 -0.05 -0.19 - - -

1433F_HUMAN YWHAH NCNDFQYESK - - - 45 -0.06 -0.15 49 -0.43 -0.19 49 -0.13 -0.29

1433G_HUMAN YWHAG NVTELNEPLSNEER 92 -0.47 0.06 104 -2.43 -0.42 95 -1.46 -0.12 95 -0.65 0.09

1433G_HUMAN YWHAG ELEAVCQDVLSLLDNYLIK 142 -1.10 0.06 138 -1.50 -0.42 142 0.18 -0.12 133 -0.33 0.09

1433G_HUMAN YWHAG NCSETQYESK 59 -0.17 0.06 63 -0.07 -0.42 58 -0.80 -0.12 55 0.63 0.09

1433G_HUMAN YWHAG YLAEVATGEK 41 -0.41 0.06 37 -0.31 -0.42 67 0.19 -0.12 49 -0.45 0.09

1433G_HUMAN YWHAG AYSEAHEISK 61 0.05 0.06 55 0.11 -0.42 69 0.26 -0.12 64 -0.07 0.09

1433G_HUMAN YWHAG LGLALNYSVFYYEIQNAPEQACHLAK 120 0.65 0.06 127 0.06 -0.42 66 -0.24 -0.12 - - -

1433G_HUMAN YWHAG TAFDDAIAELDTLNEDSYK 159 0.06 0.06 155 -0.19 -0.42 166 -0.07 -0.12 107 -0.11 0.09

1433G_HUMAN YWHAG DNLTLWTSDQQDDDGGEGNN 98 0.20 0.06 100 0.08 -0.42 34 -0.25 -0.12 118 0.14 0.09

1433S_HUMAN SFN YEDMAAFMK 58 -0.37 0.18 50 -1.49 0.42 48 -0.23 0.00 58 -0.70 0.13

1433S_HUMAN SFN GAVEKGEELSCEER 87 0.10 0.18 95 -0.12 0.42 102 -0.33 0.00 100 -0.07 0.13

1433S_HUMAN SFN GEELSCEER 64 -0.05 0.18 57 0.02 0.42 64 0.45 0.00 61 0.59 0.13

1433S_HUMAN SFN EKVETELQGVCDTVLGLLDSHLIK 96 0.61 0.18 96 0.08 0.42 94 -0.35 0.00 95 0.29 0.13

1433S_HUMAN SFN VETELQGVCDTVLGLLDSHLIK 128 -0.07 0.18 133 -0.05 0.42 127 0.03 0.00 143 -0.01 0.13

1433S_HUMAN SFN YLAEVATGDDK 72 -0.45 0.18 84 -0.18 0.42 75 -0.12 0.00 90 -0.26 0.13

1433S_HUMAN SFN YLAEVATGDDKK 50 0.41 0.18 66 -0.57 0.42 57 -0.55 0.00 - - -

1433S_HUMAN SFN SAYQEAMDISKK 76 -0.38 0.18 54 0.11 0.42 72 -0.22 0.00 87 -0.40 0.13

1433S_HUMAN SFN SAYQEAMDISK 81 -0.20 0.18 85 -0.22 0.42 88 0.02 0.00 79 -0.01 0.13

1433S_HUMAN SFN EMPPTNPIR 37 -0.05 0.18 43 0.06 0.42 35 -0.08 0.00 - - -

1433S_HUMAN SFN LGLALNFSVFHYEIANSPEEAISLAK 123 0.62 0.18 111 0.14 0.42 39 0.14 0.00 - - -

1433S_HUMAN SFN TTFDEAMADLHTLSEDSYK 57 -0.28 0.18 65 -0.08 0.42 111 0.19 0.00 97 0.03 0.13

1433S_HUMAN SFN DNLTLWTADNAGEEGGEAPQEPQS 84 0.11 0.18 108 -0.03 0.42 49 0.15 0.00 - - -

1433S_HUMAN SFN SNEEGSEEKGPEVR - - - - - - 100 -0.34 0.00 34 0.26 0.13

1433S_HUMAN SFN VLSSIEQK - - - - - - - - - 42 -0.33 0.13

1433T_HUMAN YWHAQ YDDMATCMK 53 0.11 0.17 38 -0.28 -0.09 - - - 33 0.11 0.08

1433T_HUMAN YWHAQ AVTEQGAELSNEER 128 -0.04 0.17 123 -0.03 -0.09 133 0.02 0.01 122 0.07 0.08

1433T_HUMAN YWHAQ SICTTVLELLDK 94 0.05 0.17 80 0.04 -0.09 81 -0.03 0.01 90 -0.18 0.08

1433T_HUMAN YWHAQ YLIANATNPESK 72 -0.19 0.17 74 0.00 -0.09 75 0.23 0.01 73 -0.17 0.08

1433T_HUMAN YWHAQ YLAEVACGDDR 82 -0.23 0.17 63 -0.58 -0.09 75 -0.39 0.01 66 -0.34 0.08

1433T_HUMAN YWHAQ YLAEVACGDDRK 64 -0.35 0.17 56 -0.67 -0.09 36 -0.21 0.01 77 0.14 0.08

1433T_HUMAN YWHAQ KQTIDNSQGAYQEAFDISK 54 0.26 0.17 - - - - - - - - -

1433T_HUMAN YWHAQ QTIDNSQGAYQEAFDISKK 72 0.24 0.17 136 0.02 -0.09 124 -0.13 0.01 132 -0.09 0.08

1433T_HUMAN YWHAQ QTIDNSQGAYQEAFDISK 155 -0.01 0.17 143 -0.06 -0.09 144 0.09 0.01 160 -0.04 0.08

1433T_HUMAN YWHAQ TAFDEAIAELDTLNEDSYK 141 0.07 0.17 141 0.08 -0.09 133 0.10 0.01 107 -0.38 0.08

1433T_HUMAN YWHAQ DNLTLWTSDSAGEECDAAEGAEN 65 0.34 0.17 - - - - - - - - -

1433T_HUMAN YWHAQ TELIQK - - - 35 -0.40 -0.09 44 0.04 0.01 - - -

1433Z_HUMAN YWHAZ LAEQAER 32 0.85 0.34 32 0.04 -0.26 - - - 32 0.43 0.11

1433Z_HUMAN YWHAZ YDDMAACMK 40 -0.39 0.34 52 0.05 -0.24 48 -0.56 -0.08 46 -0.11 0.11

1433Z_HUMAN YWHAZ SVTEQGAELSNEER 116 -0.03 0.34 128 -0.02 -0.24 124 0.08 -0.08 128 -0.37 0.11

1433Z_HUMAN YWHAZ NLLSVAYK 56 -2.48 0.34 59 -4.34 -0.26 39 -0.64 -0.08 53 -0.09 0.11

1433Z_HUMAN YWHAZ VVSSIEQK 58 -0.45 0.34 65 -0.49 -0.24 55 -0.38 -0.08 72 0.57 0.11

1433Z_HUMAN YWHAZ EKIETELR 48 0.24 0.34 42 -0.08 -0.24 43 0.09 -0.08 - - -

1433Z_HUMAN YWHAZ IETELRDICNDVLSLLEK 39 -0.45 0.34 67 0.08 -0.24 - - - 32 -0.23 0.11

1433Z_HUMAN YWHAZ DICNDVLSLLEK 92 0.14 0.34 93 0.22 -0.24 78 -0.19 -0.08 75 -0.25 0.11

2 hour 4 hour 6 hour

Protein ID Peptide Sequence

30 minute

Gene Symbol (HGNC)



1433Z_HUMAN YWHAZ FLIPNASQAESK 68 -0.11 0.34 65 -0.29 -0.24 60 -0.25 -0.08 65 -0.28 0.11

1433Z_HUMAN YWHAZ YLAEVAAGDDK 71 -0.38 0.34 67 -0.46 -0.24 66 -0.47 -0.08 80 0.00 0.11

1433Z_HUMAN YWHAZ KGIVDQSQQAYQEAFEISK 121 3.06 0.34 121 0.27 -0.24 107 -0.14 -0.08 109 0.19 0.11

1433Z_HUMAN YWHAZ GIVDQSQQAYQEAFEISK 142 0.00 0.34 148 -0.18 -0.24 162 0.11 -0.08 147 -0.17 0.11

1433Z_HUMAN YWHAZ GIVDQSQQAYQEAFEISKK 38 -0.56 0.34 115 -0.94 -0.24 59 0.47 -0.08 128 -0.07 0.11

1433Z_HUMAN YWHAZ EMQPTHPIR 65 -0.49 0.34 49 -0.14 -0.24 35 -0.42 -0.08 33 -0.07 0.11

1433Z_HUMAN YWHAZ TAFDEAIAELDTLSEESYK 141 0.08 0.34 128 -0.08 -0.24 146 0.12 -0.08 141 -0.01 0.11

1433Z_HUMAN YWHAZ DSTLIMQLLR 75 -1.27 0.34 75 -0.42 -0.26 75 -1.31 -0.08 78 -0.58 0.11

1433Z_HUMAN YWHAZ DNLTLWTSDTQGDEAEAGEGGEN 87 -0.25 0.34 111 0.10 -0.24 95 -0.16 -0.08 - - -

1433Z_HUMAN YWHAZ YLAEVAAGDDKK - - - 63 -0.92 -0.24 66 -0.27 -0.08 42 0.23 0.11

1433Z_HUMAN YWHAZ SVTEQGAELSNEERNLLSVAYK - - - - - - 57 0.69 -0.08 - - -

1433Z_HUMAN YWHAZ FLIPNASQAESKVFYLK - - - - - - 56 -0.12 -0.08 - - -

1A02_HUMAN HLA-A APWIEQEGPEYWDGETR - - - - - - 96 -0.01 -0.12 - - -

1A32_HUMAN HLA-A APWIEQEGPEYWDQETR - - - 63 0.05 -0.11 90 0.18 0.05 - - -

1A34_HUMAN HLA-A FIAVGYVDDTQFVR 58 -0.07 0.30 59 0.20 -0.17 58 0.07 -0.12 - - -

1A34_HUMAN HLA-A FDSDAASQR 60 -0.54 0.30 48 -0.20 -0.17 - - - 43 0.01 0.17

1A34_HUMAN HLA-A APWIEQEGPEYWDR 102 -0.07 0.30 94 0.04 -0.17 81 -0.25 -0.14 67 0.03 0.17

1A34_HUMAN HLA-A MYGCDVGPDGR 44 -0.03 0.30 64 -0.08 -0.17 58 -0.14 -0.14 - - -

1A34_HUMAN HLA-A DYIALNEDLR 32 1.66 0.30 48 -0.33 -0.17 54 -0.22 0.05 51 -0.25 -0.12

1A34_HUMAN HLA-A SWTAADMAAQITQR 101 -0.23 0.30 60 0.14 -0.17 - - - - - -

1A34_HUMAN HLA-A AYLEGTCVEWLR 65 0.07 0.30 72 0.13 -0.17 71 -3.35 -0.12 52 0.11 0.17

1A34_HUMAN HLA-A DGEDQTQDTELVETRPAGDGTFQK 86 -0.05 0.30 90 -0.10 -0.17 78 0.00 -0.12 89 -0.01 0.17

1A34_HUMAN HLA-A WASVVVPSGQEQR 32 -0.83 0.30 48 0.02 -0.17 43 -0.05 0.05 - - -

1A34_HUMAN HLA-A KGGSYSQAASSDSAQGSDMSLTACK 89 0.19 0.30 - - - - - - - - -

1A68_HUMAN HLA-A KGGSYSQAASSDSAQGSDVSLTACK - - - - - - - - - 90 -0.28 0.17

1A69_HUMAN HLA-A WAAVVVPSGQEQR 47 -0.05 0.09 40 -0.01 -0.30 44 -0.06 -0.12 - - -

1A69_HUMAN HLA-A DYIALK - - - 31 -0.19 -0.30 - - - - - -

1A69_HUMAN HLA-A SWTAADMAAQTTK - - - 40 -0.16 -0.30 78 0.01 -0.12 - - -

1A69_HUMAN HLA-A WEAAHVAEQLR - - - 32 -0.18 -0.30 - - - - - -

1B41_HUMAN HLA-C APWIEQEGPEYWDRETQISK - - - - - - 57 0.13 0.01 - - -

1B44_HUMAN HLA-B FDSDATSPR 49 -0.07 0.10 48 0.09 -0.29 - - - 36 0.10 0.29

1B44_HUMAN HLA-B GYDQDAYDGK 58 -0.18 0.10 62 -0.03 -0.29 - - - 39 -0.19 0.06

1B44_HUMAN HLA-B AYLEGLCVESLR 58 -0.17 0.10 61 -0.46 -0.29 80 -0.03 -0.02 66 0.03 0.06

1B44_HUMAN HLA-B DGEDQTQDTELVETRPAGDR 67 -0.23 0.10 61 -0.10 -0.29 72 -0.10 0.01 33 -0.06 0.29

1B44_HUMAN HLA-B WAAVVVPSGEEQR 36 0.11 0.10 52 0.05 0.03 50 -0.12 0.29 43 -0.24 -0.11

1B44_HUMAN HLA-B GGSYSQAACSDSAQGSDVSLTA 85 -0.06 0.10 - - - 96 -0.01 0.01 - - -

1B55_HUMAN HLA-C GGSYSQAASSDSAQGSDVSLTA 66 0.17 0.31 - - - - - - - - -

1C08_HUMAN HLA-C TAEQLR - - - 32 0.03 -0.14 - - - - - -

1C12_HUMAN HLA-C GGSCSQAASSNSAQGSDESLIACK - - - 137 0.31 0.03 - - - - - -

2A5A_HUMAN PPP2R5A DATSNEQQELFCQK 100 0.07 0.21 93 0.06 0.11 107 -0.02 -0.01 - - -

2A5D_HUMAN PPP2R5D DGGGENTEEAQPQPQPQPQPQAQSQPPSSNK 70 -0.12 2.59 75 -0.06 -0.16 70 0.04 0.05 66 -0.08 0.12

2A5D_HUMAN PPP2R5D RAGLNEMVEYITHSR 33 4.74 2.59 - - - - - - - - -

2A5D_HUMAN PPP2R5D DVVTEAIYPEAVTMFSVNLFR 38 -0.15 2.59 - - - - - - - - -

2A5D_HUMAN PPP2R5D RAEEFLTASQEAL 33 -0.06 2.59 39 -0.26 -0.16 - - - - - -

2A5D_HUMAN PPP2R5D APPPLPPVYSMETETPTAEDIQLLK - - - - - - - - - 44 0.03 0.12

2A5E_HUMAN PPP2R5E SQGKPIELTPLPLLK 34 0.20 0.15 - - - - - - - - -

2A5E_HUMAN PPP2R5E DVPSSEQPELFLK 71 -0.17 0.15 69 -0.11 -0.15 51 0.20 -0.07 - - -

2A5E_HUMAN PPP2R5E GCLTEQTYPEVVR 73 -0.22 0.15 - - - - - - 91 0.08 0.22

2A5E_HUMAN PPP2R5E DPSLTEPVIR 33 0.15 0.15 45 -0.02 -0.15 47 -0.43 -0.07 - - -

2AAA_HUMAN PPP2R1A AISHEHSPSDLEAHFVPLVK 77 3.88 0.94 74 2.02 -0.10 42 -2.77 -0.20 67 2.19 1.34

2AAA_HUMAN PPP2R1A TSACGLFSVCYPR 87 0.08 0.94 82 -0.01 -0.10 - - - 75 -0.02 1.34

2AAA_HUMAN PPP2R1A NLCSDDTPMVR 48 0.25 0.94 47 -0.56 -0.10 51 -0.74 -0.20 40 -0.22 1.34

2AAA_HUMAN PPP2R1A VLELDNVK 39 -0.04 0.94 - - - 48 0.01 -0.20 43 0.34 1.34

2AAA_HUMAN PPP2R1A EFCENLSADCR 64 -0.17 0.94 69 0.02 -0.10 56 -0.17 -0.20 43 -0.22 1.34

2AAA_HUMAN PPP2R1A ELVSDANQHVK 39 0.09 0.94 - - - 45 -0.48 -0.20 49 0.05 1.34

2AAA_HUMAN PPP2R1A SALASVIMGLSPILGK 37 -0.07 0.94 65 -0.14 -0.10 - - - - - -

2AAA_HUMAN PPP2R1A DNTIEHLLPLFLAQLKDECPEVR 54 0.08 0.94 56 0.10 -0.10 43 0.08 -0.20 56 0.20 1.34

2AAA_HUMAN PPP2R1A DNTIEHLLPLFLAQLK 49 -0.11 0.94 - - - 66 0.38 -0.20 - - -

2AAA_HUMAN PPP2R1A LNIISNLDCVNEVIGIR 122 -0.01 0.94 142 0.11 -0.10 - - - - - -

2AAA_HUMAN PPP2R1A QLSQSLLPAIVELAEDAK 80 0.11 0.94 92 -0.11 -0.10 - - - - - -

2AAA_HUMAN PPP2R1A LNSLCMAWLVDHVYAIR 68 0.14 0.94 - - - - - - - - -

2AAA_HUMAN PPP2R1A EWAHATIIPK 39 0.01 0.94 - - - 34 -0.06 -0.20 - - -

2AAA_HUMAN PPP2R1A VLAMSGDPNYLHR 93 -0.06 0.94 56 -0.14 -0.10 36 -0.37 -0.20 35 -0.06 1.34

2AAA_HUMAN PPP2R1A HMLPTVLR 32 -3.84 0.94 31 -3.25 -0.10 39 -1.82 -0.20 33 3.84 1.34

2AAA_HUMAN PPP2R1A IGPILDNSTLQSEVKPILEK 93 0.06 0.94 124 -0.04 -0.10 119 -0.08 -0.20 58 -0.21 1.34

2AAA_HUMAN PPP2R1A LTQDQDVDVK 45 -0.13 0.94 58 -0.18 -0.10 67 -0.36 -0.20 50 -0.08 1.34

2AAA_HUMAN PPP2R1A NEDVQLR - - - 35 -0.23 -0.10 - - - - - -

2AAA_HUMAN PPP2R1A LAGGDWFTSR - - - - - - 46 0.06 -0.20 - - -

2AAB_HUMAN PPP2R1B ITLNDLIPAFQNLLK 61 0.09 0.24 62 0.05 -0.08 98 -0.04 0.12 - - -

2AAB_HUMAN PPP2R1B ELGENLPIEDR 44 0.22 0.24 - - - - - - 58 0.41 0.54

2AAB_HUMAN PPP2R1B IGPILDTNALQGEVKPVLQK 52 -0.03 0.24 48 0.26 -0.08 73 0.23 0.12 - - -

2AAB_HUMAN PPP2R1B LGQDEDMDVK 51 -0.09 0.24 41 -0.01 -0.08 - - - - - -

2AAB_HUMAN PPP2R1B SALASVIMGLSTILGK - - - 53 0.34 -0.08 - - - - - -

2AAB_HUMAN PPP2R1B FGTEWAQNTIVPK - - - 68 -0.41 -0.08 - - - - - -

2AAB_HUMAN PPP2R1B VLVMANDPNYLHR - - - 33 0.11 -0.08 - - - - - -

2ABA_HUMAN PPP2R2A VVIFQQEQENK 73 0.01 0.17 - - - 77 0.35 0.33 - - -

2ABA_HUMAN PPP2R2A GEYNVYSTFQSHEPEFDYLK 33 -0.05 0.17 - - - 49 0.28 0.33 - - -

2ABA_HUMAN PPP2R2A INLWHLEITDR 36 0.62 0.17 - - - 34 -0.12 0.33 - - -

2ABA_HUMAN PPP2R2A LFEEPEDPSNR 45 0.06 0.17 33 0.01 0.31 44 0.02 0.33 42 -0.26 0.04

2ABA_HUMAN PPP2R2A SFFSEIISSISDVK 51 -0.33 0.17 - - - - - - - - -

2ABA_HUMAN PPP2R2A IWDLNMENRPVETYQVHEYLR 32 0.51 0.17 44 0.23 0.31 - - - - - -



2ABA_HUMAN PPP2R2A LCSLYENDCIFDK 82 -0.25 0.17 68 -0.08 -0.24 70 0.27 0.33 - - -

2ABA_HUMAN PPP2R2A DITLEASR 53 -0.57 0.17 52 1.20 0.31 54 -0.23 0.33 45 0.31 0.04

2ABA_HUMAN PPP2R2A DEISVDSLDFNK 71 -0.11 0.17 66 0.01 -0.24 77 -1.60 0.33 58 -0.28 0.04

2ABA_HUMAN PPP2R2A NAAQFLLSTNDK - - - - - - 47 -0.33 0.33 - - -

2ABA_HUMAN PPP2R2A RPEGYNLKEEDGR - - - - - - 36 -1.46 0.33 - - -

2ABA_HUMAN PPP2R2A YRDPTTVTTLR - - - - - - 38 -0.35 0.33 - - -

2ABD_HUMAN PPP2R2D DVTLEASR 41 -0.25 -0.06 51 -0.28 -0.24 - - - - - -

3BP1_HUMAN SH3BP1 ELDPDSSMGK - - - 44 1.83 1.67 - - - - - -

3BP1_HUMAN SH3BP1 LAEEQEVNK - - - - - - 73 -0.36 -0.35 34 0.17 0.30

3HIDH_HUMAN HIBADH EFQDAGEQVVSSPADVAEK 127 -0.25 -0.22 127 0.12 -0.45 104 -0.18 -0.18 118 0.02 -0.06

3HIDH_HUMAN HIBADH MGAVFMDAPVSGGVGAAR 45 -0.20 -0.22 - - - - - - - - -

3HIDH_HUMAN HIBADH DLGLAQDSATSTK 87 -1.26 -0.22 82 -0.72 -0.45 85 -0.21 -0.18 86 -0.46 -0.06

3HIDH_HUMAN HIBADH SPILLGSLAHQIYR 72 -0.40 -0.22 48 -1.89 -0.45 65 -0.94 -0.18 - - -

3HIDH_HUMAN HIBADH DFSSVFQFLR 52 -0.05 -0.22 49 -0.25 -0.45 - - - - - -

3HIDH_HUMAN HIBADH DFSSVFQFLREEETF 68 -0.61 -0.22 34 -0.07 -0.45 - - - - - -

41_HUMAN EPB41 QASALIDRPAPHFER 40 1.55 1.70 34 0.34 -0.19 - - - - - -

41_HUMAN EPB41 KLSMYGVDLHK - - - 33 -0.51 -0.19 - - - - - -

41_HUMAN EPB41 HHASISELKK - - - - - - 58 0.45 0.92 - - -

41_HUMAN EPB41 HHASISELK - - - - - - 49 0.38 0.92 - - -

41_HUMAN EPB41 TQTVTISDNANAVK - - - - - - 46 1.70 0.92 - - -

4EBP1_HUMAN EIF4EBP1 DLPTIPGVTSPSSDEPPMEASQSHLR 70 0.03 0.18 50 0.28 -0.07 - - - - - -

4EBP1_HUMAN EIF4EBP1 RAGGEESQFEMDI - - - 48 0.05 -0.07 49 -0.14 -0.13 - - -

4ET_HUMAN EIF4ENIF1 DGDMTAFNK - - - 32 -9.80 -1.05 - - - - - -

4F2_HUMAN SLC3A2 EVELNELEPEK 69 -0.46 0.31 76 0.27 0.10 67 -0.06 -0.02 78 -0.03 0.09

4F2_HUMAN SLC3A2 QPMNAASGAAMSLAGAEK 104 0.24 0.31 117 0.15 0.10 - - - - - -

4F2_HUMAN SLC3A2 VAEDEAEAAAAAK 80 -0.85 0.31 91 0.11 0.10 100 -0.18 -0.02 115 -0.03 0.09

4F2_HUMAN SLC3A2 WWHTGALYR 39 0.15 0.31 43 -0.39 0.10 - - - 39 -0.14 0.09

4F2_HUMAN SLC3A2 IGDLQAFQGHGAGNLAGLK 113 0.01 0.31 113 -0.10 0.10 59 0.00 -0.02 114 -0.76 0.09

4F2_HUMAN SLC3A2 GRLDYLSSLK 42 0.07 0.31 41 0.08 0.10 - - - - - -

4F2_HUMAN SLC3A2 NQKDDVAQTDLLQIDPNFGSK 53 1.73 0.31 46 2.27 0.10 - - - - - -

4F2_HUMAN SLC3A2 DDVAQTDLLQIDPNFGSK 130 0.35 0.31 117 -0.14 0.10 - - - - - -

4F2_HUMAN SLC3A2 EDFDSLLQSAK 70 0.08 0.31 79 0.13 0.10 - - - 49 -0.09 0.09

4F2_HUMAN SLC3A2 VILDLTPNYR 46 -0.02 0.31 35 -0.12 0.10 40 0.02 -0.02 - - -

4F2_HUMAN SLC3A2 GENSWFSTQVDTVATK 124 0.04 0.31 48 0.28 0.10 - - - 36 0.05 0.09

4F2_HUMAN SLC3A2 DLLLTSSYLSDSGSTGEHTK 67 -0.88 0.31 126 -1.57 0.10 77 0.10 -0.02 92 -0.85 0.09

4F2_HUMAN SLC3A2 LLTSFLPAQLLR 36 -0.15 0.31 32 0.53 0.10 41 0.17 -0.02 - - -

4F2_HUMAN SLC3A2 SLLHGDFHAFSAGPGLFSYIR 112 0.39 0.31 - - - - - - 50 0.17 0.09

4F2_HUMAN SLC3A2 ADLLLSTQPGREEGSPLELER 67 -0.07 0.31 63 0.10 0.10 - - - 48 0.04 0.09

4F2_HUMAN SLC3A2 LKLEPHEGLLLR 54 0.16 0.31 69 -0.02 0.10 47 -0.64 -0.02 63 0.25 0.09

4F2_HUMAN SLC3A2 LEPHEGLLLR 34 0.09 0.31 - - - - - - - - -

4F2_HUMAN SLC3A2 WCSWSLSQAR - - - 52 0.03 0.10 42 -0.25 -0.02 - - -

4F2_HUMAN SLC3A2 EEGSPLELER - - - 50 -0.16 0.10 - - - - - -

4F2_HUMAN SLC3A2 GQSEDPGSLLSLFR - - - - - - 69 -0.08 -0.02 44 0.07 0.09

5NT3_HUMAN NT5C3 DNSNIILLGDSQGDLR 117 -0.06 0.08 67 0.03 -0.11 126 0.48 0.34 - - -

5NT3_HUMAN NT5C3 EGYENFFDK - - - - - - 44 0.16 0.34 - - -

5NT3L_HUMAN NT5C3L ELTALLHHYYPIEIDPHR - - - 40 1.23 1.06 - - - - - -

5NTC_HUMAN NT5C2 DGDLFMSYR 46 0.20 0.18 43 -0.38 -0.83 - - - - - -

5NTC_HUMAN NT5C2 HLDSSSNERPDISSIQR 37 -0.21 0.18 46 -1.70 -0.83 33 -1.70 -1.24 36 -0.09 0.04

5NTC_HUMAN NT5C2 LQNAADMPANMDK - - - 40 0.02 -0.83 - - - - - -

6PGD_HUMAN PGD VDDFLANEAK 50 -0.03 0.17 52 0.17 -0.06 63 0.05 0.21 52 -0.27 0.09

6PGD_HUMAN PGD AGQAVDDFIEK 54 -0.13 0.17 70 0.15 -0.06 71 0.17 0.21 72 -0.04 0.09

6PGD_HUMAN PGD LVPLLDTGDIIIDGGNSEYR 157 0.07 0.17 129 0.41 -0.06 166 0.19 0.21 111 0.04 0.09

6PGD_HUMAN PGD GILFVGSGVSGGEEGAR 100 0.00 0.17 107 0.00 -0.06 123 0.02 0.21 81 -0.28 0.09

6PGD_HUMAN PGD YGPSLMPGGNK 41 0.90 0.17 60 -0.17 -0.06 - - - - - -

6PGD_HUMAN PGD TIFQGIAAK 38 0.19 0.17 - - - 59 0.31 0.21 - - -

6PGD_HUMAN PGD VGTGEPCCDWVGDEGAGHFVK 87 -0.08 0.17 113 0.05 -0.06 91 0.29 0.21 95 -0.09 0.09

6PGD_HUMAN PGD MVHNGIEYGDMQLICEAYHLMK 86 0.71 0.17 66 0.24 -0.06 - - - - - -

6PGD_HUMAN PGD DVLGMAQDEMAQAFEDWNK 117 -0.31 0.17 125 -0.15 -0.06 - - - 107 0.12 0.09

6PGD_HUMAN PGD TELDSFLIEITANILK 43 0.02 0.17 101 0.34 -0.06 - - - - - -

6PGD_HUMAN PGD WTAISALEYGVPVTLIGEAVFAR 104 -0.11 0.17 91 0.23 -0.06 97 0.18 0.21 - - -

6PGD_HUMAN PGD DAFDRNPELQNLLLDDFFK 64 -0.13 0.17 76 0.04 -0.06 38 0.66 0.21 55 -0.18 0.09

6PGD_HUMAN PGD NPELQNLLLDDFFK 75 -1.34 0.17 - - - - - - - - -

6PGD_HUMAN PGD SAVENCQDSWR 60 0.03 0.17 65 -0.01 -0.06 66 0.01 0.21 68 -0.01 0.09

6PGD_HUMAN PGD HEMLPASLIQAQR 67 -0.33 0.17 85 -0.43 -0.06 53 0.81 0.21 66 -0.05 0.09

6PGD_HUMAN PGD TVSKVDDFLANEAK - - - - - - 64 -0.93 0.21 - - -

6PGD_HUMAN PGD VVGAQSLK - - - - - - 45 0.21 0.21 - - -

6PGD_HUMAN PGD SFLEDIR - - - - - - 48 -0.38 0.21 - - -

6PGD_HUMAN PGD SFLEDIRK - - - - - - - - - 31 -0.19 0.09

6PGL_HUMAN PGLS RILEDQEENPLPAALVQPHTGK 64 0.35 0.49 67 -0.16 -0.18 - - - 43 0.01 0.15

6PGL_HUMAN PGLS LVPFDHAESTYGLYR - - - 32 0.14 -0.18 44 0.40 0.42 - - -

6PGL_HUMAN PGLS LPIPESQVITINPELPVEEAAEDYAK - - - 52 0.08 -0.18 - - - - - -

8ODP_HUMAN NUDT1 VQEGETIEDGAR 74 0.03 0.00 63 0.14 -0.13 42 0.11 0.10 69 -0.04 0.08

8ODP_HUMAN NUDT1 ELQEESGLTVDALHK 74 -0.21 0.00 56 -0.23 -0.13 92 0.00 0.10 - - -

8ODP_HUMAN NUDT1 DMWPDDSYWFPLLLQK 91 -0.13 0.00 109 0.05 -0.13 - - - 34 -0.08 0.08

8ODP_HUMAN NUDT1 FQGQDTILDYTLR 65 -0.28 0.00 68 0.03 -0.13 69 0.05 0.10 - - -

A16A1_HUMAN ALDH16A1 DPSVPTGGCK 34 0.11 0.69 43 0.06 0.02 - - - - - -

A16A1_HUMAN ALDH16A1 ESGCSWHGGPDGLYEYLRPSGTPAR 37 0.88 0.69 34 0.29 0.02 40 -1.03 -1.01 - - -

A16L1_HUMAN ATG16L1 HQEELTELHK - - - 41 -1.08 -1.24 - - - - - -

A16L1_HUMAN ATG16L1 TTEENQELVTR - - - - - - 52 -0.06 -0.04 - - -

A4_HUMAN APP EVCSEQAETGPCR - - - 58 -0.12 -0.28 - - - 90 -0.22 0.27

A4_HUMAN APP YLETPGDENEHAHFQK - - - - - - - - - 38 0.41 0.27




